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APPENDIX A: DNA SEQUENCES 

>RXA00005-upstream 

GTGGAAGCCCAGTTCACCTCTCCCCTGCTCAACAATGGGCAAACCTGTTTCCTTGGTACC 
CGAATCCTTGCTCCAAAATCACGGCGGGTTCAGGGGGTGA 

>RXA00005 

ATGCACCACGAGCAACCCGAAGGGTGCGAAGTGGGCATTCGTAGAACAATCCCAGAGGAA 
AGCCGTACGGCTTTCCTCGACATGATCAATCAAGGTATGTCAGGTCTTGCTGCGTCTACA 
GCGGTCGGGGTCAGTGAATTCACCGGGCGAAAGTGGGCGAAGGCCGCCGGGGTGAAACTG 
ACCCGCGGCCCGCGAGGTGGCAATGCTTTTGACACCGCCGAGAAACTTGAGATTGCAGCC 
AGCATGCTAGAGAAAGGATGCCTACCCCGAGAAATCGGCGAGTATGTCGGCATGACTCGG 
GCCAATATATCCCTATGGCGCAAACAAGGCCCAGACAAGCTTCGCCAACGCGCAGCCACC 
TTGCGCACCGGCAAGCGAGCAGCTGAATTCATCCACGCCCCGGTGATGGGCCCTTATTAT 
GGGCCACGCACACTCCATCAAGTGTTGCGTGAGGACTACACAACACTGTTTGACGAGTTA 
TCTGCGTTGGGGTTGCCAGCACAGGTGTGTGGGGCCTTACTTCATCTTGCTCCACCACCA 
TCATTACGCTTTTCTTATATGTCGTGTGTAGTGCCGTTATTTGCTGATGAAATCAAAGTC 
G TAG GAC AAG G C AC AC GAT TAT C G T T AGAAGAG AAAAT GAT GAT C C AAC G T T T C CAT G AC 

ACCGGGGTCAGTGCAGCAGAAATCGGTCGACGCCTGGGTCGGTGTCGGCAAACAATTTCC 
AGGGAACTTCGACGTGGTCAAGATGATGATGGACGTTATCGTGCACGCGACTCCTATGAA 
GGTGCGATCAGGAAACTAGCGCGTCCGAAAACACCGAAACTTGATGCCAATCGTAGGCTT 
CGGGCTGTGGTGGTCGAGGCGTTGAATAATAAATTATCTCCGGAGCAGATTTCTGGTCTT 
TTAGCCACCGAGCATGCTAACGATAGCTCTATGCAGATTAGTCATGAAACTATTTACCAG 
GCGTTATATGTTCAAGGTAAAGGGGCGTTGCGTGATGAATTGAAGGTGGAGAAATTTCTT 
CGTACCGGTCGGAAGGGACGTAAACCGCAGTCGAAGTTGCCATCGAGAGGTAAGCCGTGG 
GTGGAGGGTGCGTTGATTAGTCAACGCCCAGCAGAAGTTGCTGATCGTGCTGTGCCTGGG 
CACTGGGAGGGCGATTTAGTAATTGGTGGTGAAAACCAAGCGACAGCGTTGGTGACGTTG 
GTGGAGCGCACGAGCCGGTTGACGTTGAT TAAGCGGTTGGGGGTTAATCATGAGGCGTCG 
ACTGTGACGGATGCGTTGGTGGAGATGATGGGTGATTTGCCGCAGGCGTTGCGTCGGAGT 
TTGACGTGGGATCAGGGTGTGGAGATGGCAGAGCATGCGCGGTTTAGCGTGGTGACCAAG 
TGTCCGGTGTTTTTCTGTGATCCTCATTCGCCGTGGCAGCGTGGGTCGAATGAGAATACG 
AATGGATTGGTCAGGGATTTTTTCCCGAAGGGCACTAATTTTGCTAAAGTAAGTGACGAA 
GAAGTTCAGCGGGCACAGGATCTGCTGAATTACCGGCCGCGGAAAATGCATGGTTTTAAA 
AGCGCGACGCAGGTATATGAAAAAATCGTAGTTGGTGCATCCACCGAT 

>RXA00005-downstream 
TGAATTCGCCCTAGGTTGGATGC 

>RXA00011-upstream 

GAAGTTCTTCCCGTGGTGGAAAAAGTGGACTCCATCGACATCCCTGATGCCGATGTTCGC 
GTCGATGTCTACCGCTCCTCCGGCCCAGGTGGTCAGTCCA 

>RXA00011 

GTGAACACCACCGACTCTGCCGTGCGCCTGACCCACATCCCAACCGGCATCGTGGTGACC 
TGCCAAAACGAGAAATCACAGATCCAAAACAAGGCATCCGCGATGCGTGTTCTCCAGGCA 
AAACTGCTTGAGCGTAAACGCCAGGAAGAACGCGCCGAAATGGATGCCCTCGGAGCTGGA 
GGCAATGCATCCTGGGGTAACCAAATGCGTTCCTACGTGCTGCACCCTTATCAAATGGTG 
AAGGATCTGCGCACCAACTTTGAAGTCAACGATCCGCAAAAAGTCCTTGACGGCGATATC 
GATGGCCTTTTGGAAGCAGGTATTCGCTGGCGAATGGCTGAGAGCCAGTCGGCGGAA 

>RXA00011-downstream 
TAAAGGTTGGTTTTCTGGCAGAA 

>RXA00012-upstream 

CTGGATTAGTCATGCCTTCCATTGTGCATGCCGTCGGCCAAGTGTGCTGAATAAGGTGGC 
GTTCTAAGAATCACAATCGGTGCGGGTAATATGTGCAATC 

>RXA00012 

ATGCGTCCCGAATTTTCTGCAGAACTCTCCGAGCTAGACAGCACGCTGACAACCATTGAA 
AAAGTGCTGAACCCGCAAGAGATGTCTGACCGAGTCAGAGAACTTGAAGCTCAAGCAGCT 
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GACCCGTCTCTGTGGGATGACCCTGACCATGCACAGCAAGTCACCTCTGAGCTGTCCCAC 
GTCCAGGCGGAGCTGCGCAAAATTACCGATCTGCGCCAGCGCATCGAAGATCTGCCCATC 
ATGGTGGAACTCGCAGAGGAAGAAGACGGCGATACCTCCATCGCGGAAGAAGAACTCGCC 
GATCTGCGTTCTCTGATCGATGCGTTGGAAGTAAAGACCATGCTGTCGGGTGAATATGAT 
GCTCGCGAGGCAGTGATCAATATTCGATCCGGTGCCGGTGGTGTCGATGCTGCGGACTGG 
GC T G AAAT G C T CAT G C G CAT G T AC AC CCGCTGGGCG GAAAAGAAC GGC CAC AAAG T AG AT 
ATTTACGATATTTCCTACGCCGAAGAAGCCGGCATCAAATCCGCCACCTTCGTGGTCCAC 
GGCGACTACATGTACGGCCAGCTCTCCGTGGAGCAAGGCGCACACCGCCTCGTGCGCATC 
AGTCCTTTTGATAACCAGGGCAGGCGCCAAACCTCCTTCGCCGAGGTAGAAGTTCTTCCC 
GTGGTGGAAAAAGTGGACTCCATCGACATCCCTGATGCCGATGTTCGCGTCGATGTCTAC 
CGCTCCTCCGGCCCAGGTGGTCAGTCCAGTGAACACCACCGACTCTGCCGTGCGCCTGAC 
C CAC AT C C C AA C C G G CAT C G T G G T G AC C T G C C AAAAC GAG AAAT CAC AG AT C C AAAAC AA 
GGCATCCGCGATGCGTGTTCTCCAGGCAAAACTGCT 

>RXA00012-downstream 

T GAG C G T AAAC G C C AG G AAG AAC 

>RXA00016-upstream 

CTGAACGGATCCGCCAACTTGAAAAGGAAAATGCACTCCTCCGCGAAGAGCGTGACATCC 
T G C G G AAAG C G G C C AAAT AT T T C G C GG AAG AG AC G AAC T G 

>RXA00016 

GTGATCCGCTTCCGATTCGTTGATGACGCTCGAAAGACCTACTCGGTTAAGCGGATATGT 
GACGTGTTGAAGCTCAATCGTTCCTCATATTACAAATGGAAAAGCACCGCCTTCACGCGT 
GAAAAACGCCTGCTCAGCGACGCTATTCTTGGGGTCCAGGTCAAGACTGTATTCACCACT 
CACAGTGGCTGTTATGGGGCCAAACGAATCGCGGCTGAACTCAAAGACCAGATCGGCCAT 
GACCTTGCGAACCACAAGCGGGTTGCCCGGATCATGCGATCGTTGAAGCTGTTCGGATAC 
ACAAAGAAACGCAAGGTCACCACCACCGTGCCGGACAAAACCAAGACAGTGTTCCCTGAC 
CTTGTCGGCCGGAAGTTCACCGCTGACAAGCCGAACCAGCTCTATGTCGGGGATATCACC 
TATCTGCCAATTCAGGATGGGTCGAATATGTACCTGGCCACGGTCATTGACTGTTACTCC 
CGCAGGTTGGTGGGCTTTTCTATCGCAGATCACATGCGCACGAGCTTGGTCCAGGACGCG 
CTGCTCATGGCTAAAGACCAGCGTGGAAACCTCAAAGGTGCGATTTTTCACTCCGACCAC 
GGCAGCGTTTACACGTCTCATGCGTTTCAGGAGACGTGTAAGAAACTAGGGATCAGGCAG 
TCGATGGGATCAATTGGCACCAGTGCTGACAACGCTTTGGCGGAGTCTTTCAATGCCGCG 
ATGAAGCGGGAAGTCCTGCAGGATTCCAAGACCTTTGAAAATCAATTGTGCTGTCGCCGG 
GACGTCTTCCGCTGGTGTACCCGTTACAACACGGTTCGCCGGCATTCCTGGTGTAGATAT 
CTGGCTCCGGTCGTGTTTGAGGAGCGCGGTCCTGCTATCCTGAGATCTGCTTCC 

> RXA 0 0 0 1 6 - do wn s t r e am 
TGATCAAATCCTCCGTGTCCACC 

RXAOOO 17 -upstream 

TCATCCAATGTGGAGAAGTTCAAAAGCTGAAGCTGGACCTGACCCCCGGATGGTGGACAC 
CTTGAAACAAGCATGATGCTGGGAAAGGTAATCTGCCACC 

>RXA00017 

ATGCCACGCAAGACCTACACAGAGGAGTTCAAGCGCGACGCTGTCGCGCTCTACGAGAAC 
TCCGCCGGCACCTCGATCCAGAAGATCGCCAATGATCTCGGAATCAACCGAATGACCCTT 
AAAAACTGGATTACTAAATACGGGGCCAACTCAACTCCACATGGCGCTAACACGGCCACC 
GCGCTGTCCGAAGCTGAACGGATCCGCCAACTTGAAAAGGAAAATGCACTCCTCCGCGAA 
GAGCGTGACATCCTGCGGAAAGCGGCCAAATATTTCGCGGAAGAGACGAACTGG 

>RXA00 017 -downstream 
TGATCCGCTTCCGATTCGTTGAT 

>RXA00019-upstream 

ACCGGATACCTTATGAAACACCTGGTGAGCGGTGTGTTTCACCCCAACAACCGAGTAAAA 
T AT ATC T AGT AC TAT T T T AC GAT T G AAAG T AGAT T T T T C T 

>RXA00019 
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ATGACCGTTACCTCACCAGCAGCGCTCGCACTCAGCGACATGTCCTATGTGGACATCATT 
AAG AAG AAG C G C G GAT G G AC AAC C GAG T T T T T C C AC AG C AC CAT C AAC AC C G G T GAAAC C 
ACCACACCGCTACCAGACAGCGACCGTGCCACAGCACTAATCCATGACCACATCACCAAG 
GCTCAAGAGATAACCATCATCACCGACTTTGATATGGACGGTATTTCAGCCGGTGTCATT 
GCCTATGCAGGTCTTGCCGAACTGGGCGCACAGGTCAATATGGTGGTGCCCGACTATCGT 
GGCGAACGAAATGTCACAGCCAGCGATATTGATCGTGCGCTAGAGCTCTACCCTGCAACC 
TCACTCATCATCACCTGCGATGTCGGCATCGGCTCCCATGAAGGTATTGCCCGTGCTCAC 
GAACGCAGTATCGCCGTCCTGGTCACAGATCACCACATGGAGGTCGAACCCTGCCAGGCC 
GATGTGGTTCTTAACCCCAACAGAATTGACTCTGACTACCCCAACAAAGATATTTGCGGT 
GCGCAGGTCATTTTCGCCACATTGAGTGACTATGCACGTCGTTATCGGGCGGACAAGATT 
ATCGACATTAATTTGTTGGCTGTTTTCTCAGGCATTGGTGCACTCGCCGATGTCATGCCT 
CTCACCCGTGACACTCGACCAACAGTGAAGCAGGCTATTGCGTTGCTTCGGCTTGCTATC 
CCACAAGTAAGTAAAAACCGTTTCGGCGGTTGGGATACCTATGCTGCACGCTCTGTTAAT 
CCTGATACGTCCACACTCATGCATATTGTCAATGCCAGCCAGCATGATCACCGCTTCATT 
GCAGCCTTCCAAGGCATCTCAATTCTTCTTGGTGAACTGATTGCGCAAAAGAAGCTAGTA 
AACATCGACAATATTTCTGAGTCATTCATTGGCTTCACTCTTGGTCCGATGTTTAACGCT 
ACTCGTCGTGTTGGTGGCGACATGCACGATTCATTTCTCGTGTTTGCGCCCCATGCCGCA 
CTAGCATCACAGCCGTCGATGAATCCAAATCGACATGCTGCGATCTCTCGCATCATTGAT 
AACAACGAACGTCGCAAAGAGCTCTCCAAGTCCTCTTATGCTGCCGTACACAGCTCAGAT 
CAGCCCTACGCGCCCTTTGTGTGGCTCTCTGAGGCACCAAGCGGCATTCTTGGTCTCATT 
GCCTCACAGCTCACTCGTGAGTCTGACGTGCCTGCCATTGTCATTAATCCAGATACCTTG 
TCCGGTTCAGCTCGCTCACCTGAGTGGGCACCGATCATCACCCAAGTAAACACCCTCAGC 
GCACAAGGTCACGGCGGTATTCATGCTGCAGGCCATGAGTACGCCTGTGGTATGCGTTTT 
GATAACCATGATGACATTGTGACCTTTGTTGCAACACTCGACGCACTCGATAAAAACACG 
CCACGGGAAGCACAGCCGGCAGATCTGCATTTGGTTGACATTGACCACGCGCGTCCTGTG 
CTTGATAACCCCTCACTCACCCAAGAGCTCAGTACGGTCGATGCTGCAGTGGATGCTGCA 
CAGTTGCTTGTTCTCATTGATCAGCTTGATCAACTGCAGCCATTTGGACATGGTTTTACC 
TATCCGCGCATCGACGTGACGTTCAGGCCGGCAGAAACAGAATTCAAGGTTATGGGTCAG 
CACCATCAACATCTCAAGGTGATCACTCACTCAGGGTTGACCTTATTGTGGTGGAATAAG 
GCTCAGCAGCTCGATGAGATCGCACAGTCTGAATTAGTCACCATGTCTGTGGAGCTCGAT 
GTCAATATGTTCCGTGGGTTTATTTCCCCGCAAGGCATTGTCTCTGCGTGCACAGTTATC 

>RXAO 0 01 9-downs t ream 
TAGCTTGGTTGCATAAGCACCAA 

>RXA0004 6-upstream 

TGGTGCCCAAGCAGCCGTCATCGCAGCAGCAAAATATGCCCGCGATAACGCCTTTTAAGC 
ACCTAAAACGCTGTTCTCAACACAGGAGTTTCCTTAAATA 

>RXA0004 6 

ATGGACTTAAATACTCAACGCTCAAAGCTCTACGCACAGCTTCAAGGCCAGCTCATTGTT 
TCCGTGCAAGCTCCCGACGGCCATGCCATGCGAGATACCCATACGCTCACCCATGTGGCC 
GCAGCCTGTGTCGATGGCGGTGCTCCTGCCATTCGCTGTGGCGGTTACGGCGGTTTGGAA 
GATATCCGTTCAATCTCCAACCGTGTCGACGTTCCCGTTTTCGGACTCACCAAAGAAGGC 
TCCGAAGGAGTTTACATCACCCCAACCAGGGATTCCGTTCGAGCAGTGGCAGAATCCGGC 
GCCACTGTAGTCTGCGCGGATGCAACTTTCCGACCTAGGCCTGACGGCTCCACCTTTGCA 
GAGCTGGTCACTGTTGCCCACGATTCCGGAATTCTCATCATGGCGGACTGCGCAACTCCC 
GAAGAAGTTCTCAGTGCGCATAAGGCTGGCGCGGATTTTGTGTCCACCACGCTTGCTGGA 
TACACCGAACACCGCGAGAAAACAGTCGGTCCAGATTTCGATTGCCTCCGCGAAGCACGT 
GAGTTAGTTCCCGATGCGTTCCTCATTGGCGAAGGTCGCTTCTCCAACCCTGCGGATGTG 
GCGCACGGTCGTCTCATTGGTGCCAACGCGATCATCGTGGGCACCGGAATCACTGACCCT 
GGTTTCATCACTGGACAGTTCGCGTCACTGTTGCAC 

>RXA0004 6-downstream 

T AAC AC T TAG T C C AAC G C T G C AC 

>RXA00053-upstream 

AAGGCAACAGAAAATCAATCTACCCCTGCGGGGTGCAACACAAAGGGGCACTTCATTACT 
G T TAG CAT TGGGTTTCT G AC C AG TAG T T C T GAG G AG AAT C 

>RXA00053 
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GTGAAGAAACGCATCAATGTAACCGGCGCCGTCCTAGTCAAGGAAAACCGTATCCTTGCA 
GCACAACGTGGTCCAGAGATGTCACTTCCCGGATATTGGGAGTTTCCGGGAGGAAAGATC 
GAGCAGGGCGAAACTCCAGAAGCTTCACTTGCACGAGAGCTCAAAGAAGAATTGCTTTGC 
G ACG C C AC C G T A G G C G AAC AC C T C AC C AC T AC AG AG C AC GAG T A C G AC T T T G G AA T C G T C 

GTGCTTTCCACCTACTTCTGCACACTAAATGATGCAGAGCCTCAATTGACCGAGCATGCT 
GAGATCCGCTGGGTGGCACCACACGAATTGGAATCTTTGGAGTGGGCACCTGCTGATATT 
CCTGCGGTGAAACTTCTCGTCGAGCAGCTTGCT 

>RXA00053-downstream 
TAATGAGCCCATTCGATTCAAAG 

>RXA00057-upstream - 

TCGCGTCGACGCTTTCGAACAGGTGCTGTTTTAGAAGGGAAATAGACAACAAATATAACC 
CTACAAATATTATATAGACAGCCTCGGAATGAGGCAGTCA 

>RXA00057 

TTGGGATCAATTGGCACCAGTGCTGACAACGCGTTAGCGGAGTCGTTCAACGCCGCACTC 
AGGCGGGAAGTCCTCCAAGATTCTAAGACTTTTGCGAAC 

>RXA0 0057 -downs t ream 
TAGTTGATCTGCCGCCGGGATGT 

>RXA000 69-upstream 

GGGTCAGCGGAAGCAACATCGTTAGTTGGGCTAGGATTGGTTGGGTATGTCCTAAAAGGG 
ACGGTTATTTTTTCATTCGACGTGGAGGAGAGCATCCGAC 

>RXA00069 

GTGGCTCAGCAATCGATCATCGACACCGTGGTTAACCTGTGTAAACGACGTGGACTGGTG 

TACCCCTGTGGTGAGATCTACGGCGGTACCCGCTCTGCGTGGGACTACGGCCCGCTGGGT 

GTGGAGCTGAAGGAAAACATCAAGCGCCAGTGGTGGCGTTCTATGGTTACTTCCCGCCCA 

GATGTTGTGGGTGTTGATACTTCTGTCATCCTTCCTCGCCAGGTGTGGGTAACTTCCGGC 

CACGTTGAGGTCTTCACTGACCCACTGGTTGAGTCTTTGAACACCCACAAGCGTTACCGT 

GCGGACCACCTGCTGGAGCAGTACGAAGAGAAGCATGGTCACCCACCTGTAAACGGCTTG 

GCTGACATCAACGATCCAGAGACCGGCCAGCCAGGTAACTGGACTGAGCCTAAGGCGTTC 

TCTGGTCTTCTG7^AGACTTTCTTGGGACCTGTGGACGACGAAGAGGGTCTGCACTACCTG 

CGCCCTGAAACTGCTCAGGGTATCTTCGTGAACTTCAAGAACGTGATGAACACTTCACGT 

ATGAAGCCACCTTTCGGTATCGCGAACATCGGTAAGTCTTTCCGTAACGAGATCACCCCA 

GGTAACTTCATTTTCCGTACTCGTGAGTTCGAGCAGATGGAGATGGAGTTCTTCGTCAAG 

CCTGGTGAGGACGAAGAGTGGCACCAGCACTGGATTGATACTCGCCTGCAGTGGTACATC 

AACCTGGGCATTAAGCCTGAGAACCTGCGTCTGTACGAGCACCCTCAGGAGAAGCTGTCT 

CACTACTCCAAGCGCACTGTTGATATTGAGTACGCATTCAACTTTGCTAACACCAAGTGG 

GGCGAGTTGGAGGGGATCGCGAACCGTACTGATTACGATCTTCGCGTGCACTCTGAGGGC 

TCTGGTGAGGACCTGTCATTCTTCGATCAGGAGACCAATGAGCGTTGGATTCCTTTCGTA 

ATCGAGCCTGCTGCAGGTCTTGGTCGCGCAATGATGATGTTCCTGATGGATGCTTATCAC 

GAGGACGAAGCACCAAACTCAAAGGGTGGCGTCGATAAGCGTGTTGTTCTGAAGCTTGAC 

CGTCGCCTTGCGCCGGTTAAGGTTGCGGTCTTGCCGCTGTCAAAGAAGGACACTTTGACG 

CCTTTGGCGGAAAAGCTCGCAGCAGAGCTGCGTGAATTCTGGAACGTTGATTACGACACT 

TCAGGTGCGATTGGTCGCCGTTACCGTCGTCAGGACGAGATCGGTACTCCATTCTGCGTC 

ACCGTTGACTTTGATTCTCTCGAGGACAACGCTGTGACCGTGCGTGAGCGCGACACCATG 

GAGCAGGTTCGTGTTCCACTTGATGAGCTGCAGGGTTACTTGGCTCAGCGCCTCATCGGC 
TGC 

>RXA000 69-downstream 
TAAACGGCAACCAATAGAGCGAT 

>RXA00102-upstream 

GGGAATGCGATTTCGACCACCAGTGGCACGGGAAACCCCCTCAGATACGCTTCCCACCAG 
GACTTTTCGTGGAGGCTTCGGACGGCGCTAACCTGATGAC 

>RXA00102 

ATGCCAGAAGGTGATTCCGTATTCCAACTCTCCCGCAAACTTCAATTCATGCGCGGAAGA 
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GAAGTGCTGGAAACCTCCCTGCGTGTGCCATCAGTGGCACTTCACGATTTCACCGGTCAA 
ACCGTCAACCGCGTATGGCCCTACGGAAAACACCTCTTCATGCAATTCGGTGAAGAGATC 
CTCCACACCCACCTCAAAATGGAAGGGACGTGGGCTGTCCACCGCAAAGGCGATCGCTGG 
CGCAAACCTGGACACACCGCGAGGGTAGTGCTTGTGCTGTCGGAAAACATCGAGGTGGTG 
GGGCATTCCCTCGGCTTTGTCAGAGTGTTCCCCGCAAACCGCTACTCCGAAGAGATCGCT 
TACCTCGGCCCCGACGTCCTTGCCGAAGAATTCGACATCAACACCGCACGGAACAATATT 
GCATCGAACCCTTCCCGAACAATTGGCGAAGCCCTCCTCGACCAATCCAACCTCGCTGGA 
GTAGGCAACGAATACCGCGCTGAGATCTGCTTCCTCATGGGCGTCCACCCGGCGACACAA 
GTAGGATACGTTGACGTCGAAAAGGCTCTGAAGATTACCCGAAGACTCATGTGGGAAAAT 
CGAAATTCGCCGATTCGAGTGACCACCGGGGTTCGACGCGCCGGGGAATCCACCTATGTG 
TTTGGGCGTAACAATAAACCGTGCAGGAGATGCCGAACCCCAATCGTGAAAGCCGAGTTG 
GGGGAGCGAATAATCTGGTGGTGTCCGCGCTGCCAACCGCTAAACTCG 

>RXA00102-downstream 
TGAAGCATGAGACTAATACTCAA 

>RXA00107-upstream 

CCCGGCGAACTTCAACCTCGATGACGAATCCGAGTGGTTTACCTCAGGCGAGTATCGTTA 
C AAG T T C C AG C G C T AC AT C AAG G T T T AAG GAG C AAAC AAC 

>RXA00107 

ATGAGCAACGTAACCATTTACGCCACAGATTGGTGCCCTTACTGCCGATCCCTCCTCAAA 
GGTCTCGACGGCCAAGAGTACGACCTCATCGACGTCGACCAAGATGAGGAAGCCGGCGAG 
TGGGTTAAGTCAGTCAACGACGGCAACCGCATCGTCCCAACCGTGCGCTACTCCGATGGC 
ACCCACGCAACTAATCCCCTAGCTGCGGAAGTAATCGCCAAAATCGAAGCATTAGCC 

>RXAOO 107 -downstream 
TAAACGCAAAAAAGAGCCTTTCG 

>RXA0 012 4 -upstream 

TCCATCCTCATCGACGAAGCCCGCACCCCACTGATTATCTCCGGGACCAGTAGACGGCAC 
ATCGCAGTTCTACAACGTCTTCGCACAGATCGTCCCACGC 

>RXA0012 4 

AT G AC C AAG G AC G T T C AC T AC G AAG T C G AC GAAC G T AAAAAG AC CGTCGGTGT G AAAG AA 
G AAG G C G T C G AAT AC G T C G AAG AC C AAC T C GG C A T C G AC AAC C T C T AC GC AC C T G AGC AC 
T C AC AG C T G G T C AG C T AC C T GAAC AAC GC CAT C AAG G C AC AG GAAC T G T T C AC C C G C G AC 
AAGGACTACATCGTCCGCAACGGCGAAGTTATGATCGTCGACGGCTTCACCGGCCGTGTC 
CTTGCCGGCCGCCGATACAACGAAGGCATGCACCAGGCGATCGAAGCCAAAGAGCGCGTA 
GAGATCAAAAACGAGAACCAGACCCTGGCGACCGTTACCCTCCAGAACTACTTCCGCCTC 
T AC AC C AAAC TCGCCGGCAT G AC C G G T AC C G C AG AG AC C G AAG C AG C AG AGC T C AAC C AG 
AT C T AC AAG C T C G AC G T CAT C G C GAT C C C AAC C AAC C G AC C AAAC C AG C G C G AAG AC T T G 
ACCGACTTGGTGTACAAAACCCAAGAGGCTAAGTTCGCAGCAGTCGTCGACGACATCGCA 
GAACGCACCGAAAAGGGCCAACCAGTCCTCGTCGGTACCGTCTCCGTCGAGCGCTCCGAA 
T AC C T C T C C C AG C T G T T G AC C AAAC GAG G C A T C AAG C AC AAC G T C C T C AA T G C G AAG C AC 
CACGAGCAGGAAGCACAGATCGTTGCTCAGGCAGGTCTTCCAGGCGCCGTCACCGTTGCC 
ACCAACATGGCG 

>RXA0012 5-upstream 

CGGGTACTGTGTTTTAGGAACCGTGCGTAGTTTTAGGAACAGTGCGTACAATATAGGTTC 
GTTATCATTTCCGTATCGCTATTTATAAGGACGACTGCTC 

>RXA00125 

GTGTTTGGATTGTCCAAGGTGCTCCGCGTCGGCGAAGGCCGTGCCGTGAAGCGACTTCAC 
AAGATCGCTGACCAGGTTATCGCGCTTGAAGATAAGTTCGCCAACCTAACCGATGAGGAG 
CTCAAGGCAAAAACAGCCGAGTTCAAAGAACGCATCGCTGGCGGTGAAGGACTCGACGAA 
ATCTTCCTCGAAGCGTTCGCAACAGCCCGTGAAGCAGCTTGGCGTGTGCTCGGCCAGAAG 
CACTACCATGTACAAATCATGGGTGGCGCAGCGCTGCACTTTGGCAACGTCGCCGAAATG 
CGCACCGGCGAAGGCAAAACCCTCACCTGCGTGCTTCCAGCATATTTGAACGCACTTGAA 
GG AAAAGGCG TCC ACG TTGTCACCGTC AAT G AT TACCT AGC AAAACGTGACGC AG AAATG 
ATGGGCCGTGTGCACCGCTACTTAGGCCTCGAAGTGGGAGTAATCCTCTCTGACATGCGC 
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CCAGACGAGCGCCGCGAAGCCTACGCTGCCGACATTACCTACGGCACCAACAACGAACTC 
GGCTTCGACTACCTGCGCGACAACATGGCACGCTCCCTAAGCGACCTCGTGCAGCGTGGA 
CACAACTACGCCATTGTCGACGAAGTAGACTCCATCCTCATCGACGAAGCCCGCACCCCA 
CTGATTATCTCCGGGACCAGTAGACGGCACATCGCAGTTCTACAACGTCTTCGCACAGAT 
C G T C C C AC G CAT G AC C AAGG AC G T T C AC T AC G AAG T C G AC G AAC G 

>RXA0012 5-clownstream 
TAAAAAGACCGTCGGTGTGAAAG 

>RXA00138-upstream 

CCTCATCGTGGTGTAATCTAGGTGAGCTAATCGGTCTGCGCGTTTTTCAAGCACTTTGCG 
C AG AC C C C CAT C C AC G T AAT C C AC GAGG G AGAT C AC AT C C 

>RXA00138 

GTGGCAACTACCGCTGATTTCAAGAACGGTCTAGTTCTCAAGAACGAAGGCAAGCTGCAG 
C AG A T CAT C GAG T T C C AG C AC G T C AAG C C A G G C AAG G G C C C AG CAT T C G T G C G AAC C AAA 
CTCAAGGACGTCGTGACCGGCAAGACCATCGACAAGACCTGGAACGCAGGCGTCAAGGTT 
GAAACCGCAACCGTCGACCGCCGCGATGTCACCTATTTGTACAACGACGGCACTTCCTTC 
ATCGTCATGGATGACAAGACTTTCGAGCAGTACGAGCTGTCCCCAGACGCATTCGGCGAC 
GCTGGCCGCTTCCTACTTGAAAACATGCGCGTTCAGGTCTCCTTCCACGAAGGCGAGGCA 
CTCTTCGGCGAACTCCCAGTATCTGTCGACCTCCGCGTCGAGCACACCGATCCAGGCCTG 
CAGGGCGACCGCTCCACCGGCGGCACCAAGCCAGCAACCCTCGAGACCGGCGCTGAAATC 
CAGGTCCCACTGTTCATCGAGACCGGAAACGTACTCAAGGTAGACACCCGCGACGGTTCC 
TACCTCTCCCGCGTTAACAAC 

>RXA0 01 38 -downstream 

T AAG AT TCT TAAAAC C T T T AAG A 

>RXA00172-upstream 

TTAAACAAGTACATAGTTTTGTGTTTTCTACTTCCCTACTGCTGTAATAATGGAAAGTAG 
T T T T C AT C AC AC AAC AC AAAAC TAT TAAAG GTAGTCTTAA 

>RXA00172 

ATGTTTGGTAGTAGTTTTAAGGAACAAACAACTAACCCGAGAAGTCAACGAGTTTCTTAT 
TTGCGTGTCTCTAGCACCGATCAGAATCTGGCTCGACAACGTGAAGCTGTTAACCATTCC 
GGTCATATTGATCGTGAGTTCACAGATGAGCTTTCCGGTGGCGCCAAATCACACAGACCT 
GGCTTGGAAGACTGCATTAATTATCTTCGCGAGGATGATGTTCTTGTCGTCGCATCCATT 
GACCGACTTGCACGCTCGCTGGTTGATTTACGCGTCATCATTGACCGCATCACAGACAAA 
GGCGCATCGGTCATTTTTCTCAAAGAGAATTTGACTTTCGCTGCAGGCCGCGATGATCCT 
CGAGCAAACCTCATGCTCGGTATTTTGGGCAGTTTCGCAGAATTTGAACGCTCAATTATT 
CGCGAGCGCCAAGCAGAAGGTATTGCCCTG 

>RXA001 8 4 -upstream 

AT T T T GG T AG C C AAC C AC C C T GAT AAC C AGC AAG T G T AT GAG GAAGAAGAC AC T GAT T AA 
CCAGGGCTTATGGTTGTGGTCTACCCCCGAATAGGAAACC 

>RXA00184 

ATGTCCACCGTGCATGATGAGATGGGCGTTATGAATACAACAGTGAAGTTTTTACACTCC 
TCGGACCTACAAATAGGCATGACACGGTGGTTCTTATCCGATGAAGCCCAGGCCCGTTTT 
GACGATGACCGGATTAGGGCCATCGAAAAGATGGGCAAGATCGCACGGAAAAATCAGTGC 
GAGTTCATTGTGCTCGCCGGCGACGTCTTCGAGCACAACTCTTTAGAACAACGCACCACT 
GGACGTGCCTTAGAAGCCTTACGATCCTTAAAGCTGCCGGTTTATCTGCTGCCGGGTAAC 
CATGATCCTTTAACAGCGGATTCGTTGTTTTACCGCGCCAAAGATATTGATGGCGTGACA 
ATCTTGTCGGACACCACCGTGCATGGGGTGGCCCCTGGGGTGGAAATTATTGGAGCACCC 
TTGCTGCACAAGATGGCTACTTCAGATCTAGTGGCAGAAGCATTGAAAGATTTGGAACCA 
ACCTCCAACGTCCGTATCGCTGTGGGGCACGGCCAAGCAGAAGCTCGCACCACTGACCAC 
CGGGCTGACTTAATCGATCTGAACACTGTTGAAGCCAAATTGGCTGACGGTACGATTGAC 
TACCTCGCTCTCGGCGATACCCACTCGGCTCAGCCAGTAGGTACCAGTGGAAAAGTCTGG 
TTTTCTGGAGCTCCAGAGACCACAGACTTCCATGACTTAGATCCAGACCGTGTGGGCGGT 
GAGGTGAACTCTGGCAAAGTTCTCATTGTCAGCGCCTCAAAGGGTGACGTTTCAGTCGAA 
GAAGTCGAGGTGGGGAAGTGGACCTTCCACGCTTTATCTAAAGAAATCACCTCGGGTACC 
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GATGTGGAAGATTTCTTGGATACCTTGCAGGCATACCCTGATAAATCTCGAACAGTCATC 
AAATATGGTCTCCGCGGAACCATCACCCTGGAACAAAACAGGCGTTTGGAAGAAGGCATC 
GCTGGGTTAGAAGATGTCTTTGCTTCACTCAAGCCTCGGGAACGCACCACTGACCTCGTG 
CTGGAGCCAGGGGAGGAAGAATTAGCCAATCTCGATGCCACAGGTTACGCCGCTGAAGTA 
TTGCGAGAGCTCGCTGACTCTGTGGTCAATGGTGCAGCGCCGGAAGAAGACCGCGATGCG 
CTCAACCTATTGTTCCGACTAAGCCGGGAGGTC 

>RXA0018 4 -downstream 

T AAG AC AT GCGTATTCAT GAAAT 

>RXA0020 9 

AT G AC C AAC AAG T AC C T G G T T G AAGG C T C T G AAAAC G AGC T G AC C AC AAAG AC C G C AGC A 
GAGCTGGCAGGTCTTATTCATTCCCGCGAGGTAACTTCCCGCGAGGTTACTCAAGCGCAC 
CTAGATCGCATTGCTGCGGTTGACGGCGATATTCATGCATTTCTCCACGTTGGCCAGGAG 
GAGGCCCTGAACGCGGCGGATGACGTCGATAAGCGTCTAGACGCTGGAGAGGCACCTGCC 
TCGGCTTTGGCTGGCGTGCCGCTTGCGCTGAAGGATGTCTTTACCACCACTGATGCGCCG 
ACCACGGCGGCATCGAAGATGCTTGAGGGCTACATGAGCCCTTATGACGCGACTGTGACC 
CGCAAGATCCGTGAGGCTGGCATCCCAATTTTGGGTAAGACCAACATGGATGAGTTTGCG 
ATGGGTTCCTCCACTGAGAACTCCGCATACGGCCCAACCCACAATCCGTGGGATCTGGAG 
CGCACCGCAGGTGGTTCTGGTGGTGGCTCTTCAGCTGCTCTTGCTGCAGGTCAGGCGCCA 
CTTGCGATTGGTACTGACACTGGTGGATCCATCCGTCAGCCAGCTGCGCTGACCAACACT 
GTCGGTGTGAAGCCAACCTACGGAACCGTATCCCGTTACGGTCTGATTGCGTGTGCGTCC 
TCCCTGGATCAGGGTGGCCCAACCGCTCGTACTGTTCTGGATACCGCGCTTTTGCACGAG 
GTTATCGCAGGCCACGACGCTTTTGATGCGACCTCCGTGAATCGTCCGGTTGCTCCTGTT 
GTGCAGGCTGCCCGTGAAGGCGCGAACGGTGACCTGAAAGGCGTGAAGGTCGGTGTGGTC 
AAGCAGTTCGACCGCGACGGCTACCAGCCTGGCGTGCTTGAGGCATTCCACGCTTCTGTT 
GAGCAGATGCGCTCCCAGGGTGCGGAAATCGTCGAGGTTGATTGCCCTCACTTTGATGAC 
GCTCTTGGCGCGTACTACCTGATTCTTCCTTGTGAAGTTTCCTCCAACCTCGCGCGTTTT 
GACGGCATGCGTTACGGTTTGCGCGCTGGTGATGACGGAACTCGTTCCGCCGATGAGGTC 
ATGGCGTACACCCGTGCGCAGGGATTCGGCCCTGAGGTTAAGCGCCGTATCATCCTCGGC 
ACTTACGCGTTGTCTGTTGGTTACTACGACGCGTACTACCTGCAGGCTCAGCGCGTTCGT 
ACCCTCATTGCACAGGACTTCGCCAAGGCTTACGAGCAGGTCGACATCTTGGTGTCCCCA 
ACCACTCCAACCACCGCGTTCAAGCTGGGGGAGAAGGTCACCGATCCGCTGGAGATGTAC 
AACTTCGACTTGTGCACCCTGCCACTGAACCTGGCTGGTCTCGCGGGCATGTCCCTGCCT 
TCCGGCTTGGCATCAGATACTGGTCTGCCTGTTGGTTTGCAGCTGATGGCTCCTGCTTTC 
CAGGACGATCGTCTCTACCGCGTCGGCGCTGCTTTTGAAGCTGGACGCAAG 

>RXA002 0 9-downstream 
TAGGTTCTAAACCCTTTTTAAGA 

>RXA00210-upstream 

TGTCCACCTCGTGCAGTAAGATAAACCAACAGTTGCGCATGCGTGCGCAAGTTAAATTTT 
C T T G T AC C CAT T G T G AC TAG C G AAG AGGAT C AG AAAC C AA 

>RXA00210 

GTGCCTGAGATTTCGCGCGACCAGGTCGCTCACCTTGCCAAACTTTCCAGACTGGCGCTC 
ACTGAGGAAGAACTCGAGCAGTTTGCTGGACAGATCGATGACATTGTCGGATATGTTTCC 
GCAGTTCAAAACGTCGACGCCGCAGGTGTTGAGCCTATGAGCCACCCGCACAGCATCGCC 
ACCACCATGCGTGAAGATGTCGTGCACAAGACCCTCGATGCTGCGGCTGCGTTGGACCAA 
GCGCCCGCTGTCGAGGATGGACGTTTTATGGTTCCGCAGATTCTGGGTGAGGGCGAC 

>RXA00210-downstream 
TAATAAT TAT G AC C AAC AAG T AC 

>RXA00217-upstream 

CCAAATAAAAGAAATTCGGGATTTCGGGAACATGCGGATACGCTACGTTGTTGAGATTAA 
T T AAG T AAAC G T AGG C AG AAAG C T T T G TAG AG G G GAG AT C 

>RXA00217 

ATGCGGGTTCTTGCAGCAATGAGTGGAGGCGTTGATTCCGCCGTCGCGGCGTCACGCGCG 
GTCGCAGCTGGTCATGAAGTGGTTGGCGTGCATTTGGCGTTGTCGCAAGATCCGCAAACG 
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GTGCGTGAGTCTTCGCGCGGTTGCTGCTCTCTGGAAGATTCCGCTGATGCTCGTCGCGTG 
TGTGACAAGTTGGGTATCCCGTTTTATGTCTGGGATTTCTCGGATCGTTTCAAGGAAGAT 
GTGATCGACAACTTCATTGATTCTTACGCGATCGGTGAGACTCCAAACCCTTGCCTGCGT 
TGTAATGAGAAAATCAAGTTTGCCGCCTTGCTTGAGCGTGGCATCGCGCTTGGTTTCGAT 
GCAGTGGTTACCGGCCACTACGCGCGCTTGACCCAGCCTGCTGATGGTGGCGATGGCTAC 
TTGCGTCGCGGAGTTGATCCCAACAAGGATCAGTCTTACGTGCTTGGTGTGCTTGGCGCT 
CATGAGATCGAGCACTGCATGTTCCCAGTCGGCGATACCATCAAGCCTGAAATCCGTGAA 
GAAGCCAGTGCTGCAGGTTTCTCTGTGGCAAAGAAGCCAGACTCCTACGACATTTGCTTC 
ATTCCGGATGGCAACACCCAGGCGTTCTTGGGCAAGCACATCGGTATGCGTCCGGGCATG 
ATCGTGGATCAGGAAGGCACGCATCTCCGTGAGCACGCTGGTGTCCATGAATTCACCATT 
GGTCAGCGCAAGGGCCTTGACATTAAGGCTCCAGCAGCCGATGGTCGTCCACGTTACGTC 
ACCGATATTGATGCCAAGACCGGCACCGTCACCGTTGGTACTCGCGAAAACCTAAAGATC 
AGCACCATCCACGCCGATCGTTTGAAGTTCCTCCATCCAGCGATGGACGGACAGATCGAT 
TGCGAAGTCCAGGTCCGCGCACACGGTGGAGTAGTTTCCTGCTCTGCGACGATTGATCGT 
GACGCTGATTTCATGGTGCTCAACCTCAATGAACCTCTTCAGGGTGTTGCTCGCGGCCAG 
GCAGCAGTGCTGTACCTGCCTGACGCGGATGGTGACATCGTTCTTGGATCAGGCACCATC 
TGCCACACGGAGTCT 

>RXA002 17 -downstream 
TAAGAAAATTGGGCGCTTATGGT 

>RXA00227-upstream 

TGGGTTTGCTTCGGATGGGGCTTTAACAAGCTTCACAGATGTTGGTTTTTCATAGGCAAG 
CTATCCAGAAGTAGGCTTTACAGAAAGTCAGGGTGTGGCA 

>RXA00227 

ATGGTGATGCAGGGCATTGGTGGTAGGAAGCTGGCGGCGACGGTGCTGTTGGTTCGGGAT 
GGGATCATCAATGGGCGTCCTGATGTGGAGGTTTACATTCAGGAGCGTGTGTCTACTATG 
GCTAATTTTCCTCGGGCGACGGTGTTTCCGGGTGGGGGTGTTGATTCTCGGGATTTTGCG 
GATGGTCACGGTAAGGAAGTGTGGAGGGGACCTAGCGCGGAGGAGTGGGGTGTGCGTTTA 
GGCGTGGAGCCTCATGTTGCGTATGCGTTGGTTTTTGCTGCGGTTCGTGAGTTGTTTGAA 
GAGGCCGGTACGTTGCTTGCGGAGCATACGGATGGTTCTGGTTTGGTGAAGAATGCTGGT 
CAGTATCACGGATATCGGGAGTTGTTGGAGACTCATGAGATGTCGCTGACGGATATGTTG 
CAGAGTGAGAATTTGGCGATTCGTAGTGATTTGATTGTGCCTTTTGCCAGGTGGGCGAGC 
CCTGAGGGTAATAGGGAGCAGTTTGATACGTTTTCTTTTGTTGCTGTGGAGCCGGAGGGG 
CAGTGTGCGGATGGTAATACGTCGGAGGCGTCTTCGACGGGGTATTTTCCTGCACGGCTG 
ATTTTGGATGGTTGGCGCGCCGGGTTGTTGAGGTTGGTTATTCCGACGTGGGCGTCGTTG 
TTTGAGTTGTCGCAGTTTAAGACTGTGGAGGAATTGCTGGAGTACAGCGCGCAGGTTGAT 
ATGTCTCCTGTGTTGGATGATGCGGTGGATAATCCGAGGTATGCGGAGTTTTATCAGGCG 
ATGCGCACGGAACGGTTT 

>RXAO 022 7 -downstream 
TGATCATTTAAGGTTCATTCATG 

>RXA0 02 63-upstream 

AACCTGGGCTAGCGGTGTAGACCCGAAAATAAACGAGCCTTTTGTCAGGGTTAAGGTTTA 
G G T A T C T AA G C T AAC C AAAC AC C AAC AAAAG G C T C T AC C C 

>RXA002 63 

ATGAAGTCTACCGGCAACATCATCGCTGACACCATCTGCCGCACTGCGGAACTAGGACTC 
AC CAT C AC CGGCGCTTCC GAT G C AG G T GAT T AC AC C C T GAT C GAAG C AGAC GCAC T C G AC 
TACACCTCCACCTGCCCAGAATGCTCCCAACCTGGGGTGTTTCGTCATCACACCCACCGG 
ATGCTCATTGATTTACCCATCGTCGGGTTTCCCACCAAACTGTTTATCCGTCTACCTCGC 
T AC C G C T G C AC C AAC C C C AC AT G T AAG C AAAAG T A T T T C C AAG C AG AAC T AAG C T G C G C T 
GACCACGGTAAAAAGGTCACCCACCGGGTCACCCGCTGGATTTTACAACGCCTTGCTATT 
GACCGGATGAGTGTTCACGCAACCGCGAAAGCACTTGGGCTAGGGTGGGATTTAACCTGC 
CAACTAGCCCTCGATATGTGCCGTGAGCTGGTCTATAACGATCCTCACCATCTTGATGGA 
GTGTATGTCATTGGGGTGGATGAGCATAAGTGGTCACATAATAGGGCTAAGCATGGTGAT 
GGGTTTGTCACCGTGATTGTCGATATGACCGGGCATCGGTATGACTCACGGTGTCCTGCC 
CGGTTATTAGATGTCGTCCCAGGTCGTAGTGCTGATGCTTTACGGTCCTGGCTTGGCTCC 
CGCGGTGAACAGTTCCGCAATCAGATACGGATCGTGTCCATGGATGGATTCCAAGGCTAC 
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GCCACAGCAAGTAAAGAACTCATTCCTTCTGCTCGTCGCGTGATGGATCCATTCCATGTT 
GTGCGGCTTGCTGGTGACAAGCTCACCGCCTGCCGGCAACGCCTCCAGCGGGAGAAATAC 
CAGCGTCGTGGTTTAAGCCAGGATCCGTTGTATAAAAACCGGAAGACCTTGTTGACCACG 
C AC AAG T GG T T GAG T C C T C G T C AG C AAG AAAG C T T G GAG C AG T T G T G G GCG T AT G AC AAA 
GACTACGGGGCGTTAAAGCTTGCGTGGCTTGCGTATCAGGCGATTATTGATTGTTATCAG 
ATGGGTAATAAGCGTGAAGCGAAGAAGAAAATGCGGACCATTATTGATCAGCTTCGGGTG 
TTGAAGGGGCCGAATAAGGAACTCGCGCAGTTGGGTCGTAGTTTGTTTAAACGACTTGGT 
GATGTGTTGGCGTATTTCGATGTTGGTGTCTCCAACGGTCCGGTCGAAGCGATCAACGGA 
CGGTTGGAGCATTTGCGTGGGATTGCTCTAGGTTTCCGTAATTTGAACCACTACATTCTG 
CGGTGCCTTATCCATTCAGGGCAGTTGGTCCATAAGATCAATGCACTC 

>RXA002 63-downstream 

T AAAACAGGAAGAGC C CGT AAAC 

>RXA002 65-upstream 

TGGGCTCACCAGGCTTCCAGCACCCGAGCTTCCCAACGCTGCTATCAAGGCACGTAAAAA 
C C C AG C AC C AAC T G C AC G AC C AG AAAC GAG AAT T GAT T AA 

>RXA0 02 65 

ATGCGCTCCGCTCACGGCCCATACATTGATAAGTTCTTCCCCGAGCCATACAAGAACATG 
CTCGAGCTCACCAAGACTCTGCGAAAGATCTACCCGGACGTTGATCTGCCTACCTCATTG 
ATTGAGCTGGTCAATGTCCGCGTTTCTCAAATCAACGGATGTGGCACCTGCTTAAGTTTA 
CATGTTCCCGCTGCTCGCCGTGCCGGCGTTCCAGAGAAGAAACTCGATGCTCTGGCAGCG 
T G G C AAAT G G T G G A T G AAT T C AC C G T G GAG G AAAAG G C AG C AC T AC AG C TAG C AG AA T C C 
TTAACCTTGCTGGAATCCCGCGAAGGTCACCTGGCTGCACGCACAGCCTGCAGTGTGTTT 
GCCGAAGAGCAGGTAGCTGCCCTGGAATGGGCTATCATTGCGATCAATGCTTTCAACCGC 
ATTTCTATTGCCAGTGGGCACCCACTGCTC 

>RXA002 65-downstream 
TAGTAATCAGGCAGCAAAAAACT 

>RXA00280-upstream 

TCCCCATTTCCATCCCGGATCATTGTTTCAGAATAGCGTGACTCATGACATGTTGAAAGT 
ATTGGCTACCTTGATGAATACCCCCAGCGTTTAGCCTAAT 

>RXA0028 0 

GTGGACACCATGAAAGGCGACGGCGATGGATGGGCAGCAGCACCCAATGGCGGGGCAGTA 
T G GG G C AAAAAC G GAG C AG C AGG AT TGTTGTTGGTAG C AG AT AAAC AAAT G C T CAT G C AG 
CACCGAGCCGCATGGACCAACAACGGCGACACCTGGGCACTCCCTGGAGGCGCACGAGAC 
TCACATGAAACCGCAGCGGAATCAGCCCTGCGTGAAGCATTTGAAGAAACTGGAATCCTG 
CCCGACGACGTGGAAGTTTTAGATTCAATAGTCACCGCAGGCCCTTTTCCCGCCGATCCA 
GAACGCCCAGAACTTGCCGGCAACTGGACCTACACCACGGTCATCGCACGAACTAAAACC 
GGCGAAACCCTAGATACCACCGCTAATGAAGAATCCCTCGAACTACGGTGGGTAGATATC 
GCAGCGGTTGACTCTTTGGCTTTGATGCCAGCATTCGCCAAAGCGTGGCCCTCTTTAAGA 
AAG C T AC T G AAC AC AAC AGAG 

>RXA0028 0-downstream 
TAGGTTTATGCGACACTGGTGCG 

>RXA0 0304 -upstream 

CCCCAATGTGGGGGTGTTAAGAACTCCATAAAAGCGCTTGGGAACTTTTTGTGGAAGCAG 
TCCGTTGAACCTCTTGAACCGCGAATTTAGGAGGCCAGTT 

>RXA00304 

AT G AC AG C AC C G T C C AC G C AG GAT C T C G C AAC G AC T G AAC G T GAG G TAG AT C C C GG C AG C 
AGAAGGGGCCAAACCAACGACAATCCCTCGCAGGACCTTGTTCGCGTTTACCTCAACGGC 
ATCGGCAAAACTGCCTTGCTTACCGCGGAGGATGAAGTTGAGCTCGCACAGACCATTGAG 
GTTGGCCTTTATGCAGAGCACCTTCTGAAAAACTCTGAAGAGCCACTCACCCGCGCCATG 
AAGCGCGATCTAAAGGTTCTTGCCAAGGACGGCAAGAAGGCTCGTTCCCACCTCCTCGAG 
GCAAACCTGCGCCTGGTGGTGTCCCTTGCTAAGCGCTACACCGGCCGCGGCATGCCACTG 
CTGGATCTTATCCAGGAGGGCAACCTCGGACTGATCCGCGCGATGGAAAAGTTTGATTAC 
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TCCAAGGGCTTTAAGTTCTCCACCTACGCAACCTGGTGGATCCGCCAGGCAATCACCCGC 
GGCATGGCAGATCAGTCCCGCACCATCCGCCTCCCAGTCCACCTTGTGGAGCAGGTGAAC 
AAGCTTTCCCGCATCAAGCGCGAGTTGTACCAGCACTTGGGCCGTGAAGCCACCAATGAG 
GAACTCGCAGAAGAGTCCGGCATTGAAGAGTCCAAGATTGAAATGCTGCTTCGTCAGTCT 
CGCGATCCAGTGAGCTTGGACATGCCAGTCGGC 

>RXA00314-upstream 

AG C G G GAG C C AAC C T G C T C AAC G T C GC AAAG AAAG AAG C G G T G C C AGC AAC AC CAT AAG T 
T G AAAC C T T GAG T G T T C G C AC AC AG G T TAG AC T AGG G G AC 

>RXA00314 

GTGACTCTACGCATCTTTGACACCGGTACCCGTACGCTTCGAGATTTTAAACCTGTTCAA 
CCAGGTCATGCCTCGGTGTACCTGTGTGGTGCCACCCCGCAATCTTCACCCCACATTGGA 
CATGTTCGTTCAGCAGTAGCGTTTGATATTTTGCGCCGCTGGCTCATGGCTAAGGGACTT 
GATGTGGCATTTGTTCGCAATGTCACTGATATCGATGACAAGATTCTCACCAAGGCATCT 
GAAAATGGTCGCCCTTGGTGGGAATGGGTGTCCACCTATGAACGTGAATTCACCTGGACG 
TACAACACGTTGGGTGTGCTTCCTCCATCAACGGAGCCTCGTGCAACAGGCCACGTCACT 
CAGATGATTAAGTACATGCAGCGCTTGATTGATAACGGCTTTGCTTACGCCGTTGATGGC 
TCTGTGTACTTTGATGTCGCAGCGTGGTCCAAGGCTGAAGGATCTGACTATGGTTCTTTG 
TCCGGAAACCGTGTTGAAGATATGGAGCAGGGCGAGCCCGATAACTTTGGTAAGCGGGGG 
CCACAGGACTTTGCTCTGTGGAAGGCTGCCAAACCGGGTGAGCCGTCATGGCCAACCCCT 
TGGGGAGACGGCCGGCCGGGTTGGCATTTGGAATGCTCTGCCATGGCCACCTACTATTTG 
GGTGAGCAATTTGATATTCACTGTGGTGGTTTGGATCTGCAATTTCCACACCATGAAAAT 
GAAATTGCCCAGGCACATGCGGCTGGCGATAAATTTGCCAACTACTGGATGCACAATCAC 
TGGGTAACAATGGCCGGCGAGAAAATGTCCAAGTCTTTGGGCAATGTTTTGGCTGTGCCG 
GAAATGCTAAAGCAGGTTCGTCCTGTCGAGCTTCGTTATTACCTTGGGTCTGCCCATTAC 
CGTTCCGTCCTTGAGTATTCCGAGAGCGCTTTGAGTGAAGCTGCGGTGGGTTACCGTCGC 
ATTGAGTCTTTCCTTGAGCGTGTGGGGGATGTTGAGGTAGGCGAGTGGACGCCAGGTTTT 
GAAGTTGCGATGGATGAGGATATTGCAGTTCCTAAGGCTTTGGCTGAAATCCATAACGCT 
GTCCGCGAGGGCAATGCTGCCTTGGATAAGGGTGATCGTGAGGCAGCGGAGAAGCTTGCT 
TCCTCGGTTCGTGCGATGACTGGCGTTTTGGGCTTCGACCCCGTTGAATGGGGTTCAGAT 
GCAGGCGCTGATGGCAAGGCAGATAAGGCGCTTGATGTGCTGATTTCTTCGGAGCTTGAG 
CGTCGTGCAACTGCTCGTGCTGAGAAGAATTGGGCGGTTGCTGATGAGGTTCGAGATCGT 
CTTGCCGATGCTGGTATTGAGGTTGTGGATACCGCAGATGGCGCTACATGGAAATTGCAG 

>RXA0031 4 -downstream 
TAAT T AC AG AC AC T T T T AAGG AG 

>RXA0 0331-upstream 

C AG C G C C G AC C AG C AAG C G AAG T AC T G AC C C AG A T T T AC G AAG AAG TGCTCCCC C AC C T C 
TAAAATGCCTGTTCCGGCACTTCCCTTCGGGGAAACAGCT 

>RXA00331 

ATGGTTGGCCACATGTCGAATGATCACCCATACTCCCCCGCAAAACGCGTCGGAAATTTC 
ATCTTCGTCTCCGGCGCTCTTTCAGTAGACAAGGACTACCAACCAGTCGTCGGTCGTAAA 
GAAGCAGTTGATGCAGCACTTGAACGCATGCGTGAACGCCTCGCCACCGCTGGTGGTGAA 
CTCAAAGACGTTGTGAAACTCACTTACTTTGTCACCGACATCAGCCTGCGCGAAGAATGC 
AACGAGCAATTCCGAGAGCATTTCCTCGAAGGCCGCCCGGCACGCTCTTTCGTGGGTGCA 
TCATCGCTTCCTTATGGTGCAACTGTGGAAATTGATGCGATTGCGATGATCGAGGAC 

>RXA00331-downstream 
TAACCAGAGCATTTTTCGCACGA 

>RXA00333-upstream 

GTACGCTTTGTTGAAGGCCATACTCTAACCCTAGATGGTGGTGTCGCAGGGCTGGCGTAA 
CCTGGGAGTCAAAGATTACCAATTGGAGAGGTTTTGCTGC 

>RXA00333 

ATGGCGGTTCCAGAGTTCATTGTTAGTTTGCGGGAGAAGGTCGGTCAGGATCCGTTGTGG 
TTGCCGGCTGTAACTGCGGTTGTTATTCGTGATGTTCCTCCGGGGTCTCCTTTCCATGTG 
GTTCCGGATGTGTTGTTGGTCAAGCGCGCTGATACTGGTGAGTGGACTCCACCGACCGGT 
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ATTTGTGATCCGGATGAGCAGCCTCATGTGACTGCGGTGCGTGAAGTCAAGGAGGAAACC 
GGCCTTGATGTCAGCGTTGAGGCGTTGCTTGGCGTGGGCGCGGTGGGGCCTGTGACCTAT 
CAAAATGGTGATGTGGCGAGCTACATGGATACGACCATGCGTTGCGTTGTTTCTGGTGAT 
TCCGATGAGCCTCACGTCGGCGATGACGAGAACGTGGATGTTGCATGGTTCCCGATTTCT 
AAGATGCCTGTCACTAATCAGCGTTTCCGCATGGTCATCGCTGATGCGGTGGCACAGTTG 
AAG CAT C C G C AAG G T T AT AAG C C C C G CAT G G GAT AT G AG AAAAG G AAT G C AC G A 

>RXA00333-downstream 
TGAGTATTGAATTTCCGTTAGGT 

>RXA004 5 4 

GGTGATATTGCCACCCCTGCTTTCATTCCTGTGGCTACCAAAGCCACGGTGAAAACCCTT 
ACCCCTGAGCAGATTCGGGAGACCGGCGCACAGGCTATTTTGTCCAACGCCTACCACCTG 
TATCTGCAGCCTGGCCCCGACATCGTGGACGAGGCTGGCGGTGTGTCTGCCTTTGAGAAC 
TGGCACGGCCCCACCTACACCGACTCCGGCGGATTCCAGGTCATGAGCCTGGGCTCCGGC 
TTTAAAAAGGTGCTGGCCATGGACACCACCAACTTGACGCGCAACGATATCAAGGCGGCT 
AAAAAAGAGCGCATGGCGCTTGTCGACGAAGACGGCGTGGATTTCAAATCTGTTATCGAT 
GGCTCAAAGCACCGATTCACCCCAGAAGTCTCCATGCAGATTCAGCACCAATTGGGCGCA 
GACATCATCTTTGCTTTTGATGAACTGACCACCTTGGTTGATACCTATGACTACCAGGTG 
GAATCTGTGGAACGTACCCGCAGGTGGGCACAGCGCTGCCTCCTGGAGCATGAACGTTTG 
ACTCAGGAACGTGTGGATAAACCACTGCAATCCCTATGGGGAGTGGTGCAGGGGGCGCAG 
TTCGAGGATTTGCGTCGACAAGCAGTAAAAGGCCTGTTGGACCTGGATCGCCAGGCCGCC 
GACGAAGGCCGTCGCGGCTTCGGCGGTTTCGGCATCGGTGGCGCCCTAGAGAAGGAAAAC 
CTGGGCACCATCGTGGGCTGGGTGTGCGATGAGCTGCCCGAGGACAAGCCACGTCACCTG 
CTGGGCATTTCCGAGCCGGACGATCTGTTCGTGGCTGTCGAAGCCGGTGCGGACACCTTT 
TACTGCGTGGCGCCGACTCGTTTG 

>RXA004 5 8-upstream 

CACCCCTGAAAACCTCCTCAACTATCCCGGAGTGATCATCTCCACCGTTCAGGAGAACCC 
AT C C G AAAC AT G G C G G C AAG T G AAC A T C T AAT C T AG AAAC 

>RXA004 58 

A T G G C AG G AC GAT AC G C AC CAT C AC C AAGC G G C G AC C T T C AC T T T G G C AAC C T C C GC AC A 
GCACTGCTGGCCTGGCTGTTCGCGCGCTCCGAAGGAAAAAAATTCCTCATGCGGGTCGAA 
G A C A T C GAT G AAC AAC G C T CAT T C AAG G AAT C C G C C G AAAG C C AAC T C G C AG AC C TAT C C 
GCCCTGGGTCTCGATTGGGATGGCGACGTCCTCTACCAATCCACACGC 

>RXA004 95-upstream 

AAATCCAACTGGGTGAATTACCCCTGCATAAATGCATGAGGGCTTTATACTTGTCTTATT 
ATTAAACTTTTAGGGTTTTGATGCAGGAAGGTGCGAGAAC 

>RXA004 95 

TTGGCTGATACTGAGCGCGAGCTCGCTGACCTGGTACCGCAGGCAACGGCGGGCGATCGT 
CGGGCATTGCAAAGAATAATGGAGATTATTCACCCCATTGTTTTGCGTTATGCTCGCGCT 
CGTATTGGAGGTGGACGCCAGCCAACGGCAGAAGACGTTGCTCAAGAAATCTGCCTGGCG 
GTAGCCACCTCCATTAGGAACTTTGTCGACCAGGGTAGGCCGTTCATGGCGTTTGTCTAC 
GGCATTGCATCTAACAAGGTCGCAGATGCTCACAGGGCGATGTCGAGGGATAAATCGACT 
CCTATTGAGGAAGTCCCAGAAACTTCACCAGATACTTTTACCCCCGAAGACTTTGCGCTG 
GTCAGCGATGGAAGTAACAGAGTTAGGGAACTTCTCGATCTACTGAGTGAAAAGGCACGC 
GACATTCTTATCTTGAGAGTTATCGTTGGTCTTTCCGCAGAAGAAACTGCAGAGATGGTG 
GGCAGCACCCCAGGTGCTGTACGAGTTGCCCAACACAGGGCACTCACGACACTTCGAAGC 
AC AC T T GAG C AG C AG GAG AAC AAG 

>RXA004 95-downstream 

T AA T G AC T C G AC G T C T AC AT G G T 

>RXA00532 

GCAATTGTGAAGTCAAAAGAGCGTAACGACGCCCACGTCACCGAGCTGGCCCTAGCCGCC 
GGCCGTGGCGACCGCGCAGCTCTCACCGATTTCATCCGGGAAACCCAAGACGATGTCTGG 
CGTCTCCTCGCCCACCTTGGCGGCCACGAAATCGCCGACGATCTAACCCAAGAAACTTAT 
CTGCGGGTCATGAGCGCCCTCCCCCGCTTCGCAGCGCGCTCCTCGGCGCGCACCTGGCTA 
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CTATCGCTAGCCCGGCGCGTCTGGGTCGACAACATCCGACACGACATGGCACGCCCCCGC 
AAATCCATCGTCGAATACGAAGACACCGGTGCCACCGACGCGAGCAACGCAGGCATCTGG 
TCCGAGTGGATCGACGTGCGCACGCTTATCGACGCCCTCCCACCCGAACGCCGCGAAGCC 
CTCATCCTCACCCAAGTGTTGGGCTACACCTACGAAGAAGCCGCAAAAATCGCCGACGTC 
CGAGTCGGAACAATCCGTTCCCGCGTAGCCCGCGCCAGAGCGGACCTCATTGCTGCAACA 
GCTACCGGTGATTCCTCAGCCGAAGATGGCAAATCCGCCCAAGGT 

>RXA0 0 5 32 -downs tr earn 
TAGCAGATGAGCTACGTCAACGG 

>RXA00539-upstream 

CGACCTGGCAGTTCACCTTTGGTCTCACCAAAGTTCACCTATTAGCTGACCTTTATTTAG 
ATGATGCACTAAATCCTCCCCCTCAACTAGGGTTGCGATT 

>RXA0053 9 

ATGACTTCTATTCATGACATCAGCGTAACTCTCAACGACGGCACAGAAACCACCATGGCG 
GATTGGGCGGGCCACCTTTTGCTCATCGTGAACGTGGCATCCAAGTGCGGACTCACGCCA 
CAGTATGAAGGGCTTCAAAAACTGTATGAGGAATACCAAGATCGAGGCTTCTTTGTCATT 
GGCGTGCCCTGCAATCAATTCAACGGCCAGGAACCTGGAACCGACGCTGAGGTGTGTGCT 
TTCGCGCAAAATCAGTACGACGTCACCTTCCCGCTCTTGAGCAAAACCGAGGTGAATGGG 
GAGGGTGCCCACCCCCTGTACAAGGTGCTCAAAGAGGCAACTGATGGTAGCGAAATCGAG 
TGGAATTTTGAGAAATTCCTGGTAGATGCAGAAGGTAATACGATTAAGCGCTTTGCTCCT 
CGGACGGAACCATCTGCAGCTGAGGTAGTGGAAGCAATCGAGGAGAATCTCCCTATC 

>RXA0 053 9-downst ream 
TAAGGGCTGGCTAGGTTTGACCA 

RXA005 68-upstream 

GTTTCGGACGACGCGAGAAATCGCATTAATCGTCGGAAACCGGGCTTGTTTTTGTAATAT 
CTGAAACTTTCCCTTTCCCGATCATCCAGGAGATTTACTC 

>RXA00568 

GTGAAGAGTTCTGTCGAGAAGCTGAGCGACACCCGTTCAAAGATCACCGTTGAGGTTCCA 
TTTTCTGAACTGAAGCCAGAGATCGACCAGGCATACGCCGCTCTAGCGCAGCAAGTCCAG 
ATCCCTGGTTTCCGTAAGGGCAAGGCACCGCGTCAGCTTATCGACGCACGCTTCGGCCGT 
GGTGCGGTTCTGGAGCAGGTTGTCAACGACATGCTTCCTAACCGCTACGCACAGGCAATC 
G AAG C T GAG G G CAT C AAGG C AAT C G G C C AG C C T AAC G T AGAG G T C AC C AAG AT C GAAGAC 
AACGAGCTCGTTGAGTTCGTCGCTGAGGTTGACGTTCGCCCAGAGTTCGAGCTTCCTAAG 
T T C G AGGAC AT C AC T G T T GAG G T C C C AG C T AT C AAG G C T G AC GAAGAG GC AAT C G AAG C A 
G AGC T C GAG AC CCTGCGTG C AC G T T T C T C C AC C T T G AAG GAT C AC AAC C AC AAG C T G AAG 
AAG G G T GAG T T C G T C AC CAT C AAC AT C AC C G C AAG CAT T G AC G G T GAG AAG AT T GAAGAG 
GCAACCACTGAGGGTCTGTCCTACGAAATCGGATCTGACGATCTGATTGACGGCCTGGAC 
AAGGCTCTGATCGGCGCTAAGAAGGATGAAACCGTAGAGTTCACCTCTGAGCTGGCAAAC 
G GC G AG C AC AAG G G C AAG G AAG C T C AAAT C AG C G T T GAG AT C AC C GC AAC C AAG C AG C G C 
GAGCTGCCTGAGCTGGATGATGAGTTCGCACAGCTGGCTTCTGAGTTCGACACCATCGAA 
G AGC T T C G T GAG T C C AC C G T G T C T G AC G T T GAG G C T AAGC AG AAG AAC GAG C AGGC T G C T 
GCAATCCGCGACGAAGTTCTCGCTGCGGCTCTTGGCGAGGCTGACTTCGCTCTGCCACAG 
TCCATCGTTGACGAGCAGGCACACTCCCAGCTGCACCAGCTCCTCGGCGAGCTTGCACAC 
GACGATGCTGCACTGAACTCCCTCCTTGAGGCTCAGGGCACCACTCGTGAAGAGTTCGAC 
AAGAAGAACGTCGAAGATGCTGAGAAGGCTGTTCGCACCCAGCTGTTCCTGGACACCCTC 
TCTGAGGTTGAGGAGCCTGAGGTTTCCCAGCAGGAGCTCACCGACCACATCCTGTTCACC 
GCACAGTCTTACGGCATGGACCCAAACCAGTTCATCGGTCAGCTGCAGCAGTCCGGCCAG 
ATCGCGAACCTCTTCTCCGACGTTCGCCGTGGCAAGGCTCTTGCACAGGCTATCTGCCGC 
G T AAAC G T G AAG G AC T C C GAG G G T AAC G AGAT C G AC C C T AAGG AAT AC T T C G G T G AAG AA 
G AAG TAG C T GAG AC T GAG T C T G AAG C T 

>RXA005 68 -downstream 
TAAAAAC T T TAAAG AAAT AAC GC 

RXAO 058 8 -ups t r earn 

TCATACATCTTGGCCCCGGAAAACCGGGGCCAATCTTATGGCTCAAGTCGCTAGTTAGCC 
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GAT GAT C C AC C T C T AC T G T T C C C C AG GAG G G T AAG T AAT T 
>RXA0058 8 

ATGGCAAGTGTAGATAAGCAATACATCACCCCAGAAACCAAGGCCAAGCTGGAGGAAGAG 
CTCAACGCCCTCATCGCACACCGCCCTGCAGTTGCTGCGGAAATCAATGAGCGCCGTGAA 
GAAGGCGACCTCAAGGAAAACGCTGGCTATGACGCCGCTCGTGAAATGCAGGACCAGGAA 
G AGG C C C G CAT C AAG C AG AT C TAT GAG CTGCTGGC C AAC T C C AC C AC T GAG C G C G AAG G C 
ATCATCGAAGGTGTCGCAAACGTTGGCTCCGTTGTTCACGTCTACTACGACGGCGACGAG 
AACGACAAGGAAACCTTCCTCATCGGTACCCGTGCTGGCGCTTCCGAGAACCCAGATCTT 
GAGACCTACTCTGAGCAGTCCCCACTCGGCGCTGCAATTCTCGGAGCTCAGGAAGGCGAC 
ACCCGTCAGTACACCGCTCCAAATGGTTCCGTTATCTCCGTAACTGTTGTTTCTGCAGAA 
C CAT AC AAC T C AG C AAAAG C C G C G AC AC T C C G C G G C AAAAAC 

>RXA0 05 8 8 -downstream 

T AACCAAGGAT T T AAAAGT C T T C 

>RXA00 67 7-upstream 

CCTATATCGATGGTGTGCGTACATCTTGAGTGACGCAACCATTTTGAAGTGGAAAAACTT 
AAGGCCTCCCGCAGGGGAGTGTTCTGGAAAAGCGGAGGAT 

>RXA0067 7 

ATGGCTAAGGAAGGCGCTATTGAAGTTGAGGGTCGCATTGTCGAACCTCTGCCGAATGCA 
ATGTTCCGAGTCGAGCTCGACAACGGACACAAGGTACTCGCCCACATCAGTGGAAAGATG 
CGCCAGCACTACATCCGTATCCTTCCTGAGGACCGCGTCGTTGTAGAGCTGTCGCCCTAT 
GATCTGACTCGTGGACGAATCGTTTACCGCTACAAG 

>RXA00 67 7 -downstream 
TAAAAATAAGCTTTAAGCCTCCA 

>RXA0068 7 -upstream 

TTGTAATCGGACCAGGATCTAAAGAACACATCTCCCGGTACCTTTTAGTCACTATTGTGA 
AAATATGTGGGTTTAAGTGCTGAGGAGGCCAGGAGGATAA 

>RXA0068 7 

GTGTCCGCCATTATTCAGGCATTCAAGGACGCCGATCTGCGTAAGAAGATTTTCTTCACT 
ATCGCAATGATCGTTCTATACCGCATCGGTGCGCAGATCCCTTCCCCGGGAGTTGACTAC 
GCAACGATTAGTGGTCGTCTGCGTGACTTGACTCAGGATCAGTCAAGCGTTTATTCGCTG 
ATTAACCTGTTTTCCGGTGGAGCGCTGTTGCAGCTGTCCATTTTTGCTATTGGTATCATG 
CCGTACATCACGGCGTCTATTATCGTGCAGCTGCTGACTGTGGTTATTCCACACTTTGAG 
GAG T T G AAGAAG G AAG G C C AG T C T GG C C AG G C C AAG AT GAT G C AG T AC AC C AG G T AC T T A 
ACGGTTGCTTTGGCGTTGCTGCAGTCTTCAGGCATTGTCGCGTTGGCGGACCGTGAGCAG 
CTGCTTGGCGCAGGTATTCGTGTGCTGTCGGCTGATCGCAACTTCTTCGATCTCATTGTT 
TTGGTCATCACCATGACTGCAGGTGCGGTGCTTGTGATGTGGATGGGTGAGCTCATCACG 
GAAAAGGGCGTGGGCAATGGTATGTCGTTGCTGATTTTCGCTGGTATCGCAACTCGCCTC 
CCAACTGATGGCATGAACATTCTGGGTAACTCCGGCGGCGTGGTTTTCGCTGTTGTTCTG 
GCTTCCGTTCTGATCCTGGTCATTGGTGTTGTATTCGTTGAGCAGGGCCAGCGTCGTATT 
CCAGTGCAGTACGCAAAGCGCATGGTGGGACGTCGCCAGTACGGTGGTTCTTCCACTTAC 
CTGCCATTGAAGGTCAACCAAGCTGGTGTTATCCCAGTGATCTTCGCGTCTTCGCTGATT 
TACATGCCAGTGCTGATTACTCAGATCGTGAACTCTGGTTCGCTGGAAGTGTCTGATAAC 
TGGTGGCAGCGCAACATCATTGCGCACCTGCAGACGCCTTCTTCCTGGCAGTACATTGTT 
TTGTACTTTGCACTGACCATCTTCTTCTCTTACTTCTATGTTTCCGTTCAGTATGATCCA 
GCTGAGCAGGCTGAAAACATGAAGAAGTACGGTGGATTTATCCCTGGTATTCGTCCGGGC 
CGCCCGACTGCTGAGTACTTGGGATTCGTCATGAACCGCCTGCTGTTTGTTGGTTCCCTG 
TACCTGGCTGTCATTGCTGTGCTGCCAAACATTATGCTGGATCTAGGTGTTGACGCCGGT 
TCGGCCGGAGCAACTCCATTCGGCGGAACCGCAATCTTGATTCTTGTATCTGTTGCACTG 
AC C AC AG T G AAG C AG AT T GAG AG C C AG C T C C T GC AAAG C AAC T AC G AAG G AC T T C T AAAA 

>RXA0068 7-downstream 
TAATGCGACTCGTACTCCTCGGA 

>RXA007 3 6 
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GCTGGCCTGGTGTTTCCGAAGGTGCGTAAACACCGCGATGGCGCTGCAATGCCGTTGGTG 
GTTATTACAGAAACCGATCTGACTGGTAACCGTGTTGGCGATATTGCAGGGGCGAAACGT 
CGACCTGCAAAACGCCGCAACAAGGTGGATCCTTTGGCGCTGGAGCCAGGGGATTTGGTG 
GTTCATGAAACCCACGGCATTGGTCGTTTTGTGAAGATGACTGAACGAACCATTTCTGCG 
GGTGATGAGACCTCGCGCCGTGAATACATTGTGCTGGAGTACGCGCCATCTAAGCGCGGA 
CAGCCCGGCGATCAGCTGTATGTGCCGATGGATGCGCTGGATATGCTCAGCCGCTACGTC 
GGTGGCGAGAAGCCGACGCTGTCCAAAATGGGTGGTTCTGACTGGAAGAACGCCAAGAAG 
AAGGCTCGCGCTGCCGTGCGTGAAATCGCCGGTGAGCTGGTAGAACTCTACGCTAAGCGC 
CAATCCGCGCCGGGTCACCCGTTTGCGCCGGATACGCCGTGGCAAAAAGAGATGGAAGAT 
AACTTCCCCTACGTTGAGACCGAAGACCAGATGTTGGCGATCGATGCGGTCAAGGAGGAC 
ATGGAGAAAAGTGTCCCCATGGACCGCGTCATCATCGGCGATGTGGGTTATGGCAAGACG 
GAAGTGGCGGTGCGCGCGGCGTTCAAGGCTGTGCAAGACGGCAAGCAGGTAGCCGTTCTG 
GTGCCCACCACGTTGCTTGCGCAGCAGCACCAGTCCACGTTTGAAGAGCGTATGACTGGT 
TTCCCTGTCACCATCAAGGGATTGTCACGCTTTACTTCGCCTGCGGAATCGCGGGAGATT 
CTCTCCGGTTTGGCTGCAGGATCGGTGGATATCGTCATCGGTACTCACCGTTTGCTGCAG 
ACTGGCGTGCAGTGGAAAAACCTAGGGCTTGTCATTGTGGATGAGGAGCAGCGTTTCGGC 
GTGGAACATAAGGAGCACATCAAGGCTCTGCGTACTCACGTGGATGTGCTGACCATGTCC 
GCGACCCCGATTCCGCGCACCCTGGAAATGTCCATGGCCGGTATCCGTGAGATGACCACC 
ATGCTCACCCCGCCGGAAGATCGCCACCCAATTCTTACCTATGTGGGACCGTATGAAGAC 
AAGCAGGTCGCGGCATCAATTCGCCGTGAGCTGCTGCGCGATGGCCAGGTCTTTTTCATC 
C AC AAC AAG G T G G C AG AT AT T G AG AAGAAG G C C C G C G AGAT C C G C GAT C TAG T T C C C GAA 
GCCCGAGTGGTCGTTGCCCACGGCCAGATGAGTGAAGAGCTGCTGGAACAAACCGTTCAA 
GGTTTCTGGGACCGCGAATACGATGTGCTGGTGTGTACCACCATCGTGGAAACTGGTCTG 
GATATTTCCAACGCCAACACGCTTATCGTGGAAAATGCCCACCACATGGGCTTGTCTCAG 
CTGCACCAGCTGCGTGGCCGCGTGGGTCGTTCCCGTGAGCGCGGTTACGCCTACTTCCTG 
TATCCAAAGGGCGCGACACTGACTGAAATGTCCTACGACCGCCTGGCAACGATTGCCCAA 
AACAATGATTTGGGTGCCGGTATGGCGGTTGCCATGAAGGATTTGGAAATGCGTGGCGCC 
GGCAACGTGCTGGGTGCAGAACAATCAGGCCATATCGCTGGCGTGGGCTTTGACCTGTAC 
GTTCGCCTCGTCGGCGAAGCAGTGGAAGCCTACCGCGCGCTGGCTGATGGCAAAGTTGTT 
GATGGCACCGTCAAGGGACCAAAGGAAATCCGCGTGGACCTTCCCGTGGATGCCCACATT 
CCCGAAAAGTACATCAACGCCGAGCGTCTGCGTCTGGAAATCTACCGCAAGCTCGCGCAG 
TCCGAATCGGAAGTGGATCTGCGCCTT 

>RXA0 07 37 

CACCCGGGCAACCCGACGCTTGTGGAGATGCTGTCGAGGATTGCGGATTCCCAAGATGTT 
GATGGCATGGAGGCGTTGATTCCGGCGCTGACGGATACGCCGATGGTTCCGATGCTGGAG 
CTCATGCCGGAAAACACCCATGTGTTGGTGATTGCTCCGGAGAAGGTGCGCCGACGCATT 
GCGGATCTGGAAGCAACCGATGCTGAGTTTTTGATGGCTGGTTGGGAAGCAGCTGCGATG 
GGTGCTGATGGTCCAGTGGCTGCGGAAGGCCTGGACTTGGAAGCTTCTAGCTATCGCAGT 
TATGAAAGTTTGGAGGTTTCTGCGTCGAAAAGCGATGTGCGTTGGTGGACTTTCGCGCCG 
CCGGGCATGTTTGAGGCCTCGGAGGAGGCGACGCTGCCGCTTGATTTTGAAGCCGGGCCG 
GCGCCGCGCGGTGAGCTGCCGAAGATCGATGCGATGATGGCGCAGCTGCTTGCGCACACA 

>RXA00753 

GTTGTTGATGGGGTTGGTGGCTACACCGAGCAAGAAGTCGCCGAGATTCATGAGGCTATC 
CGTCAAGCCCAAGACTCTGGTGCACCTAATGATGAACTTATTCCTGGTGAGATGTGGTCA 
GATAAGGTCGAGTTACCCTCAACGATTGATAAAGCAGCTGCTGATGAAGCTGAGATAGCT 
ATTGCACAGCAACAGTCCCAACCCCAGGCGAGAGGACTAGCCGCTGCTGCAGCGTGTCAG 
ACATTTTGGCCGTCACCTTATCAAGTTTGTGGTGCTATCTTAGAGCGCTATATCCAGCAG 
GGTGCCCAGTTTGGGTGGATGTTGTTGCTTACTGAAGGCCAAGCGCTTAACCCTGATGGT 
CAGGGATATCGTCAGCGGTTTATGAATGGGTTTATCTATTGGCATCCTTCTACTGGTGCG 
CACGCGGTTAATAATTACAGTGCACAAGTCTGGGAGCGTAACGGTTGGGAGTCTGGGTGG 
ATGGGGTATCCCACTGGTGGTGAAGTCCCTGTGTCTGGGTCTAATCCGATTGATGGTGAG 
TTGAGTGGGTGGGTGCAAACCTTCCAAGGTGGGCGAGTGTATCGCAGTCCGGTATTGGAC 
GGTTTCCAGGTGGCCAGTATTAATGGGCTGATCTTGGATAAATGGCTTGAATTGGGTGGT 
CCTGATAGTGACCTTGGTTTTCCCATTGCGGATGAGGCTGTGACAGCTGACGGTGTGGGT 
AGATTTTCTGTTTTCCAGAACGGAGTTGTCTACTGGCATCCGCAACACGGAGCTCACCCT 
ATATTAGGGAATATATACAGTATCTGGAGAGAAGAAGGAGCTGAGAGTGGGGAATTCGGT 
TACCCTATCGGCGATCCAGAAAAGTATACAGAAAACATGGCTAATCAGGTATTCGAAAAA 
GGCGAACTTGCAGCTAACCTATACCCCAATCCTCTTGAGGCTTTTATTGAGTTTTTACCC 
TTTGCTAATCTTGAGGAAGCAATAGAGTATTTTGAGAACGGATTGTCAAATTCTCGTGTA 



Appendix A, Page 14 



Attorney Doj 




No.: BGI-127CP 



GAGGCGAATTCACTTAACGCCAAGAAAGATTCGATTCAATGTCAATCGCAATCCGCTAAC 
ATTCATGTGAGAACGAAGAGTGACGGAGTCGGGATTAGGGTTCCAAAGATTGGGTTTAAG 
GCTAGGATGGATTGCGACCTTCCTGGAACTGTCTCAGATGTAGTGGGGTATGGATGGATT 
TACTACGACTATTGGGGACGATGGGCTCAAGCAGCATATGCACAACAATTCTTCGGTAAT 
AGGAATTCTGTTGTGCAAACCAATTTAGAGGCGGGTTGCAGCGGGGAGAAGAATACATTA 
TTTTGGGGTACTTCATATTTTCAGGTGACTTATGAAGGTCAGCCGTATTTCGGTCAGTCA 
GCAACTAACTACGCTTATCTTCCGTGTACGATAGACCGTAGT 

>RXA007 53-downstream 
TAACATAAGGAATGGAATAGGAG 

>RXA007 55-upstream 

ATGAAGCATCAGCGATGAACGTCAATAATTAACGCTAGAGGTCAAAGGTCCCTTACCTTT 
T AAG G G C C T T C G AAC C T C T GG C AAGAAC TAG AG G AG AGAA 

>RXA007 55 

GTGCCCGGAAAGCTACGTGTACATGAGCTTGCTAAGCAACTCGGTATTACCAGCAAGGAA 
CTACTTGCCACCCTTAAGGATAAAGGCGAGTTTGTTAAAACCGCATCATCCACAATTGAA 
CCCCCAGTTGTGAAGAGGATGCAGGAGCACTACGGTTCGAGCGGTTCGGATAAGTCCGAC 
ACCGCTGCGAAGCCTGCAGCGGCAAAGCCTGCTGCGCCAAAACCAGCTGCGTCAGCAGCT 
CCAAAGCCAGGTGCTCCAGCAAAACCTGCAGCACCTGCAGCAAAGCCTGCCCCAGCTGCT 
CCTTCTGCAGCTTCTGCAGCAAAGCCAGGCGCAGCACCTAAGCCAGGCGTTCAGGCAAAG 
CCTGCAGCAGCCGCTAAGCCAGGCGCTCCAGCAAAGCCAGCAGCACCTGCAGCTCCTTCT 
GCCGCTAAGTCAGGTTCAGCTTCAAAGCCTGCAGCAGCAGCTAAGCCAGCATTTTCTGGC 
CCAACTCCAGGCGATGCATCTAAGAAGGCAGAGCCAGCAGCTAAGCCAGGCGCGGAAGCA 
CCTCGCCCAGGCGGCATGCCACGTCCAATGGGCAAGCCTGCTCCAAAGCCAGGCGCACGT 
GCACCACGTGTAGCTAACAACCCATTCTCCACCGGTGGTGGCGAGCGTCCAGCTCCTCGC 
CCAGGTGGCGGCCCACGTCCTGGTGGCGGACCTCGCCCAGGCGGTGGACCACGTCCACAG 
GGCCAGGGTCGTCCAGGTGGCCAGCGAGATGGTCAGCGCGACGGACAGCGTGATGGTCAG 
GGTAACCGCGGCGGTCAGCGTCAAGGCGCTGGCGCAGGTGGACCACGCCCACAGGGTGGA 
CCACGCCCTCAGGGCGGTTCACGCCCACAGGGTGGCTCCGCTCAGGGTGCTCAGGGAGCA 
CCTTCCCAGGAGCGTCAAGGTGGCGGACGTCGTCCATCCCCAGCAATGATGCCTCCAACC 
CCAGGTCAGATGCCTGCTAAGGCACCTGGCAAGGGTGGTCGTGGTGGCCAAGCCGGCGGT 
GGCGCTGGTGGCGGATTCAACCGTGGTGGCGGAACCGGTGGCGGCGCAGGCCGTGGCGGT 
CGTCGTGGCGGTACCGCAGGTGCATTCGGCCGTCCAGGTGGTGCTCCACGCAGGGGACGT 
AAGTCGAAGCGTCAGAAGCGCAACGAGTACGAATCAATGCAGGCACCGAACGTCATTGGT 
GGCGTTCGTTTGCCAGACGGCAAGGGTGCAACCATCCGCCTCGCGCGCGGTGCATCTTTG 
GCTGACTTCGCTGAC 

>RXA007 58-upstream 

TTCAAGTTTGGCTGTGACTCATGTCGCACATAGTATTTCAATCACCGGATCCGCACGATT 
GCAAAATCCTGGGGAATATTCATAACAACGGAGGTCACTC 

>RXA007 58 

ATGACTTTGAAGAAGTCTCTCGCTGTAACCACGGCGGCTGCACTTGCTTTGAGCCTTGCC 
GCTTGCTCGTCCGACTCCTCGTCCGACAGCTCCTCATCCTCATCAGGCAGCGAAGGCGGC 
GACAACTACGTCCTCGTCAACGGCACTGAGCCACAGAACCCGCTCGTCCCAGGCAACACC 
AACGAAGTAGGTGGCGGTCGCATCGTCGACAGCATCTTCTCCGGCCTGGTCTACTACGAC 
GTCGACGGCTCCCCTGTCAACGATGTTGCAGAGTCCATCGAACTCGAAGGTGACAAGACC 
TACCGCATCACCATCAAAGACGGCCAGACCTTCACCGATGGCACCCCAGTTACCGCTGAG 
AGCTTTGTCAACGCATGGAACTACAACGTAGCTAACAGCACGCTGTCCTCCTACTTCTTT 
GAGTCCATCCTCGGCTACGAAGAAGGCGTCGAGTCCATGGAAGGCCTCCAGGTCGTCGAC 
GACACCACCTTCACCGTCGAGCTCACCCAGCCTGAGTCCGACTTCCCACTGCGCCTGGGA 
TACTCCGCATTCTTCCCGCTTCCTGAATCCGCATTTGACGACATGGACGCATTCGGTGAG 
AAC C C AAT C G G C AAC G G T C CAT AC AAG C T C C AAG AG T G G AAC C AC AAC C AG G AC G C C AC C 
ATCGTTCCTAACGCGGACTACACCGGTGGACGCCAGGCTCAGAACGACGGCGTGAAGTTC 
ATCTTCTACCCAACCTTCGACTCCGCTTACGCGGACCTGCTCTCCGACAACTTGGATGTG 
CTGGACGCTATCCCAGACTCCGCGTTCTCCTCCTTCGAGGACGAGCTCTCTGGCCGTTCC 
ATCAACCAGCCTTCCGCTGTGTTCCAGTCCTTCACCATCCCGGAGAGCCTTGAGCACTTC 
TCCGGCGAAGAAGGCGTGCTGCGTCGCCAGGCCATCTCCTTGGCCGTCAACCGCGACGAG 
ATCACCCAAACCATCTTCGAAGGCACCCGCACCCCAGCGACGGACTTCACCTCCCCTGTC 
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ATCGACGGACACTCTGATTCCCTCCAGGGCGCAGATGTCTTGACCTACGATCCAGAGCGC 
GCTCAGGAACTGTGGGCACAGGCAGACGAGATCAGCCCTTGGTCCGGCGAGTTCTCCATC 
TCCTACAACGCAGACGGTGGACACCAGGCATGGGTGGACGCAACCGCCAATTCCATCCGC 
AACACCCTGGGTATCGACGCCATCGGCAACCCATACCCAGACTTCAAGTCCCTGCGTGAC 
GATGTCACCAACCGCACCATCAACGGCGCATTCCGCACCGGCTGGCAGGCAGACTACCCG 
TCCTTGGGCAACTTCCTCGGACCTTTGTACGGCACCGGTGCAGGCTCCAACGATGGTGAC 
TACTCCAACCCAGATTTCGATGCCAAGCTCGCCGAAGCAGCAAACGCGGCCGATGTTGAC 
GCATCAACCCCGCTATACAACGAAGCACAGGAAATCCTGCTCCAGGATCTCCCAGCGATC 
CCAACTTGGTACTCCAACGCAGTTGGTGGATACTCCACCAACGTGGACAACGTGGAATTC 
C AG T GG AAC T C G C AAC G T G C G T AC T AC C AG AT C AC C AAG AAC 

>RXA007 5 8 -downstream 
TAGTAGCTTCGCACCACCCGCTC 

>RXA00824 -upstream 

TTTGGTTTGGAGGGGCCGTCAGATCCATTTGAGGCGCAAAAACTCATTAAAAGTGATGAT 
AGGGAGCACCTGCTGAAAATGGCAGGAATGTAGAAAACAA 

>RXA0082 4 

ATGACAAGCAGTGCAAAGTGGTCCATCGTTGGAGTTGTCGCCATCCTGGCTGTGATCGTT 
GCGTTAATCCCGCAGCTTGTGGGTGGAGAAAGCGCAGAGGAAGCGCAGGGGGAGACGTCG 
ACAAGCAAAATTACGACGCGTCCTGACTGCGTGGCCTCTGGCGCGGCGGGTGTGGATCTG 
CCCTGCTTGGGCGGCGCCAACGGCGTCGGCAACGAGCTGGCCACCGTGGTGAATCTGTGG 
GCGTGGTGGTGCGAACCGTGCCGCGCGGAGCTGCCGATTTTTGATGAATTCGCCACCACC 
CACCCCGAACTCAACGTCATTGGCGTGCATGCAGACCAAAACGCAGCCAACGGCGCCGCA 
CTCCTTGAGGATCTGGGCGTGAATCTTGCAAGCTACCAAGACGATTCCAACCTGTTCGCA 
GGCACCCTTGGGCTGCCGGGCGTCGTGCCGATCACCATCGTGGTTTCTCCAGACGGCAAT 
GTAGTGGACACCTTCCCGCAGCCTTTCGAAACCATCGATGACCTCGAAACCGCTGTGGCA 
GGGGCGCTGCAGAATGCG 

>RXA008 2 4 -downstream 
TAACTACCCTGATTTACCGCATG 

>RXA008 96-upstream 

CGCGAATGGCTTCCTCTTTAGCCCCGATTGCGTGGGGTGCGTGAGCCTCAAACTCGAGGA 
GGGTTAAATCATCTGCGGAAAGCATGCTTAGAATGTTGCC 

>RXA0 08 96 

ATGACTGTCCGACCAATCGTTATTCATGGAGATCCTGTTCTCCACAACCCTACCCAGCTT 
GTTACTGAGGATGTCTCTGAACTGCAGGAACTAATTGCAGATATGTACGAGACGATGGAT 
GTCGCCAATGGTGTGGGTCTTGCGGCCAACCAGATTGGTGTGTCCAAGCGCATTTTTGTT 
TATGACTGTCCTGATGATGAGGGCGTGATGCACAAGGGTTGTTTCATCAATCCTGTGTTG 
GAAACCTCTGAAATCCCAGAGACCATGCCTGCCGATGATGGCTCCGACGAGGAAGGCTGC 
CTGTCTGTTCCTGGCGAGGGCTTCCCCACTGGCCGTGCTCATTGGGCGAAGGTTACTGGA 
CTGAATGAAAAGGGCGAGGAAGTTTCTGTTGAGGCTGAGGGTTTCTTGGCTCGTTGCTTC 
CAGCATGAGGTTGGCCACCTTGATGGTTTCTTGTACACCGATGTGTTGATTGGTCGGTGG 
AAGCGCATGGCTAAGAAGGCTATTAAGGCCAATGGGTGGACTGAGCCTGGTTTGACCTGG 
ATGCCGGGTGAAGATGAGGATCCTTTCGGGCATGACGCCTATGTCTTCCCCGTTTCCGCA 
GCCAGAAACCTGCCGTCGGCGATCGTGTTGTTGCACGTC 

RXAOO 92 7 -upstream 

AGATGATGCAGTGAGCTTTGTGCTGGCGGCGGATCCATCCTTGGACACCAGTGGCGCGCT 
TCGTGCCGCATTGGCAAAACTCAGCGGAAAGTAGACCCTC 

>RXA00927 

ATGTCCGATGTGGAAAGAACAGAGTTTGAAATTCCGGGAGGAATTCCACCTCGTCGAAAC 
GGTGGTCAAGGCCGTGCAGCTGATACCAACGTAGATGCGAACCTGAAGCCTGATGAATAC 
GATGCGGAAGTAACACTTCGTCCGAAGTCTTTGACTGAGTTTATCGGCCAGCCGAAGGTG 
CGCGATCAGCTTAGTTTGGTGCTTACCGGTGCGAAAAACCGTGGTGTGGTTCCCGATCAC 
GTGTTGTTGTCTGGCCCTCCTGGCCTGGGTAAGACCACCATGGCGATGATTATCGCCCAG 
GAGTTGGGCACCAGTTTGCGTATGACCTCAGGCCCAGCCTTGGAACGCGCAGGCGATCTG 
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GCTGCCATGCTGTCCAACCTCATGGAAGGGGACGTGCTGTTTATTGATGAGATTCACCGC 
ATCGCACGTCCTGCCGAGGAAATGCTGTACATGGCGATGGAAGATTTCCGGATCGATGTC 
ATCGTCGGTAAGGGTCCTGGCGCTACCTCAATCCCGCTGGAGATCCCACCCTTTACCCTC 
GTTGGTGCAACCACCAGGTCGGGCATGCTCACCGGCCCACTGCGTGACCGTTTCGGTTTT 
ACCGCGCAGATGGAATTCTACGATGTGCCTGATCTGACCAAAGTGGTGAAACGAACAGCT 
AAGATCCTCGATGTCGGAATCGACAACGATGCCGCCGTGGAAATTGCCTCGCGGTCTCGT 
GGTACTCCTCGTATTGCTAACCGACTGCTTCGTCGAGTCCGTGACTTCGCTGAAGTTCAT 
GCGGATGGTCACATCACGATGGGTGCTGCCAATGCTGCGCTGATTGTATTCGATGTCGAT 
GAAGTCGGACTCGATCGCCTGGATAGGGCAGTGCTTGATGCCTTGATCCGCGGACATGGC 
GGAGGCCCTGTTGGCGTGAACACACTCGCGGTTGCAGTTGGTGAAGAACCCGGCACTGTG 
GAAGAAGTATGCGAGCCCTATTTGGTGCGTGCCGGCATGATTGCACGAACCGGACGGGGA 
CGCGTGGCAACCGCAGCTGCATGGAGACACCTGGGGCTGGAACCACCAGAAGGCACCATC 
GGCGATTAT 

>RXA0 092 7 -downstream 
TAGCCACCTTAGGTGGCCAGGAT 

>RXA00 92 8 -upstream 

TGCATCCGATCCTGCTAAAGCGGCTCATCCCAGTCAGTTTCAACGAACTGACACCAATTA 
GTTTTTAAAAAGTTCTAGTACATTTTTCAGGAGTGTCTTC 

>RXA00 928 

ATGATTGCCTCACTTCGTGGCACTGTTATCAACATTGGTCTGAGCTCTGCTGTCATTGAA 
TGCAATGGCGTGGGCTATGAGGTTGTCACCACACCGAACACCTTGTCACAGTTGGTCCGC 
GGTGAGGAAGCACTGGTGTTGACCACCATGGTGGTCCGCGAAGACGCGATGAAACTCTAT 
GGGTTTATTGACAATGAATCACGTGAGATGTTTTCCGTGTTGCAAACAGTATCTGGATTG 
GGTCCACGCCTGGCCTTGGCATGTGAATCGGTGTTGAGCCCACTGGAGATTTCTCAGGCG 
ATCACCAATGCCGATGCCAAAACTTTGCAGCGGGTTCCGGGTGTGGGAAAGCGCATGGCA 
GATCGTCTCATCGTGGAGCTTAAAGGCAAGGTCGCAGCTTTTGCTGCCGGTGTCGTGGAT 
GAGGGAGGGGAGCAAATTTCCTTGCCTAACGCGAACATTGCTTCTGAGGTGGTTGTGGAG 
CAGGTTTCTCAAGCGCTGGTGGGGTTGGGCTTTAGCGAGAAGCAATCAGATGATGCAGTG 
AGCTTTGTGCTGGCGGCGGATCCATCCTTGGACACCAGTGGCGCGCTTCGTGCCGCATTG 
G C AAAAC T C AG C G G AAAG 

>RXA00 92 8 -downstream 
TAGACCCTCATGTCCGATGTGGA 

>RXA0092 9-upstream 

CGCAGAGGATAGCGGGGTGATCGC7\ATTGTGTGCTAAAAATGAGTATGGAATAGCAACTG 
C AC AG C G AC G AA T C AG C G AC G AA T C AG T G AGG AC AC G AAT 

>RXA00 92 9 

ATGAACCACG7\AGGGCTTCGGGTAATGGGCATTGACCCAGGTCTTACCCGTTGTGGCTTA 
TCTGTGGTTCAAGCAGGTCGTGGTCGTACCGTGTATCCAGTGTCGGTGGGCGTGGTGCGC 
ACCCCACCAGATGCGGAGTTGGCGGAGCGGTTGCTTCGGCTCAGCAAAGCAGTGGGTGAG 
TGGATGGATGAGTACACCCCAGATGTCATTGCTATTGAGCGTGTCTTTGAGCGCGGAAAT 
GTTTCCACCGTGATG7VACACTGCGCATGCGGTGGGTGTGTTGATCTTGGCTGCTGCTGAA 
CGCGGATTGCCAGTTCACATGTACACCCCCAGTGAGGTGAAAAAGGCTATCTCCGGTT^AT 
GGTCGCGCTGATAAGAAACAGATGACGGTCATGATCACTCGAATTCTGGGCCTTGGTGAG 
CCACCCAAACCTGCTGACGCCGCTGATGCTTTATCGTTGGCGGTGTGTCACTGCTGGCGG 
GCGCCAATGCTTATGCGGGCGCAATCGCAGTACTCCGAGCAAGAGTTGGAAAAGCGACGG 
CGTGTGCAGCAAGGAAAATTGGGTAAAGCGAAATCAACTTACAATGCGGAACAAGCTCAA 
TCCCATGCATCCGATCCTGCTAAAGCGGCTCATCCCAGTCAGTTTCAACGAACTGACACC 
AAT 

>RXA00 92 9-downstream 
TAGTTTTTAAAAAGTTCTAGTAC 

>RXA00935 

AGTGCCGCTAGCGCCTGGGAACGATGGCCAAAACGCGCAATAGCGTTGTTTGTGCTCATC 
GTCGTTGGTGTTTATGCGTTGGTGCTGTTGACAGGCGATCGTTCTGCCACACCAAAATTG 
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GGTATTGATCTGCAAGGCGGAACCCGAGTGACCCTCGTGCCGCAGGGGCAGGATCCAACT 
CAGGACCAGCTGAATCAGGCACGCACCATTCTGGAAAACCGTGTGAACGGCATGGGCGTT 
TCAGGTGCAAGCGTGGTCGCTGACGGTAACACGCTGGTGATCACTGTTCCCGGGGAAAAT 
ACCGCACAGGCGCAATCCCTAGGACAGACCTCCCAGCTGCTGTTCCGTCCCGTTGGTCAG 
GCAGGAATGCCCGATATGACCACGTTGATGCCAGAGCTGGAAGAGATGGCCAACAGGTGG 
GTTGAATACGGCGTCATCACCGAAGAGCAGGCAAATGCCTCCTTGGAGGAAATGAACACC 
GCTGTTGCATCGACCACTGCGGTGGAAGGCGAAGAAGCAACTGAGCCAGAACCCGTCACC 
GTGTCGGCGACCCCTATGGATGAGCCAGCCAACTCCATTGAGGCAACACAGCGACGCCAG 
GAAATCACGGACATGCTGCGCACCGACCGCCAGTCCACCGATCCCACTGTC 

>RXA00937 

GTCTACCGCGAAGCCGGCACCATGCCAGCTCCTGCACTGGATGATCTGGTCAACCAGGTT 
AAGGCACTCGACATGGATGACGTTCGTCGCCAGGTCGCAGAGCAGCAGGGTTCTGCAGAG 
GCA 

>RXA00 937-downstream 
TAAGCTTCCAATTGTGTTTTGGT 

>RXA0 0 93 8 -upstream 

ATGATCTACCGCTGGGTCCAGAAATACGCCCCTGAGCTGGACAAGCAAACACGGTGGTAC 
CGGCAGGTGCCTGACTGGCAGGCCAGTTCCTGGCGGGTGG 

>RXA00938 

ATGAGACCTATATCCGGGTCGGCGGCAGGTGGTGCTACCTCTGATCTGGCGATCACCGCC 
GGTGGCCAGACCCTGGACTTTTACCTCTCTCCGAAGCGGAACGTGGCCGCAGCGAAGCGT 
TTCCTGGCCAAGGCCCTCAGATCCAATGCGTCAGCCGGGTATCCCAGAGTGATCAACACC 
GATAAAGCACCCTCCCTAGCCAGGGCAATCACCGAGTTGAAGTCAGAGGGAATCTGCCCG 
CCAACAGTGGAACACCGG 

>RXA00938-downstream 

T AGG T GAAAT ACC TCAACAAC AT 

>RXA0 0 966-upstream 

TGGTTTCCACATAATTCTTCAAGTCTATCTACTTATTGAGGGGAGGAAGAATTGCCCTCC 
AC AC AT GAG AT G T C C C G T G T AC C T AC T AC AC T G T T T AAC C 

>RXA00966 

ATGACTAACCCGAGCGAAGGCACCACTCCCCTGGCGTTCCGTTATACCCCGGAACTCGCC 
AAC AAG AT C GAAGG T GAG T G G C AG AAT T AC T G G AC T G AC AAC G G C AC AT T C AAC G C AC C C 
AACCCAGTGGGTGATTTAGCGCCTGCGGACGGTAAAGCACTTCCTGAGGACAAGCTCTTT 
GTCCAGGATATGTTCCCGTACCCATCCGGAGCTGGCCTGCACGTAGGCCACCCACTCGGT 
TACATCGCAACGGATGTTTTCGCCCGCTACAACCGCATGCTGGGCAAGAACGTTCTGCAC 
ACCTTGGGCTATGACGCCTTCGGACTGCCAGCAGAGCAGTACGCGATCCAAACCGGTACA 
CACCCACGCACCACCACCATGGCCAACATTGAGAACATGAAGCGCCAGCTCGGTGCGCTG 
GGTCTTGGCCATGATTCCCGTCGTGCGGTGGCCACCACGGATCCTGAGTTCTACAAGTGG 
ACTCAGTGGATCTTCCTGCAGATTTTCAATTCGTGGTTCGATGCAGAG 

>RXA00968 

CTGATCGATGATCTGGAGCTGCTCGATTGGACTGAGAAGGTCAAGTCCATGCAGCGTAAC 
TGGATTGGCCGTTCCCGCGGCGCTGAAGTTGATTTCAGTGCAGAGGGCGAAACCGTCACC 
GTGTTTACCACCCGCCCAGATACTCTGTTCGGCGCGACCTACATGGTTCTTGCACCTGAG 
CATGAGCTGGTCGACGTGCTGCTGGAGAAGGCTGGTTCCTACGAGGGCGTTGATGCCCGT 
TGGACCAATGGCCAGGCGAGCCCTGCGGAAGCTGTCGCTGCATACCGCGCCTCCATCGCC 
GCGAAGTCCGACCTGGAGCGTCAGGAAAACAAGGAAAAGACCGGCGTCTTCCTGGGCGTT 
TACGCGACCAACCCAGTCAACGGCGATCAGATCACAGTGTTCATCGCTGACTACGTTCTG 
ACCGGCTACGGCACCGGCGCCATCATGGCGGTTCCTGCTCACGACGAGCGCGACTACGAA 
TTCGCCACCGTTTTGGGTCTGCCTATCAAGGAAGTTGTCGCAGGTGGCAACATCGAAGAG 
GCTGCTTTCACCGAATCTGGCGAAGCAGTCAACTCTGCGAACGACAACGGCCTGGATATC 
AACGGCCTTGCCAAGGATGAGGCTATTGCCAAGACCATCGAATGGTTGGAAGAAAAGGAA 
CTTGGCCGCGGCACCATCCAGTACAAGCTGCGCGACTGGCTGTTCGCTCGCCAGCGTTAC 
TGGGGCGAGCCTTTCCCAATCGTCTACGACGAAAACGGCCAAGCACATGCTCTGCCAGAC 
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TCCATGCTTCCAGTCGAGCTGCCAGAGGTAGAGGACTACAAGCCTGTCTCCTTCGACCCT 
GAAGACGCAGACTCCGAGCCTTCCCCACCACTGGCTAAGGCCCGCGAATGGGTTGAGGTG 
GAACTCGATCTCGGCGATGGCAAGAAGAAGTACACCCGCGACACCAACGTCATGCCACAG 
TGGGCAGGTTCCTCCTGGTACCAGCTGCGCTACGTCGATCCA 

>RXA0 0 97 5 -upstream 

TCTTGCAGCGGCGAAGGGCGAGCCAACGCCAGAAGACGGTTATGGCGGCGAATACATTAA 
GGAAATTGCGGAGGCAATCGTCGAAAAGCATCCTGAAGCG 

>RXA00 97 5 

TTGGCTTTGGAGCCTGCCGCAACCCAAGAGCTTTTCCGCGCTGAAGGCGTGGAGATGATG 
TTCGAGCACATCAAATCTTCCCTGCATGAGTTCGGCACCGATTTCGATGTCTACTACCAC 
GAGAACTCCCTGTTCGAGTCCGGTGCGGTGGACAAGGCCGTGCAGGTGCTGAAGGACAAC 
GGCAACCTGTACGAAAACGAGGGCGCTTGGTGGCTGCGTTCCACCGAATTCGGCGATGAC 
AAAGACCGCGTGGTGATCAAGTCTGACGGCGACGCAGCCTACATCGCTGGCGATATCGCG 
TACGTGGCTGATAAGTTCTCCCGCGGACACAACCTAAACATCTACATGTTGGGTGCTGAC 
CACCATGGTTACATCGCGCGCCTGAAGGCAGCGGCGGCGGCACTTGGCTACAAGCCAGAA 
GGCGTTGAAGTCCTGATTGGCCAGATGGTGAACCTGCTTCGCGACGGCAAGGCAGTGCGT 
ATGTCCAAGCGTGCAGGCACCGTGGTCACCCTAGATGACCTCGTTGAAGCAATCGGCATC 
GATGCGGCGCGTTACTCCCTGATCCGTTCCTCCGTGGATTCTTCCCTGGATATCGATCTC 
GGCCTGTGGGAATCCCAGTCCTCCGACAACCCTGTGTACTACGTGCAGTACGGACACGCT 
CGTCTGTGCTCCATCGCGCGCAAGGCAGAGACCTTGGGTGTCACCGAGGAAGGCGCAGAC 
CTATCTCTACTGACCCACGACCGCGAAGGTGATCTCATCCGCACACTCGGAGAGTTC 

RXAO 0 97 6-upst r earn 

TATACAGAGACCAATGATTTTTCATTAAAAAGGCAGGGATTTGTTATAAGTATGGGTCGT 
ATTCTGTGCGACGGGTGTACCTCGGCTAGAATTTCTCCCC 

>RXA00 97 6 

ATGACACCAGCTGATCTCGCAACATTGATTAAAGAGACCGCGGTAGAGGTTTTGACCTCC 
CGCGAGCTCGATACTTCTGTTCTTCCGGAGCAGGTAGTTGTGGAGCGTCCGCGTAACCCA 
GAGCACGGCGATTACGCCACCAACATTGCATTGCAGGTGGCTAAAAAGGTCGGTCAGAAC 
CCTCGGGATTTGGCTACCTGGCTGGCAGAGGCATTGGCTGCAGATGACGCCATTGATTCT 
GCTGAAATTGCTGGCCCAGGCTTTTTGAACATTCGCCTTGCTGCAGCAGCACAGGGTGAA 
ATTGTGGCCAAGATTCTGGCACAGGGCGAGACTTTCGGAAACTCCGATCACCTTTCCCAC 
TTGGACGTGAACCTCGAGTTCGTTTCTGCAAACCCAACCGGACCTATTCACCTTGGCGGA 
ACCCGCTGGGCTGCCGTGGGTGACTCTTTGGGTCGTGTGCTGGAGGCTTCCGGCGCGAAA 
GTGACCCGCGAATACTACTTCAACGATCACGGTCGCCAGATCGATCGTTTCGCTTTGTCG 
AGTTCTTGCAGCGGCGAAGGGCGAGCCAACGCCAGAAGACGGTTATGGCGGCGAATACAT 

>RXA00 97 6-clownstream 
TAAGGAAATTGCGGAGGCAATCG 

>RXA0098 5-upstream 

TCTCGCTGCGTTAGGGGACGAACTGGAACCTTGAAATCGGGAAGGTTCAGATCCCACGCG 
AAGGCACCTCCGCTCAGGGTGAAAACACCCAAAAG 

>RXA00 985 

GTGCTTGGCCATGTCTTGGATGCACTGCTTCGTCTGCTGCACCCAGCTATGCCTTTCGTC 
ACCGAAGTTCTGTGGCAGGCACTTACTGATCGCACCTCCATCGTGGTGGCCTCCTGGCCA 
ACCGCAGCTGACACCAACGGCGGAGTCGCCGTGGACGCTGATGCAGCTAGGCGCATTGGC 
GACGTCGAGAAGCTTGTTACTGAGGTTCGTCGTTTCCGCGCTGACCAGGGTGTGAAGCCT 
TCCCAGAAGGTTCCAGCACGCCTTGATTTCGTGGCATGTGACCTGCAGGATCTGGAAGAT 
TCCGTGCGCTCCCTGGTTCGCATCGAGCAACCAGAAGATGATTTCGCAGCTTCTGCCAGC 
CTGGAGATCCGCCTGAGCCAAGCAACCATCACGGTGGAGCTTGACACCTCTGGAACTGTT 
G AC G T T G C AG C A G A G C G C AAG C G C C T GG AAAAG G AC C T G G C T AAC G C AC AG AAG G AA T T G 
G AAAC C AC C G C AAAG 

>RXA00 998-upstream 

AATCGGCCTAAAAGGTGTGACCATTTGGGGGTAGTGGCGATTTTACCAGGTCACAGGAGG 
T G AAAA T C C AAC CAT T T TAG G C C G A C T AG AG T AAT T AAT T 
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>RXA00 998 

ATGACTTCCCGCGATGATCAACCCCAAGATCTGCTTTCGCTTGCAGAACTTGCCGCCACC 
AG AG C T T T AAC C AC AGAC GAAC T T GAAG C AC T C AAC AAC G C C AAT TAT G G C C T C G AC C G C 
AATCTGGGGCTGCGCTACACCACCATCGAGCCCGGCCGGGTGGTCAGCGAACTTCACGTG 
GCATCCAAGCACCTGCAAGTGGTGGGCTTGGTCAACGGTGGTGTCTACGCCGCCATCGCC 
GAATCCACTGGATCAGTCGCCAGCATGATTTCCGCCCCTGGAAAAATGGTCGTCGGCATC 
AACAACAACACCGACTTCATTTCTGCTGTGAGCTCCGGTGTCATCGTGGCCGAAGCAACG 
CCGATTCAGCTAGGTGGCCGCACCCATCTGTGGCAGATCGAATGCACCCACCGCGGAGAA 
GTCGTCGCACGAACCACACTGCGCACCATGGTGCTGAACAAG 

>RXA00998 -downstream 
TAGCCCTATACTCGGGCACCATG 

>RXA0 102 0-upst ream 

GATTCCGCACCATCGGCCAAGTCACCAAAACACGCCACGAAGACCTCGTCACCGTAGATA 
AGAAAACCCCCGCATTTTCCGATGGATGGAGAAGCTTCTA 

>RXA01020 

AT GAC C AAC AC C C TAT G G AAT T C AG T AGAC GAAC T C C C CAT C C AC G AC T C C T G G AAAC C A 
GTACTCAAACCAGTCGAAGACGCCATCCGAAAACTCGGTGTATTCCTCGCGGAAGAAGAA 
TTCCTTCCACCAGTAGATGACGTATTCAGAGCATTTAGCTACCCCTTTGACGCAGTAAAA 
GTACTGATCATGGGACAAGACCCATATCCCACCCCAGGACATGCCATGGGACTGAGCTTT 
TCCACCCAACCAGACGTACGACCACTGCCACGGAGCCTGAACAATATCTTCAAAGAGCTG 
GTGAGTGATGTCGGCTCTTTAGGCGATTCGGCGTCAGAGCAGGGGGCCTTGGACTTAGGT 
ATTAACGCGCCGGGCTCTGTCGCTGGCACACAAGTTGCCTTGCCCGCGGACGGCGACCTC 
CGTGCATGGAGCAACCAAGGCGTCGCATTGTTCAACCGCGTACTCACCGTCCACCCAGGC 
CAGGCCGGAAGCCACAAGGGTAAAGGCTGGGAAGCGGTAACCGAACAGGCGATTAAAGCC 
TTGGCGGAGCGGGATCAACCCTTGGTGGCAATCCTGTGGGGTAAACAAGCCCAAGAGGTA 
CAGAAATTCCTTGGAGATACGCCGTGTATCTGCTCAGTGCACCCATCACCGCTGTCGGCG 
TCGAGAGGCTTTTTTGGCTCTAAGCCTTTTAGTCGTGCGAACGAAATCTTAAGCAGCCTC 
GGTGCCACCGAGATCGATTGGTCGCTG 

>RXA0102 0-downstream 
TAAGGTATCTGATTATGTCCAGT 

>RXA01061-upstream 

GATGAACTCCTCACCGACGATGACAACAAGCAACTGCACCGACCATCGCAGGCGTCCGCG 
AC GAC T AC AC C AAC 

>RXA010 61 

TTGCGCGTTAACACCGTGGTTGCCAAGCTCATCGAATACGTC7VACTACCTGACCAAAACA 
TACCCAGACACCATCCCAGCTGGCGCAGTCCTGCCACTGATCGTCATGGTCTCCCCTATC 
G C AC C AC AC AT C G C G GAG GAAC T C T G G AAG AAG C T C G G C C AC GAC GAC AC C G T C AC C T AC 
GAACCATTCCCCACCTTTGAGGAAAAATGGCTCACCGACGATGAAATCGAACTGCCAGTC 
CAGGTCAACGGCAAGGTCCGCGGTCGCATCACCGTTGCAGCCGACGCCAGCCAGGAGCAG 
GTCATCGAGGCAGCGCTTGCCGACGAGAAGGTGCAGGAGCAAATCTCCGGCAAGAACCTG 
ATCAAGCAGATCGTTGTTCCAGGACGCATGGTTAACCTTGTGGTGAAG 

>RXA010 61-downstream 
TAATCCCCCTCGGTTTAGATTCC 

>RXA0107 2-upstream 

GTGTCGCCTTGAGCGATGCAAAGACTTTAAAAACAGATCTAAAAAAGTAAGATGAGGCAT 
TAGCGTCAACCGCTAAAGCCGATAAGGGAAGGTCCAAAAA 

>RXA01072 

ATGGCAATCACCGTTTACACCAAGCCAGCTTGCGTCCAGTGCAATGCCACCAAGAAGGCC 
CTCGACCGCGCTGGTCTTGAGTATGACCTCGTTGATATCAGCCTTGATGAAGAGGCACGT 
GAGTACGTCCTCGCACTTGGCTACCTGCAGGCACCAGTTGTCGTTGCAGATGGCTCCCAC 
TGGTCCGGTTTCCGCCCAGAGCGCATCCGTGAAATGGCAACCGCAGCTGCC 
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>RXA01072-downstream 
TAAACTGCACTTCGTGGCACGAC 

>RXA0112 4 

CGGTGGGTGCGGGCTATTAACATGGCCTGCATGACTGATGTTCGTGTTCGTTTCTGCCCA 

TCGCCCACCGGCACCCCACACGTTGGACTTGTGCGCACCGCGCTGTTCAACTGGGCATAT 

GCTCGCCACACTGGAGGCAAGTTAGTTTTCCGCATTGAGGACACTGACGCTGCCCGCGAT 

TCCGAGGAGTCTTACTCCGCCATCATCGATTCCCTGCGCTGGTTGGGAATGGACTGGGAT 

GAGGGTGTGGAAAAGGGCGGCCCGCATGAGCCCTACCGCCAGTCGCAGCGCAAGGACATC 

TATCAGGATGTGTTGAAGCAGCTTATCGACGCCGGTGAAGTCTACCCAGCTTATTCCACC 

GCGGAAGAGGTTGAGGAGCGACACAAGGCTGCTGGCCGCGATCCAAAGCTCGGCTACGAC 

AACTTTGACCGTGATCTCACCGAAGAGCAGGTCGCAGCATTTGAGGCTGAGGGGCGTAAG 

CCTGTGTGGCGTCTGCGCATGCCAGAGCAGGATTGGAAGTGGACTGACCTGGTCCGCGGT 

GAAGTTGAGTTCAAGTCGTTCACCCAGCCTGACTTCGTGGTTGCTCGTTCCAACGGTGAG 

CCTTTGTACACCCTGGTCAACCCTGTTGATGATGCGTTGATGGAAGTCACCCATGTGCTG 

CGTGGTGAGGATCTTTTGCCATCGACTCCTCGTCAGCTTGCTCTGTATGAGGCGCTCAAG 

CGCATTGGCGTGGCAAAGGCCACCCCAGCCTTTGGTCACCTGCCATTTGTGATGGGTGAG 

GGCAACAAGAAGCTGTCTAAGCGTGATCCACAGTCCAGCCTGTTCAACCACCGTGACAAC 

GGCATCATCCCAGAGGGCATGCTCAACTACCTGGCGCTGCTGGGTTGGTCACTGTCTGCT 

GATCAGGACATTTTCGGTGTCGATGAGTTGATCGCTAACTTTGATGTCGCTGACGTGTTG 

GGCAACCCAGCTCGCTTTGACCAGAAGAAGCTTGAGGCCATCAACGCGGATCACATCCGA 

CTTCTGGAGCCTAAGGATTTCGAGGCTCGCCTGCGCGCGTACATGACTGAGTACACCGAG 

TTCCCAGCGGATTACCCAGCTGAGAAGTTTGCCATTGCTGCGGAGCTGGTTCAGACCCGC 

ATCAAGGTGCTCAGCGAGGCGTGGGATCTGCTGAAGTTCCTGGTCACCGCTGACGAAGAT 

CTGGTGTTCAATGAGAAGGCTGCCAAGAAGAACCTCAAGGAGACCGCTGTTGAGCCTCTC 

AACGCCGGTATCGCAGCGCTGGAGGCAGTGGAGGAGTGGACCACTCCAAACATTGAAGCA 

GCATTGAACAAGGCTCTCATTGAGGATCTAGGCCTGAAGCCTCGCGTGGCGTTCGGTGCG 

TTGCGCATTGGTATCTCCGGCGAGGCTGTATCCCCACCACTGTTTGAGTCCATGGAGCTT 

TTGGGCAAGGAATCCACGTTGGTTCGTCTGAAGGTTACTCGTGAGCAGACCCCATTCGTG 
GTCGCTGAG 

>RXA0 1124 -downstream 
TAAAAC C T G TAG AT GAACAAAAG 

>RXA0117 9-upstream 

GCGCGGAAAACACCAAGTAAGCCTTACAGTCCGACAGCCTCATAGCGGATGGGATAAGTT 
CCAAACACGTTCAAATCCGTTAAAGTGCCTGTT TAAAAC T 

>RXA0117 9 

ATGCATTCAAAGGAAGAGTTAACAGTGCGTAAAGGAATTTCCCGCGTCCTCTCGGTAGCG 
GTTGCTAGTTCAATCGGATTCGGAACTGTACTGACAGGCACCGGCATCGCAGCAGCTCAA 
GACTCTGCATTTGACTACGGTATGGATCCAAACATGAACTACAACCCGATCGATGACATC 
AAGGATCGTCCCGAAGGATTGTCCAATCTTCCCTACTTCGGAAGTAAATTGACCAGCTGG 
GGCTCATCATATGCCACCGCCTCATCCGGCGTCGTGACCTCCGCGCTCCCGCAGTACACC 
GATCCGCGCTACCCCCTCGGCAAAGACGACCTGCCCAAGGCAACCATCGACATGGAGCCA 
GAAGTTCTTGCGCGCCTTGAGCGATTCGTCGGCGTTGACGGTGATCGCATCCGCCAAATC 
AACGCGTACTCGCCATCAATGGGACGCACCATTCCTCTAGTCTGGGTTGTTCCAAAAGAC 
AACACCGTGCCTTGCCCAACGGTCTACGCACTA 

>RXA01199-upstream 

CTAGCTAGGGATTAGCTTTGTACTTAAACTTGTTGTTTTTAAGTGGATTTCCACAAAGTG 
T T AG AAAAAG T C AT T C GAGAAGAAGGC G T GAG T T T T AAT C 

>RXA01199 

GTGACGTCCCCGCATAATTTTGTCAGTGGTGCTATTGATCTGGGTGAGGTGAAAGCGCGT 
GCGGATGCGCGCCAGAAGGCCCATGAGCAGGGGCCGGTAACTCAGGGCATTGCTAGTTCC 
CTTGATGTGACCATGGAGAACCTGGAGAATGAGGTGCTGCGTCGTTCCACGCAGGTTCCG 
GTGATTGTTCTCGTGGGTACCCCGCGCAGCCCTGATTCGGAGCAGTTGAAGTCGGATCTG 
ACCACGCTTGCTGCTGAAAGTGGCAGGAAGTTCATTTTCGGTTATGTCAATGCTGATACC 
GATGCTGATGTGGCCCAGGTGTTTGGGGTGCAGGGCTTGCCGTCGGTGATTGCTGTGGCA 



Appendix A, Page 21 



Attorney Doi 



No.: BGI-127CP 



GCGGGACGCCCTCTGGCTGATTTCCAGGGCGGACAGCCAGCGGATGCACTAAAGCAGTGG 
ACTGATCAGGTGGTTCAGGCTGTGGGTGGACAGCTGGAAGGACTGCCAGAGGAGGCCACA 
GACGGCGAACAAGAAGACGCTCCTGTGGAAGACCCCCGCTTCGATGCTGCCACTGATGCT 
CTAAACCGTGGCGCTTTCGATGAGGCGATTGCGGTTTATGAGTCCATTTTGGCGCAGGAG 
CCAAACAACGCTGATGCGAAGCAAGCACCGCGATACCGCAAAGCTGTTGGGCCGGCTTGC 
CACCGGTGGATCCTTCGGTGGATGTTGTCGCTGCTGCAGATGCTGATCCAACAAACGTTG 
ATCTGGCCTACACAAGCAACTGACGCGGCTGTTGTTGCGGGTGATCCTGAG 

>RXA01223-upstream 

GCGGGAGTGGACGGGCCGCCAGCCATCGGGGCGACAATCACGGGAGTTTTCAACGTGTCA 
AGGATGCTCATGGCACCATCCTAGGCGCGCCTGCCATAGG 

>RXA01223 

ATGACTTCCGTGAGTTTTTTGTCTAAAATCCAAGCACTGTTTGCCCCCAAGCCTGAACTT 
CCCGCCGCCAAATGGCTGGTCGTGGGCCTGGGCAACCCCGGCGCCAAGTACGAATCCACC 
CGACACAACGTCGGTTACATGTGCCAAGACATGCTTATCGACGCCCACCAGCAGCAGCCC 
CTCACCCCCGCCACGGGCTACAAGGCCCTCACAACGCAGCTCGCACCAGGGGTGCTCGCC 
GTTCGATCCACCACTTTTATGAACCACTCCGGCCAAGGTGTCGCACCGATCGCCGCAGCG 
TTGGGTATCCCAGCAGAGCGCATCATCGTGATCCACGACGAGCTCGATCTGCCCGCTGGA 
AAAGTACGCCTGAAAAAGGGCGGAAACGAAAACGGTCACAACGGCCTGAAATCCCTCACG 
GAAGAGCTCGGCACCAGAGACTACCTGCGCGTCCGCATCGGCATTTCACGACCACCAGCA 
GGAATGGCCGTGCCCGACTACGTTTTGGAACCAGTCGATCACGACCAACCAGGCATTGAA 
CTTGCCGCCGAGGCAGTGGATTTGCTGCTGGCCCAGGGATTATCTGCTGCGCAAAACGCT 
ATCCACAGCCGC 

>RXA01223-downstream 
TAGATTGCTAGAGATTCCCGCAC 

>RXAO 122 6-upst ream 
TTGAGGTT 

>RXA0122 6 

GCAGAAGAACTAGTGTCGCGCAGCTTTGGATCATTTAGTGTGCACAAGCGCTCCAACACC 
GATATCGCGCAGCTTCCTGGGCTAATTGTGGCCAAGCCGCGCAGCTTTATGAACCTGTCG 
GGAACTCCGATTCGGGCGCTGTGTGACTTCTTTAAGATTTCCCCAGCCAATGTCATCGTG 
GTGCATGATGAATTGGAGCTTGATTTCGGCTCAGTGAAGCTACGTCAGGGTGGCGGGGAT 
CATGGGCACAATGGTCTGAAATCCACGTCCAAATCTTTGGGAACTAAGGACTATTGGAAG 
CTCAGCATGGGTATCGGTAGGCCACCGGGTCGGATGGATCCGGCAAGTTTTGTGTTGAAG 
CCTTTTGGCAAGCAAGAACTGGCGGATATTCCCATCATGGCGGCTGACGCTGCAGATCTC 
GTCGAAAAGCATTTGCAGCAGGGC 

>RXA0 122 6-downst ream 
TAGCTACTTGCGCCGCGCCTCTT 

>RXA01228-upstream 

CATGTCCCTCGTACCAATAGTTGTTCCTGGCCTGTCATTGTGATGGTCGAAGGTCGACCT 
G C AG AAG AT CAT T G AC C AAAT C AC C AC C AAG G G T G C GAG C 

>RXA01228 

GTGCACTTCATCAAGGAAAACCTGATCTTCTCGGCGGAATCCAATGCTTTGCGGGCCCAG 
CTCATGCTGAGCATTCTCGGCTCCTTCGCTGAGTTCGAACGCTCCATCATCCGGGAGCGC 
CAAGCCGAGGGGATCGCCTGGCGAAAAAGGCCGGCAAGTACAAGGGCCGCAAACGCGCCC 
TCACCCCGGACGACGTCGAGAAAGCCCGGAAACGGG 

>RXA0122 8-downstream 
TAGAAGCTGGTGAGTCCAAGGTG 

>RXA01252-upstream 

GTTGCTAAACGCAGGGCCGGGTTCTCGATGAACCCGGCTTTTGTCATGTATGCAATACTG 
TTCCTTGTCCAATTTTTAGTTCAGATAGGTAGTGTAAGAC 
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>RXA01252 

GTGTTTGAAGGCCCACTCCAGGATCTCATCGACGAACTTTCTCGTCTCCCCGGCGTCGGC 
CCCAAAAGTGCCCAACGCATCGCATTTCACCTGCTCAACGTAGATCCTTCCGACATTACC 
CGCCTTCAGGAAGCCCTCGGAGGCGTGCGTGATGGCGTCCAATTCTGCCGCATCTGCTGC 
AACATTTCCCGCGAAGAAGTCTGTCGCATCTGCTCCGACTCCGGACGTGACGGCGGAACA 
ATCTGTGTCGTCGAAGAACCAAAAGACATCCAAGTTATCGAGCGCACCGGCGAATTCTCC 
GGCCGCTACCACGTCCTCGGCGGCGCCCTCGACCCGCTGGCCAACATCGGCCCCCGCGAA 
CTCAACATTTCCACGCTCCTGCAGCGCATCGGCGGCGTCCTGCCAGACCGTGAGCTCGCA 
GATTCCACGCCTGAAAATAAGCTTTTCGACGCCACCCCCACCGTCCGCGAAGTCATCCTC 
GCAACAGACCCCAACACCGAAGGCGAAGCCACCGCCTCATACCTCGGCCGCCTCTTGAAA 
GACTTCCCAGATCTGGTAATTTCCCGCCTCGCATCCGGAATGCCACTAGGCGGCGACCTC 
GAATTCGTCGACGAACTCACTCTCTCCCGAGCATTGAGTGGCCGCCTGCAGATC 

>RXA012 52 -downstream 
TAGCCCCTCCTTTACAGGCTGGC 

>RXA012 64 -upstream 

ATCAAGACATGATTGCGGCGTATGGGAATCCGTAGAAATCAGAGGAAAAGAAGCTGATGA 
GAAGGGGATCAACAGCCTGCGCAAAGGCCTACCAGCGAGA 

>RXA012 64 

ATGGACGAGCTTGCCCAACTGGGGCACACCTTGTGGCGTCGGCGTAAGAACGTGTTGGCG 
TCCTTCAATATCGGTGCATCCAACGGACCTGTCGAGGCCATCAACGGCAGACTTGAGCAC 
CTGCGCGGGATCACCTTGGGGTTCAGGAACCTCAACCACTACATCTTGCGGTGCTTGATC 
CAAGCCGGACAACTGCAGAGGAAGATCAATGTACTC 

>RXA0 12 64 -downstream 

T AAA T C C GAAGAG T T G G CAAAGA 

>RXA012 65-upstream 

TACGAGGAAGATCTTCCACAAATCCTGTACTGCGCGGATGACTGATCCAAGTTCAACCAC 
CGGGGCACTGCTAGATCTTGCAGCGCTTGGTGATTGACGG 

>RXA012 65 

ATGAGTGTGTCTGCCACGGCTAAAGCACTGAAGATCGGCTGGGAACTAGTCAACCAGGTT 
GCACTCGATGCTTGCCGACAGCTCATTTACAACGACCCGCGCCACCTTGAAGTCGATGAA 
CATGTATGGAAGTATACTCGAAAGCCAGGT 

>RXA012 65-downstream 
TAGCCGTCGAACCTGGTGACCAT 

>RXAO 127 4 -upstream 

TTTATATTGTCGATTAGTGGGTTTAGGCCCTGCAGTCCCTAACTGGTCATGTAATGGCGA 
GGTCAGGGCTACCAACCACAAGTTCACGAGGGAAAGACGT 

>RXA01274 

ATGAAGCTTCTTCGCCGCATCGCTGCACCAGCCATCGCGCTGGGAATTGCGATGTCCACC 
ATTGTCACGCCATCCACCGCAGGCGCTGCCGAAGTAACCCCAGCAGACGTTGCTGGCGAT 
ACTGCACTATCCACCATCTCCGATAGTGCTCCTGCAGATGAAGCCTCTGCACCTCGCTGG 
CGCGCACACGTCAACGCAGCAGACGAGCGCGTCAAAGAAATGTGGGCATACTCCCCTTCC 
ATGGACCGCAATGTGCCACTGGTAGTTATAACTGCCGATGAGTCCGCAGGTCCTCGTCCT 
GTGATTTACCTTCTTAACGGTGGCGACGGTGGCGAAGGTGCCGCTAACTGGGTTATGCAG 
ACTGACGTTCTGGATTTCTACCTAGAAAAGAACGTTAACGTTGTTATTCCAATGGAAGGC 
AAGTTTTCCTACTACACCGACTGGGTAGAAGAGAATGCGTCCCTCGGTGGCAAGCAAATG 
TGGGAAACCTTCCTGGTGAAGGAACTTCCAGGACCATTGGAAGAAAAGCTCAACACTGAC 
GGTCAGCGTGCAATTGCTGGCATGTCCATGTCCGCAACTACTTCCCTACTCTTCCCACAA 
CACTTCCCAGGCTTCTACGACGCAGCAGCATCCTTCTCAGGATGCGCAGCAACCTCAAGC 
CTGCTCCCATGGGAATACCTCAAACTCACCCTTGACCGCGGCAACGCAACCCCAGAACAA 
ATGTGGGGACCACGTGGTGGCGAATACAACATCTACAACGACGCACTGATCAACTCCGAC 
AAACTACGCGGAACCGAACTATACGTCTCCAACGCATCCGGCCTTGCTGGTGAATGGGAA 
TCCGTCGACAGCCCACGCTTCGAAGGACTCAACCAACAAGTTCAGTCCATCGCAATGGCA 
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GAAACTGTGGTAACCGGCGGCATCATCGAAGCTGCAACCAACAAGTGCACCCACGACCTC 
AAGGCAAAACTTGACTCCGCCGGCATCCCAGCCGACTGGAACCTCCGCCCAACCGGCACC 
CACTCATGGGGCTGGTGGCAAGATGACCTCCGCGGATCTTGGACCACCTTCGCTCGTGCG 
TTTGAGCTAGAGGCC 

>RXA0127 4 -downstream 

T AG AAAC AG AT T T AAC AT T G AAA 

>RXA01278 -upstream 

TTATCCGTAGGTGACAAACTTTTTAATACTTGGGTATCTGTCATGGATACCCCGGTAATA 
AAT AAG T G AA T T AC C G T AAC C AAC AAG T T G G G G T AC C AC T 

>RXA01278 

GTGGCACAAG7\AGTGCTTAAGGATCTAAACAAGGTCCGCAACATCGGCATCATGGCGCAC 
ATCGATGCTGGTAAGACCACGACCACCGAACGCATCCTCTTCTACACCGGCATCAACCGT 
AAGGTCGGTGAGACCCACGACGGTGGCGCAACCACCGACTGGATGGAGCAGGAGAAGGAA 
CGCGGCATCACCATTACCTCCGCCGCGGTTACCTGTTTCTGGGATAACAACCAGGTCAAC 
ATCATTGACACCCCTGGCCACGTTGACTTCACCGTTGAGGTTGAGCGTTCCCTCCGCGTG 
CTTGACGGCGCAGTTGCTGTGTTCGACGGCAAGGAAGGCGTTGAGCCACAGTCTGAGCAG 
GTTTGGCGTCAGGCTACCAAGTACGACGTTCCACGTATCTGCTTCGTGAACAAGATGGAC 
AAGCTCGGTGCTGACTTCTACTTCACCGTTGGCACCATCGAGGACCGCCTGGGTGCAAAG 
CCATTGGTTATGCAGCTCCCAATCGGTGCTGAGGACAACTTCGACGGCGTCATCGACCTT 
CTTGAAATGAAGGCACTGACCTGGCGTGGAGTTACCCCAATTGGTACCGAAGCTACCGTT 
G AGG AG AT C C C AG C AGAG C T C G C AG AC C G C G C AG C T GAG T AC C G T GAG AAG C T T C T C GAG 
ACCGTTGCAGAGTCCGACGAAGAGCTCATGGAGAAGTACTTCGGTGGCGAAGAGCTCAGC 
ATCGCTGAGATCAAGGCAGCTATCCGTAAGATGGTTGTTAACTCTGAGATCTACCCTGTT 
TACTGTGGCACCGCCTACAAGAACAAGGGCATCCAGCCACTGCTCGACGCAGTCGTTGAC 
TTCCTGCCTTCCCCACTGGATCTCGGCGAGACCAAGGGCACTGACGTTAAGGATCCTGAG 
AAGGTTCTGACCCGTAAGCCTTCCGACGAAGAGCCACTGTCTGCACTTGCATTCAAGATT 
GCAGCTCACCCATTCTTCGGTAAGCTGACCTTCGTTCGTCTGTACTCCGGCAAGGTTGAG 
CCAGGCGAGCAGGTTCTTAACTCCACCAAGAACAAGAAGGAACGCATTGGTAAGCTGTTC 
CAGATGCACGCCAACAAGGAAAACCCTGTTGAGGTTGCACACGCTGGTAACATCTACGCG 
TTCATCGGCCTGAAGGACACCACCACCGGTGACACCCTCTGTGACGCAAACGCTCCAATC 
ATTCTTGAGTCCATGGACTTCCCGGATCCAGTTATCCAGGTTGCTATTGAGCCTAAGACC 
AAG T C T G AC C AG GAG AAG C T C GG C G TAG C TAT C C AGAAG C T T G C T G AAGAAG AC C C AAC C 
TTCACCGTTCACTTGGACGATGAGTCCGGCCAGACCGTCATTGGCGGCATGGGCGAGCTG 
CACCTCGATGTTCTTGTTGACCGCATGAAGCGCGAGTTCAAGGTTGAGGCAAACATCGGT 
GACCCACAGGTTGCTTACCGTGAGACCATCCGTAAGCCTGTTGAGTCCCTCAGCTACACC 
C AC AAG AAG C AG AC TGGTGGTTCCGGT C AG T T C G C T AAGG T CAT CAT C AC CAT T GAG C C T 
T AC G C AC C T GAG G C AG AC GAG C T T G AAG AG G G C GAG T C C G C AA T C T AC AAG T T C GAG AAC 
GCTGTCACCGGTGGTCGTGTTCCACGTGAATACATCCCATCCGTTGACGCTGGTATCCAG 
GACGCAATGCAGTACGGCTTCCTGGCTGGCTACCCACTGGTTAACGTCAAGGCAACCCTT 
GAAGATGGCGCTTACCACGACGTTGACTCCTCTGAAATGGCCTTCAAGCTCGCCGGTTCC 
CAGGCGTTCAAGGAAGCTGTTGCAAAGGCAAAGCCAGTCCTCCTCGAGCCAATCATGTCC 
GTTGAAATCACCACTCCTGAGGAGTACATGGGTGAAGTCATCGGTGACGTGAACTCCCGC 
CGTGGCCAGATCGCTTCCATGGATGACCGTGCAGGCGCCAAGCTGGTTAAGGCTAAGGTT 
CCACTGTCTCAGATGTTCGGTTACGTCGGTGACCTTCGCTCTAAGACCCAGGGTCGTGCA 
AACTACTCCATGGTCTTCGATTCCTACGCTGAGGTCCCAGCCAACGTTGCAGCAGATGTT 
ATTGCTGAGCGCAACGGCACCGCTTCC 

>RXA01278-downstream 

T AAAG AT C G T T T AGAT C C G AAG G 

>RXA012 83 

ACCCGCCAGGGTGTTCGCGTTCCTGTCGCTGCTGAGGTTCTGGATGCAACTGGTGCTGTC 
ACCGGCTACACCCGCCATGACCTGATCGAGACTTCTGTCTCCGGTCGTGTTCTGGCTGGC 
GATGCAACCAACGCTGCAGGCGAGGTTGTGCTTGCTGCTGGTACCGACCTGACCGAGCTC 
AACATTGACCTTCTGGTCGAGGCTGGCATCAAGGACGTCAAGGTTCGTTCCGTACTTACC 
TGCCAGACCCCAACCGGTGTTTGTGCTAAGTGCTACGGCAAGTCCATGGCTTCCGGCCAG 
CAGGTTGATATCGGAGAGGCTGTCGGTATTGTTGCTGCACAGTCCATTGGTGAGCCTGGT 
ACCCAGCTGACCATGCGTACCTTCCACCAGGGTGGTGTCGGTGGCGATATTACCGGCGGT 
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CTGCCTCGTGTTCAGGAGCTGTTTGAGGCACGTGTTCCTAAGAACTGTGCACCAATTGCT 
TCTGTTGAAGGTGTTATCCACCTTGAGGATGAAGGCAACTTCTACACTCTGACCATCGTT 
CCTGACGATGGCTCCGACAACGTTGTCTACGAGAAGCTGTCCAAGCGACAGGGTCTTGCA 
TCCACTCGCGTGGCTATGGAGTCCAACGCTGGTGCGTTCATTGAGCGCACCTTGACCGAA 
GGTGACCGCGTCACCGTTGGTCAGCGTCTGCTCCGTGGTGCAGCTGATCCACACGACGTG 
CTCGAGATCCTCGGTCGCCGCGGTGTGGAGCAGCACCTCATCTATGAGGTGCAGGCTGTT 
TACCGTGCACAGGGTGTGGCCATCCACGACAAGCACATCGAAATCATCATTCGTCAGATG 
CTGCGTCGCGGTACCGTCATTGAGTCCGGTTCCACCGAGTTCCTTCCTGGTTCTTTGGTT 
GACCTCTCTGAGGCGAAGCTGGCTAACTCTGAGGCAATCGGTGCGGGCGGTCAGCCTGCA 
GAGCTGCGTTCTGAGATCATGGGTATCACCAAGGCCTCTCTCGCAACTGAGTCTTGGCTG 
TCTGCAGCGTCCTTCCAGGAGACCACTCGTGTCCTGACTGATGCTGCTATCAACAAGCGC 
TCCGATAAGCTCATCGGCCTGAAGGAGAACGTGATCATCGGTAAGCTGATCCCAGCTGGT 
ACTGGTATTTCCCGTTACCGCAACATCTCCATCAAGCCAACCGAGGCTGCTCGCAACGCC 
GCATACTCGATCCCAACTTATGGTGAGTCGATTTACGGTGACGATGGATTCGGTGAGTTC 
ACCGGCGCATCCGTCCCATTGGATGAGGCTTTC 

>RXA01283-downstream 
TAG AG C AAG G AAAC C T T AAAT C C 

>RXA0128 4 

G T T G AC C AC G G T AAG AC C AC C AC C A C C G C G G C TAT C AC C AAGG T T C T G G C T G AC AC T T AC 
CCTGAGCTCAACCAGGCTTTCGCCTTCGACTCCATCGATAAGGCTCCTGAGGAGAAGGAG 
CGTGGCATCACGATCAACATCTCCCACGTTGAGTACCAGACTGAAAAGCGCCACTACGCA 
CACGTTGACGCTCCAGGCCACGCCGACTACATCAAGAACATGATTACCGGCGCTGCTCAG 
ATGGACGGCGCAATCCTCGTTGTTGCTGCTACCGACGGCCCAATGCCTCAGACCCGTGAG 
CACGTTCTTCTTGCTCGCCAGGTTGGCGTTCCTTACATCCTCGTTGCTCTTAACAAGTGC 
GACATGGTTGAGGATGAGGAAATCATCGAGCTCGTCGAGATGGAAGTTCGTGAACTTCTT 
GCTGAGCAGGACTACGACGAAGAGGCTCCAATTGTTCACATCTCCGCTCTGAAGGCTCTT 
GAGGGCGACGAGAAGTGGGGCAAGCAG 

>RXA01327-upstream 

GAAATCCAAATATCCTCTACGAACGCAATGGTCACACAGTTTTCAAACTCGAAATCGCCT 
TAT T C G AC AAC AT C GAT T G T AAC G C C T C G AC A T C G AC C G T 

>RXA01327 

ATGAGTATCGCAGCAACCGCGAAAGCCCTCGGTCTAGGCTGGGATCTCACCTGCCAACTA 

GCCCTAGATATGTGCCACGAACTCATCTACTACGACCCCACCCACCTAGAAATTGTGCAC 
GTTATTGGCGTCGATGAGCACAAA 

>RXA01327-downstream 
TGATCTCATAACCGATTAAAACA 

>RXA0132 8-upstream 

CACAAATGATCTCATAACCGATTAAAACATGGTGATGGCTATGTCACCGTCATTGTTAAT 
ATGACCAGCCTTCCACCGCGATGCCACGTCCCCAGCGAGG 

>RXA0132 8 

TTGCTTGATGTAGTCGAAGGCCGCAGTGCTGATGCGTTGCGGGCGTGGCTTGCACGCCGA 
AGCCCAGCATTTCGACACCAAGTACGCATTGTAACTATGGATGGATTCCAAGGCTATGCC 
ACAACCAGCAAACAACTTCTGCCCGCCGCACGCCGAGTCATGGATCCTTTCCACGTGGTA 
CTCCTCGCCGGCGATAAACTCACCCGATGCCGACAACGTTTGCAGCAGGAAAAATACCAC 
CGGCGGGGTTTGCATGATGACCCGTTGTATAAGAACCGGAAAACCTTGCTGACCACGCAA 

AAATGGTTGAGTAAGAAAAAGCAAAGCGTCTTGATGAGTTGTTTAGCTTTGATAAAGACT 
ACGCGGCACTGCAAC 

>RXA01328-downstream 
TGATGTGGCAGGCGTATCAAGGC 

>RXA0132 9-upstream 

AAAAGCAAAGCGTCTTGATGAGTTGTTTAGCTTTGATAAAGACTACGCGGCACTGCAACT 
GAT G TGGC AGGC G TATC AAGG CAT TAT T G AC T GAT AC AAC 
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>RXA0132 9 

ATGGCCGATAAACGCCGCGCAAAGACCATGATGCGCGAGATTGTTGACCAGATGCGGCTA 
CTGAAAGGACAAGCGAATCGAGAACTTGCACAACTAGGCCGCAGCCTACACAAACGCCTC 
GGTGACATCCTGGCGTATTTCGATGTCGGAATCTCTAACGGACCCGTAGAAGCAATCAAC 
GGACGACTCGAACACCTCCGCGGAATCGCCCTAGGATTTCGCAACCTCAACCACTACATC 
CTGCACTGTCTCATCCACTCCGGACAACTCACCCACAAAATCAACGCACTC 

>RX A 0 1 3 2 9 - down stream 
TAAAACCGGAAGAGCCCGATTGC 

>RXA0134 4 -upstream 

GGGGGATCGGGTTCCTCAGCAGACCAATTGCTCAAAAATACCAGCGGTGTTGATCTGCAC 
TTAATGGCCTTGACCAGCCAGGTGCAATTACCCGCGTGAG 

>RXA0134 4 

GTGCTGGAAGGACCCATCTTGGCAGTCTCCCGCCAGACCAAGTCAGTCGTCGATATTCCC 

GGTGCACCGCAGCGTTATTCTTTCGCGAAGGTGTCCGCACCCATTGAGGTGCCCGGGCTA 

CTAGATCTTCAACTGGATTCTTACTCCTGGCTGATTGGTACGCCTGAGTGGCGTGCTCGT 

CAGAAGGAAGAATTCGGCGAGGGAGCCCGCGTAACCAGCGGCCTTGAGAACATTCTCGAG 

GAGCTCTCCCCAATCCAGGATTACTCTGGAAACATGTCCCTGAGCCTTTCGGAGCCACGC 

T T C G AAG AC G T C AAG AAC AC CAT T G AC GAG G C G AAAG AAAAG G AC A T C AAC T AC G C GGC G 

CCACTGTATGTGACCGCGGAGTTCGTCAACAACACCACCGGTGAAATCAAGTCTCAGACT 

GTCTTCATCGGCGATTTCCCAATGATGACGGACAAGGGAACGTTCATCATCAACGGAACC 

GAACGCGTTGTGGTCAGCCAGCTCGTCCGCTCCCCGGGCGTGTACTTTGACCAGACCATC 

GATAAGTCAACTGAGCGTCCACTGCACGCCGTGAAGGTTATTCCTTCCCGTGGTGCTTGG 

CTTGAGTTTGACGTCGATAAGCGCGATTCGGTTGGTGTTCGTATTGACCGCAAGCGTCGC 

CAGCCAGTCACCGTACTGCTGAAGGCTCTTGGCTGGACCACTGAGCAGATCACCGAGCGT 

TTCGGTTTCTCTGAAATCATGATGTCCACCCTCGAGTCCGATGGTGTAGCAAACACCGAT 

GAGGCATTGCTGGAGATCTACCGCAAGCAGCGTCCAGGCGAGCAGCCTACCCGCGACCTT 

GCGCAGTCCCTCCTGGACAACAGCTTCTTCCGTGCAAAGCGCTACGACCTGGCTCGCGTT 

GGTCGTTACAAGATCAACCGCAAGCTCGGCCTTGGTGGCGACCACGATGGTTTGATGACT 

CTTACTGAAGAGGACATCGCAACCACCATCGAGTACCTGGTGCGTCTGCACGCAGGTGAG 

CGCGTCATGACTTCTCCAAATGGTGAAGAGATCCCAGTCGAGACCGATGACATCGACCAC 

TTTGGTAACCGTCGTCTGCGTACCGTTGGCGAACTGATCCAGAACCAGGTCCGTGTCGGC 

CTGTCCCGCATGGAGCGCGTTGTTCGTGAGCGTATGACCACCCAGGATGCGGAGTCCATT 

ACTCCTACTTCCTTGATCAACGTTCGTCCTGTCTCTGCAGCTATCCGTGAGTTCTTCGGA 

ACTTCCCAGCTGTCTCAGTTCATGGACCAGAACAACTCCCTGTCTGGTTTGACTCACAAG 

CGTCGTCTGTCGGCTCTGGGCCCGGGTGGTCTGTCCCGTGAGCGCGCCGGCATCGAGGTT 

CGAGACGTTCACCCATCTCACTACGGCCGTATGTGCCCAATTGAGACTCCGGAAGGTCCA 

AACATTGGCCTGATCGGTTCCTTGGCTTCCTATGCTCGAGTGAACCCATTCGGTTTCATT 

GAGACCCCATACCGTCGCATCATCGACGGCAAGCTGACCGACCAGATTGACTACCTTACC 

GCTGATGAGGAAGACCGCTTCGTTGTTGCGCAGGCAAACACGCACTACGACGAAGAGGGC 

AACATCACCGATGAGACCGTCACTGTTCGTCTGAAGGACGGCGACATCGCCATGGTTGGC 

CGCAACGCGGTTGATTACATGGACGTTTCCCCTCGTCAGATGGTTTCTGTTGGTACCGCG 

ATGATTCCATTCCTGGAGCACGACGATGCTAACCGTGCACTGATGGGCGCGAACATGCAG 

AAGCAGGCTGTGCCACTGATTCGTGCCGAGGCTCCTTTCGTGGGCACCGGTATGGAGCAG 

CGCGCAGCATACGACGCCGGCGACCTGGTTATTACCCCAGTCGCAGGTGTGGTGGAAAAC 

GTTTCAGCTGACTTCATCACCATCATGGCTGATGACGGCAAGCGCGAAACCTACCTGCTG 

CGTAAGTTCCAGCGCACCAACCAGGGCACCAGCTACAACCAGAAGCCTTTGGTTAACTTG 

GGCGAGCGCGTTGAAGCTGGCCAGGTTATTGCTGATGGTCCAGGTACCTTCAATGGTGAA 

ATGTCCCTTGGCCGTAACCTTCTGGTTGCGTTCATGCCTTGGGAAGGCCACAACTACGAG 

GAT G C GAT CAT C C T C AAC C AG AAC AT C G T T GAG C AG G AC A T C T T G AC C T C GAT C C AC A T C 

GAGGAGCACGAGATCGATGCCCGCGACACTAAGCTTGGCGCCGAAGAAATCACCCGCGAC 
ATCCCTAATGTGTCTGAAGAAGTCCTCAAGGACCTCGACGACCGCGGTATTGTCCGCATC 
GGTGCTGATGTTCGTGACGGCGACATCCTGGTCGGTAAGGTCACCCCTAAGGGCGAGACC 
GAGCTCACCCCGGAAGAGCGCTTGCTGCGCGCAATCTTCGGTGAGAAGGCCCGCGAAGTT 
CGCGATACCTCCATGAAGGTGCCTCACGGTGAGACCGGCAAGGTCATCGGCGTGCGTCAC 
TTCTCCCGCGAGGACGACGACGATCTG 

>RXA0134 6-upstream 
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AAGGTGTGGTGAGTCACTGGCTAGATTTGATTTGTTGGCCATACCAAATCGGCCCACACA 
G G C AC G T T GC AAAC AG C AAC G C T C AC C CAT AG GAG AT T T A 

>RXA01346 

ATGCGCACAGCCACAAAAGTCATCGCAACAGTGATGGCCTCAACCCTGGCTATCGGGCTG 
GCATCTTGTTCCAGCTCTAGTGGCACCCCAGACGTGAATTACGTATCCGTCAACGGCACC 
GAACCTCAGCGCGGACTCATCCCGGGCGACACCAATGAAAACGGCGGTGGGCGAGTGGTG 
GACATGCTGTACTCTGGGCTCGTCTACTTTGATGAAGCTGGCGTTGCTCAAAATGACCTG 
G C G G CAT C AAT T G AC C AGGAAAC AGAC AC C AC C T AC AAAAT C AC T T T G C G T GAT G GC AT C 

AAATTCAGTGACGGATCGGATATTACTGCCACTGATTTTGTGGATACCTGGAATTTTGTA 
GTGGAAAATGGACTGCTCAACACTTCTTTCTTCTCACCGATTAAAGGGTATGAGGAGGGC 
GTGGAAACGCTCGAGGGTTTGAATGTGGTGGATGATCGCACATTTACCATCGAGCTTGCC 
CAACCGGATTCTGAGTTCACCCAACGCATTGGCTACTACGGTTTTGCACCGATGCCAGCT 
TCGGCTCGCGATGATATTGACGCCTTTGGTGAAAACCCCGTGTCCTCTGGCCCTTACAAA 
C TAG AG C AG T G G GAT C AC AAC G C AG AAC T G AAAG T GG T G G C C AAT G AAC AC T AC GAT G G C 

CCGCGCGCAGCCAACAACGATGGCTTGAAGTACGTGTTCTACGCCCAAAATGATGCAGCT 

TATTCAGATCTGTTGGCTGGAAACCTAGATGTGCTGGATCTCATTCCACCATCGGCGTAC 

ACCACCTATGAAGAGGAACTGTCGGGTCGATCCATTAATCAACCTGCGGCCTCCTATCTG 

GAACTCTCCATTCGCATGGAATCCCCCAACTTTGAAGGGCAACAGGGACAGTTGCGTCGA 

CAAGCAATTTCTATGGCGATTAACCGTGAAGAAATCGCTGAGCAGATCTTCGCCGGCACC 

TACACGCCTGCGCTCGACTTCACCGCGCCCGTGCTCGACGGCTGGCGCGATGATTTGAAC 

GGCAATGACGTGCTGACTTTCCAGCCTGACAAGGCCCGTGAGCTGTGGGAAGACGCTGAG 

GAGATCGCACCTTTTGAGGGCGAATTGCAGATCAGTTACAACGCGGATGTTCCCAACCGG 

GAATGGGTGGATGCGGTAGCAAACAGCATCAGCAACGAATTAGACGTCAACGCCACTGGC 

AATCCTTTCCCCGATTTTAAATCCTTCCGCGACACATACCGCACCACCGGATTGGATGGC 

GCCTACCGCACCGCGTGGTTTGCGGACTACCCAAGCATCGGCAACTTCCTTGGACCTAAC 

TACACCTCGGGCGTGGCCTCCAACGATGCCAAGTACGAAAACCCAGAATTTGATCAATTG 

ATTGCCGACGCCGCAGCAGCCTCCACCAAGGAGGAAACCTTCCAGGCATATGCGCAGGCC 

CAGGAAATGTTGTTGCGCGATCTTCCCGCAATCCCACTGTGGTACCCGAATGTGGTTGGC 

GGCTACTCAGAATCCGTGGACAACGTCTCCGTAAACTGGAAGGCCATACCTGTTTATTGG 
GCAATTACAAAGCAA 

>RXA 0 1 3 4 6 - down stream 

T AAAC T C ATT AAC CTAAATCCGG 

RXA0134 7-upstream 

TCCGTAAACTGGAAGGCCATACCTGTTTATTGGGCAATTACAAAGCAATAAACTCATTAA 
CCTAAATCCGGATACTTGATAAACAAGTACAGGGGTTAAG 

>RXA0134 7 

ATGGTCTGCGTGACTGACCAGAATAATGAGACCACCAGCCAGAACCGCGCAGACAAGCTG 
CCCAAGTCCTGGGATCCTAAAGCTGTAGAAGCTGATTTGTACCAGGGCTGGGTAGACGCC 
GGTTATTTCACTGCCGATCCTGCTAGCGACAAGCCAGGATTCTCCATTGTTCTGCCTCCA 
CCAAACGTGACCGGCCAGCTGCACATGGGACACGCACTTGACCACACCCTGATGGATGCT 
CTTGCACGTCGCAAGCGCATGCAGGGCTTTGAGGTTTTGTGGCTGCCAGGTATGGACCAC 
GCGGGTATCGCGACCCAGACCAAGGTCGAGGAGATGCTGAAGGAAACTGAAGGCAAAACT 
CGCTACGACTATGACCGCGAAGAGTTCATCGCCAAGGTCTGGGAGTGGAAGCAAGAATAT 
GGTGGAAAGATCGGCGAGCAGATGCGCGCCATCGGCGATTCCGTGGACTGGTCCCGCGAG 
CGTTTCACCTTGGATGACGGCTTGTCCCGCGCCGTCCAAACGATTTTCAAGAAGCTTTTC 
GACGCCGGCCTCATCTATCAGGCCAACCGCCTCGTCAACTGGTCGCCCGTACTAGAAACC 
GCGGTTTCTGACATCGAAGTTATCTACAAGGATGTCGAAGGCGAACTGGTATCCATTCGC 
TATGGTTCCCTCAACGACGATGAACCACATGTCATTGTTGCCACCACCCGTGTGGAAACC 
ATGCTCGGCGACGTCGCTGTTGCCGTGCACCCAGACGATGAGCGCTACAAGGATTTGGTC 
GGACAGACCCTGCCTCACCCATTCCGCGATGACCTGAGCCTGAAGGTTGTTGCTGATGAT 
TACGTCGACCCAGAGTTCGGCTCCGGTGCCGTCAAGATCACCCCAGCACACGACCCTAAT 
GACTACGCTCTTGGCCTGCGCCACAACCTGGACATGCCTACCATCATGGACAAGACCGGA 
CGCATTGCCGATACCGGAACCCAGTTTGATGGCCTGACCCGCGAAGAAGCACGCATCAAG 
GTCCGCGAAGAACTCGCAGCCCAGGGTCGCATTGTCAAGGAAATTCGCCCATACGTCCAC 
TCCGTCGGACACTCCGAGCGTTCCGGCGAAGCTATTGAGCCTCGTCTGTCTCTGCAGTGG 
TTCGTCAAGGTCGAAGAGCTGGCCAAGATGTCCGGCGATGCCGTGCGCGAAGGCGACACC 
ACCATCCACCCGAAGTCCCTGGAGCCTCGCTACTTTGACTGGGTTGACAACATGCATGAC 
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TGGACCATTTCCCGTCAGCTGTGGTGGGGACACCGCATCCCAATTTGGTATGGACCAAAC 

GATGAAATCATCTGCGTTGGGCCTGATGAGCAGGCACCTGAGGGCTACGTCCAAGACCCA 

GATGTTCTAGATACCTGGTTCTCTTCTGCGCTGTGGCCATTTTCTACAATGGGTTGGCCA 

GAAAAGACCCCTGAGCTGGAGAAGTTCTACCCAACCTCCGTGCTGGTCACCGCCTACGAC 

ATCCTGTTCTTCTGGGTTGCCCGCATGATGATGTTCGGCACCTTTGCAGCCAAGGAAACC 

CCAGAACTTCTGGGCGAAGGCAAGGATGGACGCCCACAGGTTCCATTCACCGACCTCTTC 

CTGCACGGCCTGGTTCGCGATGAGCACGGCCGCAAGATGTCCAAGTCTTTGGGCAACGGC 

ATCGATCCGATGGATTGGGTGGAGAACTACGGCGCGGATGCGTTGCGCTTCACCCTTGCC 

CGTGGCGCTAACCCAGGCGTCGACCTGCCTGTCGGTGAAGACTCTGCACAGAGCTCCCGT 

AACTTTGCCACCAAGCTGTTCAACGCAACCAAGTTTGCGCTGATGAACGGTGCAGTGTCC 

GAAGGCCTGCCAGCACGTGAAGAACTCACCGACGCTGACCGCTGGATCGTGGACCTCCTT 

GAGCAGGTTCGCCTCGACGTTGATGCTTACCTGGACAACTACCAGTTCGCGAAGGCCAAC 

GAGGAGCTCTACCACTTTGCGTGGAACGAGTTCTGTGACTGGTACCTGGAAATCGCGAAG 
GTTCAGATC 

>RXA01355-upstream 

AGGCGCATGGCGCCGAGGTGCAGCTTTGGGCGAAGAAGTATTTTTCGGCACACGTGTGAT 
TCAGGTCAGCCTTAATGTAATGCTGCTAGAGTGAACTCCC 

>RXA01355 

GTGACTGATTTTTCTAGTGCTTCAAATGCTGACGATTCCACGCAGGACGGTCGTCCTGGT 

CGACGTGCTGGAAAGTCTAAGAAGGAATCGAAGCCAACTCCGTGGTACATCGAAATTCCA 

GTGGTTGTGGTTTTGACCCTCGCGCTGATTTTCGTGCTCCAGACGTTTGTCGGACGCATG 

TACATGATTCCGAGTGGTTCGATGGAACCTACTTTGCACGGATGTGAGGGCTGCACGGGT 

GACCGCATCCTGGTGGAGAAGGTTTCTTACTACTTCACGGATCCAGAGCCGGGCGATGTT 

GTGGTGTTCAAGGGTACTGATTCCTGGAACGTTGGATTCACTACGCAGCGTTCCGATAAT 

TCGGTGATCCGCGGCCTGCAGAACCTGGGTTCTTACGTGGGTCTTGTCGCACCTGATGAA 

AATGACCTGGTCAAGCGCATTATCGCCACCGGCGGTCAGACTGTTTCGTGCCAAGCCGGT 

GATCCTGGAATCATGGTTGACGGCAAGGAAGTCGATGACAGCTACACGCTGCAACCTGCG 

CAATTCCCCATCGATGAGACCTCCGGTTCCACCGAATGCGGCGGCAACTATTTCGGCCCC 

ATCACCGTGCCTGGCGGCAACTACTTCATGATGGGTGACAACCGCACCAACTCCATGGAT 

TCCCGCTACCACCTGGGCGATCAGTACCAAGGAACCATCCCTGAGGAAAACATCAAGGGC 

AAAGTTCAAGCAATTATCCTGCCATTTAGCCGAATCGGTGGCGTCGACGACCCTGCCATC 
AAAGGC 

>RXA01355-downstream 
TAGTAATTCGCTTTTCGACGCCC 

>RXA01387-upstream 

ACGCCGACACCGCATAGCAGATCAGAAAACAACCGCTAGAAATCAAGCCATACATCCCCC 
GGACATTGAAGAGATGTTCTGGGGGGAAAGGGAGTTTTAC 

>RXA01387 

GTGCTCGACGTAAACGTCTTCGATGAGCTCCGCATCGGCCTGGCCACCGCCGACGACATC 

CGCCGTTGGTCCAAGGGTGAGGTCAAGAAGCCGGAGACCATCAACTACCGAACCCTCAAG 

CCTGAGAAGGACGGTCTGTTCTGCGAGCGTATCTTCGGTCCAACTCGCGACTGGGAGTGC 

GCCTGCGGTAAGTACAAGCGTGTCCGCTACAAGGGCATCATCTGTGAACGCTGTGGCGTT 

GAGGTCACCAAGTCCAAGGTGCGCCGTGAGCGCATGGGACACATTGAGCTCGCTGCACCA 

GTAACCCACATTTGGTACTTCAAGGGCGTTCCATCACGCCTCGGCTACCTTTTGGACCTT 
GCTCCAAAG 

>RXA0 138 8-upst ream 

NNNNNNNNTNNNNNNNNNNNNNNNNAANNNNNNNTGCATCCCGGATCCAGGTATTCCTGA 
GTCCTTGAAGGTTCTCCTCAAGGAGCTCCAGTCCTTGTGC 

>RXA0138 8 

ATGAACGAGGAGGTTCTCTCCGCAAACGGCACTCCAATGAAGCTCGCGGGTGACGACGAC 

GACTTCGATCAGGCAGGCGCCTCAATTGGCATCAACCTGTCCCGTGACGAGCGTTCCGAC 
GCCGACACCGCA 

>RXA0138 8-downstream 
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TAG C AG AT C AG AAAAC AAC C GC T 
>RXA01398 

AAGGAAACCGCTGAGGATTACCGTTACTTCAACGATCCTGACCTGCCTCCAGTGATTGCG 
CCTCGTGAGTGGGTGGAAGAAATCCGCGCAACTCTTCCAGAGCTGCCTTGGGTTCGCCGT 
GCACGTATCCAGGAAGAGTGGAAGCTTTCCGACGCCGAGATGCGCGACCTCATCAACGCC 
AACGCGCTCGACCTCATCATCGAGACCGTGGAAGCGGGTACCACTCCTGATGAAGCTCGT 
GCTTGGTGGGTTTCTTACATCTCTCAGAAGGCTAACGAGTCTGGTGTCGAGCTCGATGCT 
CTCGGTGTTGCGCCAGCTCACGTTGCTCGCGTCGTTGCGCTTGTTTCTGAAGGCAAGCTG 
ACCAATAAGCTGGCACGTCAGGCTATCGACGGCGTTATTGCTGGCGAAGGCGATGTGGAC 
GCGGTTGTTGCTGCTCGTGGACTGGAAGTTGTTCGCGATGACGGCGCAATTGAAAAGGCT 
GTCGATGATGCCTTGGCTGCAAACCCAGACATCGTGGAGAAGTACCGCGCTGGCAACACC 
AAGGTCACCGGCGCCATCGTTGGTGCTGTCATGAAGGCGACCCGCGGTAAGGCTGACCCA 
GCTCAGGTGAACCAGCTGATCGCAAAGAAGTTGGCT 

>RXAO 13 98 -downstream 
TAAGCTTTTTGCCGTTGAGCTGC 

>RXA014 31-upstream 

AGCTTCTCTGGCCTAATTCACAGTTAGCCTTAAACCAAACCATGTACCAATGAATGTCGG 
ATTCCCCAGGAGTCCCGTCATTGTTAATTTAGGAGAAACC 

>RXA014 31 

AT GAG C AAT G T T G T T G C A G T AAC C GAG C AG AC C T T C AAG T C C AC C G T CAT C G AT T C C G AC 
AAGCCAGTCATCGTTGACTTCTGGGCAGAATGGTGTGGCCCCTGCAAGAAGCTCAGCCCC 
ATCATTGAGGAAATCGCAGGCGAGTACGGCGACAAGGCAGTCGTTGCCAGCGTCGACGTC 
GATGCAGAGCGTACCTTGGGTGCCATGTTCCAGATTATGTCGATTCCTTCTGTTCTCATT 
TTCAAAAATGGTGCAAAAGTCGAGGAATTTGTCGGTCTGCGCCCCAAGAACGAAATTGTG 
GAAAAACTAGAGAAGCACCTC 

>RXA014 31-downstream 
TAGCTGGTATTCTTACTGCAGTC 

>RXA014 32-upstream 

AGTTTTTCAAAGTGTCTGACGTTGAAAACGGTGAGTTCACAACTAGGGTGAATGGTGCAC 
GTGATGCTGCACTTTTACGTTTACTACTTTGAGGGAAACA 

>RXA014 32 

ATGTCTGAAGAACAATCTGCCGTAGCACCAAAGATTCATGATGTCGCCATCATCGGCTCC 
GGTCCAGCTGGCTATACCGCAGCAGTATATGCAGCCCGCGCTGACCTCAACCCCATCATG 
TTCGAGGGCTATGAATACGGTGGATCTTTGATGACCACTACTGACGTGGAAAACTTCCCA 
GGCT T T GAAAAGGG AAT CC TGGGCCC AGAGCT C AT GG AAAAC AT GCGCGCTCAGGCC GAG 
CGTTTCGGCACCGACATGCACATGGAGCTTGTCGACCGCGTTGATCTCACCGGCGACATC 
AAGAAGCTGTGGGTCGGCGACGATGAGTACCACGCGCGTGCTGTCATCTTGTCCATGGGT 
TCTGCACCTCGCTACTTGGGTGTGAAGGGCGAGCAGGAACTGCTCGGCCGCGGCGTTTCT 
GCATGTGCAACCTGCGATGGTTTCTTCTTCCGCGATCAGGACATCGCCGTGATCGGTGGT 
GGCGACTCCGCGATGGAGGAAGCAACCTTCCTCACCAAGTTCGCTCGCAGTGTCACCATC 
GTGCACCGCCGCGAAGAGTTCCGCGCCAGCGCCATCATGCTGGAGCGTGCTCAGAAGAAC 
GAG AAG AT TCGCTTCGT C AC C AAC AAG AC T G T C G AAG AG G T CAT C GAG G C AG AC G G C AAG 
GTCAGCGGTCTGAAGCTCAACGACACCGTCACTGGTGAAGATTCCGTCTTGGATGTCACC 
GCCATGTTCGTTGCCATCGGCCATGATCCACGCTCTGAAATCCTCGCAGGTCAGGTCGAG 
GTTGATCCTTCCAACTACGTTTTGGTTCAGGAGCCTTCCACCCGCACCAACCTTGATGGT 
GTTTTCGCTGCTGGCGACCTGGTGGACAGCCACTACCAGCAGGCCATCACCGCAGCTGGT 
TCCGGTTGCCGCGCAGCGATCGATGCAGAGCATTACCTAGCTTCTCTGGCC 

>RXA014 32-downstream 

T AAT T CACAGTTAGCC T TAAACC 

>RXA014 33-upstream 

CACTTGAGTGGGCGCCGAGAAGTATCTCTCAATGGAAAATCTGCCCATACTAAGCCGCAT 
AAGGGATACGGGGTGTGTCCCTCAACCTGCGGGGGATCTT 
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>RXA014 33 

ATGACAGTACTGCCTAAAAACCATGACCTAAGCGATACCCAACTCGTCAAACAGTTTATA 
T C T GG C G AC T C C AG G G C AT T T T C C AC CAT CAT T C AC C G C C AC G AAC G AC AT AT GAT G C AG 
G C AGC C AG AAAAT AC G G G C G G AAAC C AG AAG AC G C C C AAG AC AT T C T C C AAG AAG C T C T C 
TTTCGCGCCAGCCGAAACATGCACCTTTATAGAGCAGAAGCAGCTCTCGGCACGTGGCTC 
CACAAACTTGTCCTGAATAGCGGCTTCGATTGGGCTACCCACCGCTCCCAAGTAGAATTC 
CCCATCCTTAACGAACCAACAATCGATTTAGAAAAAGATCCTCGCCTAGCCACCGACCCC 
TTGGGCTACCTCGATGTCGCCATGACAATTCGATCCGCCATCGACCAATTACACCCCGAT 
CAACGCATCGCCTTAATACTTGTCGACCTCGGCGGCTACACCGTAGAAGATGTGGCCGAA 
ATCGAAGGAATCAAAGTAGGTACCGTTAAATCACGCCGAGGGCGCGCACGCAAAGCGTTG 
CGCGCCCTTTTACATGCAGATTTCTTCGGGCCCGAAGATGGCTCCATACAGTGCGAAAGC 
AAC 

>RXA014 33-downstream 
TGATGGAAGTTTTTCAAAGTGTC 

>RXA0 14 4 3-upst ream 

GAAAGCTGCTAAATATTTCCCGGCAAGAGACAAACTGGTGAGCTGCTTCCGGTTTGTTGA 
CGACGTGCGAAAAACCTATCCGGTTAAGCGGTTATGCGAA 

>RXA014 4 3 

GT GT T G AAAAT C AAC C GC T CC TCGT ACT AC AAATGGAAAAAG ACT GCCCCGACCAGG AGC 
AAC CGCCTGCT C AG C G AC G C AG T C T T AGG AG C G AAG AT C AA G T C C A T C T T C AC G AAAG AA 
CGCGGCTGCTACGGCTCAAAACGCATCACGGCTGAGCTCAACGATGATCCTGGCAGCACT 
CCGGTTAACCATAAACGAGTCGCCCGGATCATGGCATCATTAAAGCTGTTTGGTTTCACG 
AAGAAACGCAGGGTCATCACGACCGTGTCTGATAAAAAGAAGCCTGTCTTCCCTGACCTG 
GTCAAACGTCATTTTAACGCACTAGCAGCAAATGAAGTTTACGTCGGGGATATTACTTAC 
CTACCGATCGCAGATGGCACGAACATGTATCTGGCTACGGTCATTGATTGCTATTCCCGT 
AGGCTGGTGGGTTTTGCGATTGCGGATCATATGCGCACGTCATTGGTGCAGGAGGCATTG 
CTGATGGCGAAGAGTCAGCGAGGCAGCCTGAAGGGTGCGGTGTTTCATTCGGATCACGGC 
AGTGTGTACACCTCGCAGGCGTTTCAGGACACTTGTAAAAAGTTGGGTGTTCGTCAGTCG 
ATGGGTGCTGTTGGTACCAGTGCGGATAATTCGCTGGCGGAGTCGTTTAATGCCGCCCTC 
AAGCGAGAGGTGCTGCAGGATTCCAAGACGTTTGCCAATCAGTTGGTGTGCCGCCGGGAG 
GTATTTCGCTGGTGTACCAGGTACAGCACAAATCGCAGGCATTCTTGGTGTGGCTATGTG 
GTGCCTGCGGTGTTCGAGAGTAGAAATTTAGCTATTCTGAAATCTGTTTCC 

>RXA014 43-downstream 
TGATTAAATCGCCTGTGTTTCCA 

>RXA014 4 4-upstream 

TTTTACCCACCTTCCCTGTTTGTCGTTAAAGGGACCTGGCCCCTGTTTGGTAGACACCTA 
AC AT C C C AAC AT T C T G G GAT AGAAAGG T AAC C T AC C GAT C 

>RXA014 4 4 

AT G C C AAC C AAG AC C T A T T C C G AGG AG T T C AAAC G C G AC GCCGTTGCTTTG T AC GAG AAC 
TCCGACGGGGCCTCACTCCAACAGATCGCCAACGATCTCGGCATCAACCGAGTAACCCTG 
AAAAAC T G GAT C AT C AAAT AC G GAT C C AAC C AC AAC G T AC AAG GGAC AAC C C CAT C T G C G 
GCAGTCTCTGAAGCTGAACAAATCCGGCAGCTGAAGAAGGAAAACGCGCTACAACGCGCA 
AGAACGCGACATCCTGCGGAAAGCTGC 

>RXA0 14 4 4 -downstream 
TAAATATTTCCCGGCAAGAGACA 

>RXA014 4 9-upstream 

CGCTTCACATAACTGGCGGCCATTACACCCTTGCACGAACAACTGCTACATTATCTATCA 
TATTTTATTCATTAATATTGTTGCCGGAGGCATCATTTCC 

>RXA014 4 9 

TTGAAGCTCTTCATATCCCGCGCACTCATCGCCGGTACTGTTTCTTTGACTCTTTTCTCT 
T C AC CGCTCGCTTCCG C AC AG AG C T C G GG AC T C AG T T C AG T AC T AAG T T C C G AAG AC AG C 
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TCAGCAACTAATTCAGAGCAGGACTTTGAGAAAAGCTCCGAATCCGGATCTTCCGCCCAG 
GATTTCATCGCGCTTTCTACTGCCAACCCAGATCTCACTGGCGGTTCTGTTGAAGGCTTG 
CTGAGTTCGATGTCGCTGATTGGTTCGTCCCAGTTGCCTCTTGGAGGCCCGCTCTTGAGT 
AG T GAT T C C AAC TAT C C GC T C GAG AC AG AC C C C T C GAT T AC T GAG G C AAG AAT C G T C G AA 
AAGCGTGTTTTAAATGGTCTTCGACTGGAAAAATGGTCTGTTGCGTCGCCTTCGATGCAG 
CGCAATGTGGATGTGCAGATCATGAAGTCCGCGGAGGCGGACTCCCCTGCTCCGATGCTG 
TACATGCTTGATGGAATCGGCGGAAATAAGAATTCTTCTGGTTGGATCAATGGTGGCGAG 
GGTCCGAAGGTTTTCGCGGATGAAAATGTGACTGTAGTAATGCCGTTGGGTGCTGCTTCA 
TCCATGTACTCGGATTGGTTGGAAGAGGACCCTGCGCTAGGGCGCATCAAGTGGGAAACT 
TTTATCGTCGAGGAGCTCGCGCCCCTGCTTGAGGCTGAGGAAGAGCTGAACTTCAATGGT 
CACCGTGGCATCGGCGGATTATCCATGGGTGCTACTGGTGCGGTTCATTTAGCTAACTCG 
AACCCTGATCTCTTTGATGGAGTCATTGGCATCTCTGGTTGCTACTCCACGCTTGATCCC 
ATTGGACAAACCACGGTGTCACTAATTGTTAATTCTCGCGGTGGCAATGTAGAAAATATG 
TGGGGTCCCACTGGTTCTGAAACTTGGAAAGCTCACGATGTCACATCAAATCCTGAGGGG 
CTGCGCGACATGGCTGTCTATTTGTCAGCTGCGAACGGAGTTGTAGATGACATCGATTTG 
GCGGATTCCGAGAAAGAGCCT 

>RXA014 90-upstream 

CACACCAATGGTGACTACTGATCCTTGAAGATCAGCCGGAACGCTGTCTAGTCCACTCCA 
AATATCCACTGTTT T AG AC T AC GGC AT AGAC T C AACAG AC 

>RXA014 90 

ATGAATGCTCCTGCCCCTAAACCTGGACTCGTGATCGTCGACAAGCCCGCCGGAATGACA 
TCCCATGACGTGGTGTCCAAATTGCGCCGCGCATTTTCCACCCGCAAAGTAGGCCACGCA 
GGCACCCTCGACCCCATGGCAACCGGCGTGTTAGTCGTCGGAATTGAGCGCGGAACCCGC 
TTCCTGGCACACATGGTGGCCTCCACCAAAGCCTACGACGCCACCATTCGACTCGGCGCC 
GCCACCAGCACCGATGATGCAGAAGGCGAGGTTATCTCCACAACAGACGCATCCGGCCTC 
G AC C AC AGC AC CAT C C T T G C T G AAAT C G T C AAC C T C AC C G G C G AC AT CAT G C AAAAAC C C 
ACCAAAGTCTCCGCCATCAAAATCGACGGCAAACGCGCCCACGAACGCGTCCGCGACGGC 
GAAGAAGTAGACATTCCCGCACGTCCCGTCACCGTCAGCGTCTTTGACGTGCTCGACTAC 
CACGTCGACGGTGAATTTTATGACTTAGATGTGCGCGTCCACTGCTCCTCCGGCACCTAC 
ATCCGCGCGCTCGCCCGCGACCTCGGCAACGCTTTGCAGGTCGGCGGCCACCTGACCGCG 
CTTAGGCGCACAGAGGTCGGCCCTTTTACGCTTAACGACGCGACCCCCCTCTCCAAACTC 
C AAG AG AAT CC AG AAC T CTC CC T C AAC CTCGACC AG GC AC TC AC CCGCAGTTACCCAGTC 
CTTGACATCACCGAAGACGAAGGCGTTGACCTGTCCATGGGCAAATGGTTGGAACCTCGC 
GGACTGAAAGGCGTCCACGCTGCAGTAACACCATCAGGAAAAGCCGTGGCGCTCATCGAA 
GAAAAGGGCAAACGCCTGGCCACCGTGTTTGTTGCTCACCCCAACACTCTT 

>RXA014 90-downstream 
TAGTTGGTCTGCCAGAAGCCGAT 

>RXA014 93-upstream 

CCTGCTGCAGGCTATACCGCTCGTGGTACGGAAATCGAAGCCCTCGATACGTTGATTGAA 
GCAACCGTTACCTTGGGGGAGTCTTTGCGAAGCTCGGCGC 

>RXA014 93 

ATGTCGATGTCTAACAACGACTTTGAGCATGAGTCCCATGATGTTTCTGCAAAGCAGATC 
TTCGGGCTCGCGTTCCCCGCACTGGGTGTTCTAGCTGCGATGCCGCTGTATCTCTTGTTG 
GATACAGCGGTTGTTGGCACTTTGGGTGGCTTCGAATTGGCTGCGTTGGGCGCAGCAACA 
ACAATTCAAGCTCAAGTGACAACACAGCTGACATTCTTGTCCTATGGAACTACCGCGAGA 
TCATCGAGAATTTTCGGAATGGGTGATCGCCGGGGAGCAATTGCCGAAGGTGTGCAAGCA 
ACCTGGGTGGCACTCTTTGTAGGCTTGGGCATCTTAACGCTGATGCTCATTGGAGCCCCG 
ACTTTCGCGTTGTGGCTCAGTGGTGATGAAGCTCTAGCCCAAGAAGCAGGGCATTGGCTC 
CGGGTCGCTGCTTTTGCGGTGCCACTAATTCTCATGATCATGGCTGGCAACGGTTGGTTA 
AGAGGTATTCAAAACACCAAGCTGCCACTCTATTTCACCTTGGCGGGAGTCATCCCCGGC 
GCGATCTTGATTCCGATATTCGTGGCTAAGTTTGGACTTGTGGGCTCTGCCTGGGCAAAC 
CTCATTGCAGAAGCAAT TACTGCTTCGCTGTTTTTGGGTGCATTGATCAAGCACCACGAA 
GGTTCGTGGAAGCCGAGCTGGACGGTGATGAAAAATCAGTTGGTTCTTGGACGTGATTTG 
ATCATGCGGTCAATGTCGTTCCAGGTTGCTTTTCTTTCCGCGGCCGCTGTGGCTGCACGA 
TTTGGCACGGCATCCTTGGCGGCCCACCAGGTGTTGCTTCAGCTGTGGAATTTCATCACA 
TTGGTGCTGGATTCTCTAGCTATCGCGGCGCAGACCTTAACTGGTGCAGCCCTGGGCGCT 
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GGAACTGCGAAGGTCGCCCGCAGGGTGGGTAATCAGGTGATTAAGTACTCTCTGATTTTC 
GCTGGTGGCTTAGGTTTGGTGTTCGTGGTCTTACACTCGTGGATTCCGCGTATTTTCACT 
CAGGACGCCGACGTTTTAGATGCGATTGCTTCCCCGTGGTGGATCATGGTCGCGATGATC 
ATTTTGGGTGGCATTGTCTTTGCTATTGATGGTGTGCTGTTGGGTGCTGCTGACGCGGTG 
TTCCTCCGAAATGCCTCTATCTTGGCGGTTGTGGTCGGATTCTTACCAGGCGTCTGGATT 
TCCTATGCATTAGATGCAGGGCTGACAGGCGTGTGGTGTGGTTTGCTGGCGTTTATTCTG 
ATCCGACTATTTGCGGTGATTTGGCGGTTTAAGTCTATGAAGTGGGCGCGT 

>RXA014 93-downstream 
TAGCTTCGGCGCGTGGCAAACCA 

>RXA014 96 

GCAGACGCAGCAGCATTGGTTCAGGCTCTGTTCAACTTGGGTGAAATGGTCACCGCAACT 
GCATCGGTTTCTGATGAAACCTTGCAGCTGCTCGGTGAGGAAATGAACTACAAGGTTCAG 
GTTGTTTCCCCAGAAGATGAAGACCGTGAGCTGCTCGAAAGCTTCGACCTTCAGTTCGGT 
GAGGACGAAGGTGGCGAGGCTGACCTTGCTAAGCGTCCTCCAGTGGTTACCGTCATGGGT 
CACGTTGACCACGGTAAGACTCGTTTGCTGGATACTATCCGTAAGGCAAATGTGGGCTCC 
GACGAAGCCGGCGGCATTACCCAGGGCATTGGTGCATACCAGGTCAAGGTAAATGTCGAG 
GACACTGAGCGCACGATCACCTTCCTGGATACCCCAGGTCACGAGGCCTTCACCGCAATG 
CGTGCCCGTGGTGCAAAGTCCACAGATATCGCGGTTCTGGTTGTTGCAGCAGACGACGGC 
GTTATGCCTCAGACTGTGGAAGCAATCAACCACGCTAAGGCTGCAGATGTACCAATCGTG 
GTTGCAGTGAACAAGATTGATAAGCCAGAAGCTTCTCCAGAGAAGATCCGTGGTCAGCTG 
ACCGAATACGGATTGATCCCTGAAGAGTACGGTGGCGACACCATCTTCGTTGACATCTCT 
GCAAAGCAGGGACTGAACATCGATGAGCTGCTCGCTTCTGTCTGCCTGACCGCAGACGCT 
GAGCTTGACCTTGTTGCTAACCCAGAAATGGACGCACAGGGTGTTGCAATTGAAGCTCAC 
CTCGACCGTGGTCGTGGACCAGTGGCAACCGTTATCGTCCAGCGCGGTACCCTGCGCGTC 
GGTGACTCCATCGTTGCAGGCGATACCTACGGACGTGTTCGCCGCATGGTGGACGAATAC 
GGACGCGACGTTGAAGAGGCCGGACCTTCCCGTCCTGTTCAGGTTCAGGGTCTTAACGGT 
GTCCCAGGCGCCGGCGACAACCTTCTGGTTGTTGAAGATGACCGCATTGCACGTCAGATT 
GCTAACCAGCGCAACGCCCGCAAGCGTAACGCTCTGGCAGCACGCTCCCGTAAGCGCGTC 
TCCCTCGAGGATCTGGATTCAGTTCTTAAGGAACATAGCACCCTTAACCTCATTCTTAAG 
GGCGACAACGCAGGTTCCGTGGAAGCACTGGAAGAAGCATTGCTAAAGATTGAGATGGAC 
GATGAAGTCCAGCTCAACATCATCGACCGCGGTGTGGGTGCAGTTACCCAGACCAACGTC 
ACCCTTGCAGCTGCATCCGACGCTGTCATCATCGCCTTCAACGTTCGCGCTGAAGGTAAG 
G C AAC T GAG G AAG C AAAC GC AG AAG G C G T C GAT G T T C G T T AC T AC AC GAT CAT C T AC C G T 

GCTATCGAAGAGGTCGAGGCGGCCCTCAAGGGCATGCTCAAGCCAATCTACGAAGAGCGC 
GTTATCGGACATGCTGAGATCCGTGCGATCTTCAAGGCTTCCTCTGTCGGCCTCATCGCA 
GGTTGCATGGTTGAAGACGGCAAGGTGCGCCGAAACGCCACAGTCCGCATTATTCGCGAC 
GGCAACGTCATCGCCGAGAATGCAAAGATCGTGTCCCTTCGCCGTGAGAAGGACGATGCC 
ACCGAAGTCTCTGCAGGCTACGAGTGCGGTATGGTTCTGTCTTACCCAGACATCTCCGTC 
GACGACAAGATCGAGGTCTACGAAATGGTTGAGGTTCCACGCGAAGCT 

>RXA014 96-downstream 
TAAGCATTTCCGGCTCGGGGCAT 

>RXA01522-upstream 

CACGACAACGTCGGCCTACCCCTTGGAATCGGCTTCAAAAACATCGAAGGCTGATCCCGG 
TTTACCCAGTTCGCATACCTTTCGACTACCCTAGGAAATC 

>RXA01522 

GTGACTAATTCCAATCCCACTTCCAAGAACAATTCCGCCGATTTGCCTGAGCAGCTGCGA 
ATTCGTCGCGAAAAGCGCGAGCGCATTCTGGACAGTGGATTGGACGCCTACCCAGTCGAG 
GTTGATCGCACCATCTCAATCTCTGACCTGCGCTCCCAATTTGTTGTCATTACAGAAGAC 
C T C C AAG AG C G C G AAG AAG G C G T AAC C T AC C T C GAAG T AGGC GAAG AAAC C GAC G T T GAG 
GTCGCAATCGCTGGCCGCGTCATGTTCGTTCGCAACACCGGCAAGCTCTGCTTCGCATCC 
ATCCAAGAAGGAAACGGCACCACCGTCCAAGCAATGCTGTCCCTGGCAGCAGTCGGTGAA 
GAATCCCTCAAGGCCTGGAAAGCCGATGTGGACATGGGTGACATCGTTTCCGTCCGCGGC 
AAAGTAATCTCCTCCAAGCGTGGCGAACTCTCCGTGATGGCTGACTCCTGGCACATGGCC 
TCCAAGTCCCTGCGCCCACTGCCAGTCGCATTCGCGGACCTCAGCGAAGACACCCGCGTC 
CGCCACCGCTACACCGACCTCATCATGCGCGAACAAGCCCGCACCAACGCGCTCACCCGC 
ATCAAGGTCATGCGTGCACTCCGCCACTACCTCGAAGACCAAGACTTCCTTGAGGTAGAA 
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ACCCCCATGCTGCAAACCCTCCACGGTGGCGCAGCAGCACGACCATTCGAAACCCACTCC 
AACGCCCTCGACATTGACCTCTACCTGCGCATCGCACCAGAGCTTTACCTCAAGCGCTGC 
GTTGTCGGCGGCATCGAGCGCGTCTTCGAAGTCAACCGCAACTTCCGCAACGAAGGCGTC 
GACTCCTCCCACTCCCCAGAATTCGCCATGCTCGAAACCTACG7VAGCCTGGGGAACCTAC 
GAAACCGGCGCGAAACTGATCAAGGGTCTCGTCCAATCCGTCGCCCAAGAAGTCTTCGGA 
ACCACCCTGGTCACCCTCGCAGACGGCACCGAATACGACCTCGGCGGCGAGTGGAAAGTC 
AT C GAG AT G T AC CCTTCCCT CAAC GAAGC C C T C G C AC G C AAAT T C C C AGG AC AAC C AG AA 

GTAACCATCGACTCCACCGTCGAAGAACTCCGCGAAATCGCCAAGGTAATCGGCCTCTCC 
GTCCCCGAAAACGGCGGCTGGGGACACGGCAAACTCGTCGAAGAAATCTGGGAACTCCTC 
TGCGAAGACCAACTCTACGGACCAATCTTTGTCAAAGACTTCCCAGTAGAAACCTTCCCA 
CTCACACGCCAACACCGCACCAAGCCAGGCGTCACCGAAAAGTGGGACCTCTACGTCCGC 
GGATTTGAACTAGCAACCGGATACTCCGAACTCATCGACCCAGTCATTCAACGCGAACGC 
TTCGAAGGCCAAGCCCGCCTCGCCGCCGACGGAGACGACGAAGCCATGGTCCTCGACGAA 
GACTTCCTCACCGCAATGGAACAAGGCATGCCACCAACCTCCGGCAACGGCATGGGAATC 
GACCGCCTCCTCATGGCCCTCACCGGCCTCGGAATCCGCGAAACCGTACTCTTCCCAATG 
GTGAAACCAGAACAAAAG 

>RXA0 1522 -downstream 
TAGGTTTTTGCTCTTTGTGCTTG 

>RXA01530-upstream 

CGCGCCATCGCTCGTGACGGCCGCAAGGCGAAAAACCACCTCCTGGAAGCCAACCTTCGT 
CTGGTTGTCTCCCTGGCAAAGACGCTACACCGGCCGTGGC 

>RXA015 30 

ATGGCATTCCTGGACCTCATCCAGGAAGGCAACCTCGGTCTGATTCGTGCCGTAGAGAAG 
TTCGACTACTCCAAGGGCTACAAGTTCTCCACCTACGCAACCTGGTGGATCCGTCAGGCA 
ATCACCCGCGCCATGGCCGACCAAGCACGAACCATCCGTATCCCAGTCCACATGGTTGAA 
GTGATCAACAAACTTGGTCGCATCCAACGTGAACTCCTTCAGGAACTCGGCCGCGAACCA 
ACCCCACAGGAACTGTCCAAAGAAATGGACATCTCCGAGGAAAAGGTACTGGAAATCCAG 
CAGTACGCCCGCGAACCAATCTCCCTGGACCAAACCATCGGCGACGAAGGCGACAGCCAG 
CTCGGCGACTTCATCGAAGACTCCGAAGCCGTCGTCGCAGTCGACGCCGTCTCATTCACC 
CTGCTGCAAGACCAGCTACAGGACGTCCTAGAGACCCTCTCCGAACGTGAAGCCGGCGTG 
GTTAAACTCCGCTTCGGACTCACCGACGGAATGCCACGCACTTTAGACGAAATCGGCCAA 
GTTTACGGTGTCACCCGTGAGCGCATCCGCCAGATTGAGTCCAAGACCATGTCTAAGCTG 
CGCCACCCATCACGCTCCCAGGTCCTTCGCGACTACCTGGAC 

>RXA01530-downstream 
TAAAACCCCAGTCGGGCTCAAGA 

>RXA01531-upstream 

TAGGCGGAAAGGGCGTTAAGTACTTGCCATTTAATCCTCAGCATCACTCGGATCAGTCGG 
AG A T G T C GAT G AAAA T G C ACC AG GAG C C G T G GAG AG C A G C 

>RXA01531 

A T G G T AG AAAAC AAC G T AGC AAAAAAG AC G G T C G C T AAAAAG AC C G C AC G C AAG AC C G C A 
CGCAAAGCAGCCCCGCGCGTGGCAACCCCATTGGGAGTCGCATCTGAGTCTCCCATTTCG 
GCCACCCCTGCGCGCAGCATCGATGGAACCTCAACCCCTGTTGAAGCTGCTGACACCATA 
GAGACCACCGCCCCTGCAGCGAAGGCTCCTGCGGCCAAGGCTCCCGCTAAAAAGGTTGCC 
AAG AAG AC AG C T C G C AAG GC AC C T G C G AAAAAG AC T G T C GC C AAG AAAG C C AC AAC C G C C 
AAGG C T G C AC C T GC AAC T G C C AAG GAC G AAAAC G C AC C T G T T GAT GAC G AC G AGGAG AAC 
C T C G C T C AG GAT G AAC AGGAC T T C G AC GG C GAT GAC T T C G T AGAC G G C AT C GAAGAC GAA 
G AAG AT G AAGAC G G C G T C G AAG CCCTCGGT GAAG AAAG C G AAG AC GAC GAAG AG GAC GG C 
TCATCCGTTTGGGATGAAGACGAATCCGCAACCCTGCGTCAGGCACGTAAAGATGCCGAG 
CTCACCGCTTCCGCCGACTCTGTTCGCGCTTACCTGAAGCAAATCGGTAAAGTTGCCCTG 
CTGAACGCTGAACAGGAAGTCTCCCTGGCAAAGCGCATCGAAGCAGGCCTTTACGCCACC 
CACCGCATGGAGGAAATGGAAGAAGCTTTCGCAGCCGGTGACAAGGACGCGAAACTCACC 
CCAGCCGTCAAGCGTGACCTCCGCGCCATCGCTCGTGACGGCCGCAAGGCGAAAAACCAC 
CTCCTGGAAGCCAACCTTCGTCTGGTTGTCTCCCTGGCAAAGACGCTACACCGGCCGTGG 
CATGGCATTCCTGGACCTCATCCAGGAAGGCAACCTCGGTCTGATTCGTGCCGTAGAGAA 
GTTCGACTACTCCAAGGGCTACAAGTTCTCCACCTACGCAACCTGGTGGATCCGTCAGGC 
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AATCACCCGCGCCATGGCCGACCAAGCACGAACCATCCGTATCCCAGTCCACATGGT 

>RXA01531-downstream 
TGAAGTGATCAACAAACTTGGTC 

>RXA01541 

ATTTTTAACTCCCACCGCGCACCACGTCTGGCATCCACGGTCATTATTGCCCGCGAGTCT 
GCTGACTCAGGTACCTTAGAATTCTTTATCCAGCAGCGACAATCCACTATGGCTTATGCA 
GCAAACGCTGTTGTTTTCCCAGGCGGCGGTGTTGAGGACAGCGATTATCCCTTTATGCTC 
C C C C AC C G C GAT C AG C AC AT G T C G C C T G AAC AC AT C AAG CAT CAT GC C AG C C G AC T C C AC 
ATGGACTCAGAAACTATGGCAGCTCATATTTCCGCTGCACGCCGGGAAGTATGGGAAGAA 
ACAGGCGTTGATCTCGGTAATTACAACCATGAACTCATCCCGATCGACCGCTGGATCACA 
CCTGATATTCCTGCTTTTAGGCGCCGTTACGACACCGCCACCTTTGTACTTATTCTAAGC 
AAAGACAGCACTAACGCAGCTCTGCAGCACCAGCATCAAACCACCGAGGCCACCCATTCT 
TATTGGGCAACTGCAGAAGAACTGCTCACTCAATGGTCAACAGGTCATCTCAACCTGTTG 
TTACCAACGTGGTGGCATATCAACCAGCTCAATCACCTCCACACGCTAAACCAGCTGTAT 
AGCTTTGCCCAGCGTACCCATAATCCGCAGCACACTCCACCCACAGTGTTTGCTAACTGG 
ACTGCACCGGCTGATGAGGCCGCCATGCAGCACTATGGGTTCCCTGATCCCGATGCGTAC 
T T T G AC CAT G C C AC TAT C G C AG G AAAAC AC C AC AC AC T C A T C AC AAG AAAG 

>RXA01541-downstream 
TAGGTCTCACCATGACTTTTGCA 

>RXA0155 6 

AACATCCGCTTTGAGACCCTCAACATCATGGGACCTGCGCGTCGCATCCACCTGGGTCAC 
GTGTGGAATGATCGCCTGACCTTTGAATACAGTCGCTCGCTGTTCGGTAAAGAGACCCTG 
TCGCCAGACATCGCGCGCCTGTTCACCGACCGCGTTCCCACCCCTCCGCTGCCAGCTCCG 
CGTAAAGCGCGCGCAGTGGCGCAGGTGCTGGTGTCCAACCCTGCGGATCAGACCAGTTTG 
GAAGAATTTGCGGAGATCCAAGGCGTTTCGGCGCGTACTTTGCAGCGCCAGTTCCTCAAA 
TCCACGGGCTATTCATTCAGCGAATGGCGTGCTGCGCAGCGCGTCTGCGTCGCCGCGAGC 
CTGCTGGCCCACGACTTCAGCATTTCAGTGGTTGCGAACCTCGTCGGGTTCGCCGCGACC 
AGCAGCTTGACCAGAGCTTTTCGACGCCACACCGGTGCAACTCCGTCCACCTTTACTACT 
GGACAGATCGGCATGGGCTCCGCAGGTCACCCACCACGCATCCCAGCAACCACCACGTTT 
G C C G AAG C GC AT C AG G AC C AG C AG C T G T G GAT T T AC AGC G G AAC C G C AAC C G T C AC C AC C 
CCCGGCTACTGCCGATTCATGGGACAAGGTGACATGGTGACCATCCCTGCCGGCACCCAA 
ACCCGCATTGACGTGGCAGCCGGATCCATCGCATTCCCAGTCCCAGTTGGACTCGACGAA 
TGGGGAATGGACCTAACCCGCGTCGTGGCTGTTAATAACCAGCAGCCAAAGCCACTGACC 
ATTTTGGAACAGTCTGAATGGTCCAAGCTCAGCGAAGAACTTCTGAACACTCCTGTACCT 
GTACAAATG 

>RXA0 155 6-downst ream 
TGAAGGTAGTAAAGGTGTGAAAA 

>RXA01558-upstream 

CCAAGAATGCGGCAGCTGATAAGGCTTCCACTGACAATTCTTCCACTGACAATTCTGAAG 
C AC C T G G C AC C GAT AC G AAC C AAG AG GAG GAG AAG T AGC C 

>RXA01558 

ATGACTGATTCCCAGACTGAATCACTGTCAACTCAGAGCGTAAAACCAGCCAAAAAACGC 
AGTTGGTTCAACAGCCTCTACACCGGTGACGGCGGCATTGACTTCATCGCCAAAACCAAA 
CTGTGGTACTGGATCACCGGCATTTTGCTGGTTATCTCGATCCTGTTCATCGCCATCCGT 
GGCTTCTCCCTGAGCATCGATTTCCAGGGCGGTACCAAGATGAGCATGCCAGCATCGGAT 
TACTCCACCGAACAGGTGGAGGAAACCTTTACTGAAGCCACCGGCATTACTCCGGAAATC 
GTGCAGATCGTCGGTTCCGGCGACGCCCGCACCCTGGAGATCTACTCCGAGCGACTCAGC 
GATGAGGATGTAGAAAAAGCCCGCCTGGCGATCTACGAGGAATACCAACCCCTAAACTCT 
GAGGGCCAGCCAAGCCCAGATGCCATCGGTAATTCCACGGTGTCGGAATCATGGGGTTCC 
ACCATCACCCAACGCATGGTGTTGGCTCTGATTGCCTTCCTGGTTATTGCAGCGATCTAC 
ATTGCTTTCCGCCTCGAGCGTGAAATGGCCATCGCCGCCATGGCAGCATTGGTTGTTGAC 
GGCATCGTCATCGCCGGCATCTACGCCGTCATCGGCCTCGAAGTATCCCCAGCAACCGTC 
ATCGGTCTGCTCACCGTGCTGACCTTCTCCATCTACGACACCGTCGTGGTCTTTGACAAG 
GTCAGAGAAAACACCGAAGGCTTCGAAGGCAGCCGCAGACGAACCTACGCCGAACAAGCC 
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AACCTGGCGGTCAACCAGACCTTCATGCGTTCGATCTCCACGACAATCATCTCTGCACTT 
CCGATCATCGCTTTGATGGTTGTCGCCGTCTGGATGATGGGTGTTGGCACCCTCAAAGAC 
CTCGCACTGATCCAGCTGATCGGCGTCATCGAAGGCACCTTCTCCTCCGTCTTCCTGGCA 
ACCCCACTGCTGGTCAGCCTGAAAAACCGCCTGAGCAAAACCAAAGCGCACACCGCTTCC 
G T TAT G AAG T T G C GC G AC GG C C AAAGC AC G C T TAT C GAC G C C AC C C C AC AC AC C AAC G C C 

GACGCCTTCGCGCACGGCACCGAAAGCGACACTGACGGTGTGACCCCCGAAGCACCTGCA 

AAACGTACAGTAAGCAAACCCATTGTGGATGATCACCGATCAAGCGGAACCTGGCGACCA 
GGCAGAAGC 

>RXA01558 -downstream 
TAAACCAATTGGAGAACGAAGAA 

>RXA01559 

ATCACGGCACCACTGGTTATCCTGGCATCACGCAACCCATTCTTTGCCAAGTCATCGGTC 
AACGGCATGGGACGAGTGATGAAGCTCGTTGAAGAACGCCGCGCCAACGGTGAATTGGAT 
GAGCCTGAGTACCTGAAAAAGATCCATGCCAAGAATGCGGCAGCTGATAAGGCTTCCACT 
G AC AA T T C T T C C AC T G AC AA T T C T G AAG C AC C T G G C AC C GAT AC G AAC C AAG AGG AG GAG 
AAG 

>RXAO 155 9-downst ream 
TAG C C AT GAC T GAT T C C C AGAC T 

>RXA01 58 2 -upstream 

AATCACTCAATTTGGCCACAGCAGCGTCAATTTGTCTGTACGAATCCTCCAAGGCACTAT 
TCGCCGGTGAGTAAACCCCAATTCATGCCCAGCGGGTATG 

>RXA015 82 

ATGGCGGGGTTAGTTGACTTAACAATAAACATGAGGGAAGGGCTGGACTACACGGTGTCC 

GAAATTCAGTTGACCGAAGCCAGTTTGAACGAGGCGGCCGACGCCGCGATCAAGGCTTTC 

GACGGTGCACAAAACCTAGATGAACTCGCAGCACTACGCCGCGATCACTTGGGTGATGCC 

GCACCTATTCCGCAGGCACGACGCTCATTGGGAACTATTCCTAAAGATCAGCGCAAGGAT 

GCGGGCCGCTTTGTCAACATGGCACTTGGTCGCGCAGAAAAGCACTTTGCTCAGGTCAAG 

GTTGTTTTGGAAGAAAAGCGCAACGCAGAAGTCCTAGAGCTTGAGCGCGTTGACGTCACC 

GTTCCAACCACCCGCGAGCAGGTTGGTGCGCTGCACCCCATCACGATCCTCAACGAGCAG 

ATCGCAGACATCTTCGTGGGCATGGGCTGGGAAATCGCCGAGGGCCCAGAGGTGGAAGCA 

GAATACTTCAACTTCGACGCACTGAACTTCCTGCCTGATCACCCAGCTCGTACACTGCAG 

GACACCTTCCACATTGCGCCGGAAGGCTCCCGCCAGGTGCTGCGTACCCACACCTCACCA 

GTTCAGGTGCGCACCATGCTCAACCGTGAAGTTCCGATCTACATCGCATGCCCTGGCCGT 

GTGTTCCGTACCGACGAACTCGATGCAACACACACCCCTGTGTTCCACCAGATCGAAGGC 

CTTGCAGTTGATAAGGGTCTGACTATGGCTCACCTGCGCGGCACCTTGGATCACCTGGCC 

AAGGAACTCTTCGGCCCAGAGACCAAGACTCGTATGCGCTCCAACTACTTCCCATTCACC 

GAGCCTTCCGCTGAGGTTGATGTGTGGTTCCCTAACAAGAAGGGTGGTGCAGGCTGGATC 

GAGTGGGGTGGCTGTGGCATGGTCAACCCAAACGTGCTTCGTGCCGTGGGTGTTGACCCA 

GAGGAGTACACCGGATTCGCGTTCGGCATGGGCATTGAACGTACCCTGCAGTTCCGCAAC 

GGCCTGAGCGATATGCGCGACATGGTTGAGGGCGATATTCGCTTCACCCTCCCATTCGGC 
ATTCAGGCA 

>RXA01582-downstream 

T AAC T CATC C C G C AC AC GAC T T A 

>RXA01583-upstream 

TGCCATCGTCTGATTTGGACTCAGGTTATGTCCGCGTCGGCTTTGAAACCGAAGGCTACT 
GGCCAATCCCTGAAACCACCGGACCACTCGTTTTCGGCGC 

>RXA01583 

GTGGAAACCATCGAAGAGCTCACCGAGTTCAAGAAGCCCATCCGCCACTGCCACGTCAAT 
GTTGGCGACGCCAACGGAACCGGCGAACTGCAGTCCATCGTTTGTGGCGCCCGCAACTTC 
AAGGAAGGCGACACCGTTGTCGTGTCCCTTCCTGGCGCTGTGCTGCCTGGCGATTTCGCG 
ATCTCTGCTCGTGAAACTTACGGACGCATGTCTGCAGGCATGATCTGTTCTGCCTCTGAG 
CTGGGTCTTGCTGATAAGCAGAACTCCGGCATCATCACCCTGGATCCTTCTTACGGCGAG 
CCTGGCGAAGACGCACGTCAAGCACTGGGACTTGAAGATACCGTTTTCGATGTCAACGTC 



Appendix A ? Page 35 




Attorney Dq^^No.: BGI-127CP 



ACCCCAGACCGCGGTTACGCACTGTCTGCTCGTGGCCTGACCCGCGAACTGGCATCGGCT 
TTCAGCCTGACCTTCACCGACCCTGCGATCGAGCCAGCTGTAGCAGGCATTGAGGTCAAG 
GTCCCAGCAGTTGAAGGTTCCTTGATTAACGTGGAGCTGCGTGAAGAGACCAAGGCAATC 
CGTTTCGGTCTGCGTAAAGTCTCTGGCATTGATCCAGCAGCAGAATCCCCATTCTGGATG 
CAGCGTGAACTCATGCTCTCTGGTCAGCGACCAGTCAACGCCGCCACCGACGTCACCAAC 
TACGTCATGTTGCTGCTCGGCCAGCCGATGCATGCTTTCGACGCAGCCAAGGTTACTGGC 
GATCTTGTTGTCCGCAACGCT^ACTGCAGGCGAGAAGTTCGAAACCCTCGATCACGTCAAG 
CGCACCCTCAATGAGGAAGACGTTGTGATCACCGATGACAACGGCATTCAGTCTTTGGCT 
GGCGTTATGGGTGGTCTCACCTCCGAGATCTCTGACACCACCACCGATGTCTACTTCGAG 
GCCGCAACCTGGGACACCATCACCGTTGCGCGCACCTCACGTCGCCACAAGTTGAGCTCC 
GAAGCTTCTCGACGTTTCGAGCGTGGCGTTGACCCTGCGATCGTGGAAATCGCCCTCGAT 
ATCGCAGCAACCCTTCTCGTGGAGATCGCAGGCGGCACCGTCGATGCGGGTCGCACCCTC 
GTTGGTGATGTCCCTGCCATGCAACCCATCACCATGAAGGTCACTCGACCTTCCGAGCTC 
GCAGGCGTGGATTATTCCGCAGAAACTGTGATCGCTCGTCTGGAAGAGGTCGGATGCACC 
GTCGCTGTTTCCGGCGACACCTTGGAAGTAACCCCTCCAACCTGGCGCGGTGACCTCACC 
ATGTCCGCTGACCTCGTGGAAGAAGTACTCCGCCTCGAAGGTTTGGAAGCAATTCCAACC 
ATCATCCCAACCGCACCAGCAGGCCGTGGACTAACCGATGCACAGAAGCGCCGCCGCGCC 
GTTGGCCACGCTTTGGCTTACGCTGGCTACGCCGAAATCATCCCAAGCCCATTCATGGAC 
CCAGAGGTCTTCGATGTATGGGGACTCGCAGCAGACGACGAGCGCCGCAAGACCGTTTCC 
GTTCTCAACCCACTTGAGGCAGAACGCAACGTCCTGAGCACCTCCTTGCTGCCCTCCATG 
CTCGATGCTGTCAAGCGCAACGTTGCACGTGGACACAACGATTTCTCCCTGTTCGGCCTG 
CAGCAGGTCGCCTTCGAGCACGGATCCGGCGTTTCCCCAATGCCATCTGTTGCTTCACGC 
CCTGAAGAGTCTGTCGTGGCAGAACTGGTGGATTCA 

>RXA015 96-upstream 

TCCCAGGTCAGCGGGGTAATTCGAAAACCATTCGAACAATTTTCGAGGATTTAGAAAAAA 
CGTTCGCATAAATTGTTAGAACTGATGTACACTTTGAGGC 

>RXA015 96 

ATGCTCGTAGACATTGCTATTGAGAACCTCGGAGTTATTCCAGCGGCCTCAGCTGAGTTC 
AGCTCAGGTTTAACAGTGCTCACCGGTGAGACCGGCGCCGGAAAGACCATGGTAGTGACA 
GGTTTACGCCTGTTATCCGGCGGTCGCGCCGACGCTTCACGCGTGCGCACAGGATCCCCT 
CAAGCTGTTGTGGAGGGGCGCTTTGTTACGCAAGGCGTGCCCTGCGACATTGTCGAACGT 
GCAACCGGAATCGTTTCGAACGCCGGAGGTGCCGCAGATGAAAATGGAGAGTTTTTAGCT 
GTCCGTTCCGTCGGCGCCAACGGCCGTTCAAAAGCTCATCTCGGTGGTCGCTCCGTACCT 
GCGGCAACGCTGTCCGAGTTCTCTGATGAGCTGTTGACCATCCACGGTCAAAATGACCAA 
CTCCGGTTGCTCTCCCCAGAACGCCAACTAGAGGCGCTTGATCGTTTTGATCCAGAGCTG 
G C C C AAC T GC G C AAAAAC T AC AAC G C C AAG T AC C T C AC T T G G AAG T C C T T G G AT AAAG AT 

CTGCAGAAGCGCCTGAGTAGTAGGCGAGAGCTGGCTCAAGAAGTCGATCGCCTGCAATTC 
G C GAT T AAT GAG AT C GAG G AAG T C T C GC C AC AG C C AG G C G AAGAC G C C G AAC T GG T T GAG 

CAGATCCGCAGGCTCCAGGACGTGGACACCCTGCGGGAGCAAGCTGCAACCGCATTGGCT 
GCGATTGATGGTGCCGGCTCTCTCAGCGACGCCATGGGTGGTTCCGGCGGCTTTGATGAA 
TCCCAGGAGTCAGCCTCTGACCAGCTCGGCCAGGCGGAGTCCGCGCTGGCAGGCAGTGAT 
GACTCAAAGCTGAAAGATATTGCCGTTCAGCTTGCGGAAATCACCAGCCAGCTCAGCCAA 
GTGTCCATGGAATTGGGCGGGTTCCTCTCTGATCTCCCCGCAGACCCCCAAGCACTCGAT 
GACATGCTCACCCGCCAACAGCAATTGAAACTGCTCACGCGTAAATACGCTGCAGATATT 
GACGGCGTGATTGAGTGGCAGCGGAAAGCCCAAATCCGCCTAGACAGCATTGACATTTCC 
TCCGAAGCGCTTGACAAGCTGAAAGAAGACGCGAAAAAGGCGCAGGCCTCCATGATGCGT 
GCCGCTAAGAAGCTTTCAGCTGTCCGTGCAAAGGCAGCAACCAAGTTGGGGACAACTGTC 
ACCGAGGAGCTTCAGGGCCTGGCCATGCAAAAAGCCCGCTTTGAGGTTGCTTTGACCTCC 
ATTGAGGCGTGCGCCAGCGGTATCGACCAGGTGGAATTCCAGCTCGCAGCAAATGCCTTT 
GCACAGCCTCGTCCACTTGCATCCTCTGCGTCTGGTGGTGAACTTTCCCGCGTTATGTTG 
GCGCTCGAGGTGATCTTGGCTGCTGGAACCACGGGCACCACCTTGGTGTTCGACGAGGTT 
GATGCAGGTGTGGGCGGACGCGCAGCGGTGGAAATCGGTCGCCGCCTGGCCCGCCTTGCC 
ACCAAAAACCAAGTCATCGTGGTCACCCATCTCCCACAGGTCGCTGCTTACGCCGACACG 
CACCTGCACGTTGCCAAGAATGTAGGAGAAGCCTCCGTGACCTCAGGAGTGGAGTCACTG 
ACCTTCGACCGACGCGTGGAAGAGCTCTCCCGCATGCTCGCTGGCCTCGACGACACCGCC 
ACCGGCCGAGCCCACGCAACGGAGCTGCTCGAGCGTGCACAGCGTGAAAAGGAAGATATT 
AAC GAG GAG C GAG TAG AAC C AC TTCTCGCCGC C AG T GC A 

>RXA015 96-downstream 



Appendix A, Page 36 



Attorney D< 




No.: BGI-127CP 



TAAGAGTTTTCTTGGAATTTTTT 
>RXA01601-upstream 

GTGCGTCTGCGCGTGCCGTCACCGCGCCGTTTACCTATCGCCCTACGGCGTTGGCGCAGC 
GTCGAAAAGCGCACGGCATTGTTCCTGACATGAAAAAACT 

>RXA01601 

ATGAAGGCTCGCGTTTTAGCGAAAACATGGCTGACACATTTGGCCGTGGAGCGTGGCTTG 
TCGGCAAATACGCTGAGTAATTATCGGCGCGATGTGGAACGCTATTGCGACTGGCTCGAG 
GCAGCTGGGCTGGATGATATTCGTGATATCACCACCGCGCATGTGGAAAGTTATGTCAAA 
GACCTGCGCCGCGGGATTGATGGACAACAAGCGTTGTCTGCGTCCTCGGCAGGTCGCGCG 
CTCATCGTCGCGCGCGGGTTGCACAAGTTTGCATTGATGGAGGGCGAGGTGGCTGCGGAC 
GTTGCGGCTGATGTGTCGCCACCGGCCATGGGCCGGCATTTACCTGACACGCTCAGCATC 
AACGAGGTAGCCCTGCTTATCGACGCGATCCCACATTCAGATATCGCCACTCCCGTTGAT 
CTCCGTGACCGAGCGCTGGTGGAATTACTTTATGGAACTGGCGCGCGTATCTCTGAGGCG 
ATTGGGCTGGCAGTTGATGATGTGTCGGAAATGCCTGAAGTTCTTCGCATCACGGGCAAA 
GGTTCCAAACAACGGATCGTGCCTTTTGGTTCGATGGCACAACAAGCGGTCCGGGAATAT 
TTGGTCAGAGCCAGACCCGCGTTGAGTAAGGGGAAAAGCCATGCGCTTTTTCTCAACCAA 
CGCGGCGGTCCGCTATCTCGGCAATCTGCGTGGGCAGTGCTGAAGAAAACGGTTGAGCGC 
GCAGGTTTAGATAAAGATATTTCTCCCCACACCCTGCGGCACAGCTTTGCCACCCATCTC 
CTCGAAGGTGGCGCCGATGTCCGTGTGGTGCAGGAACTCCTGGGTCATTCTTCTGTGACG 
ACCACTCAGATTTACACGCACATCACAGCCGATAGCTTGCGGGAAGTGTGGCGCGGGGCT 
CATCCTCGTGCG 

>RXAO 1601 -downstream 
TGAAAGCCCTTGCGAATTCTTAA 

>RXA01613-upstream 

TTTTATAGTCATATGCGTTGAGATACGTGGACGACAAAGCACCAGTTAGTTGCCTTCCCA 
G T C C AG C C C AC AT C C GAT T T C T AAA T TAG G AG C AC AT C T T 

>RXA01613 

ATGTCTGAGCAGCCAGCTTCCATTAAGCATTATGACCTCATCATCATTGGTACCGGCTCT 
GGAAACTCCATTCCTGGACCAGAGTTTGATGATAAATCAATTGCCATCGTGGAAAAGGGT 
GCTTTCGGCGGAACTTGCCTCAATGTGGGCTGCATCCCTACCAAGATGTACGTTTACGCT 
GCGGATATCGCTCAAGAAATTCAGGAGTCTGCTCGCCTGGGTATCGATGCGACGGTCAAC 
AGCGTGGATTGGCCTTCCATCGTCAGCCGCGTTTTCGACAAGCGCATCGACCTCATCGCG 
CAAGGCGGCGAGGCTTATCGACGTGGCCCCGAAACTCCAAACATCGATGTGTATGACATG 
CACGCATCGTTTGTTGATTCCAAGACAATCTCCACTGGTATTGCCGGCCAAGAACAGCTG 
ATCAGCGGTACTGACATTGTAATCGCAACCGGCTCCCGCCCTTACATCCCTGAAGCTATT 
GCAGAGTCCGGCGCACGCTACTACACCAACGAAGACATCATGCGCCTGGCACAGCAGCCT 
GAATCTTTGGTGATTGTTGGTGGCGGTTTCATCGCTTTGGAATTTGCTCACGTTTTTGAA 
GCGCTTGGCACCAAGGTCACCATCCTCAACCGCTCTGACGTGCTGCTGCGCGAGGCAGAT 
GCAGACATCTCCGCGAAAATCCTCGAGCTTTCCAAAAAGCGTTTCGACGTCCGCCTCAGC 
ACTGCGGTCACCGCAGTACACAACAAGGCCGACGGCGGCGTGAAGATCTCCACCGACACC 
GGCGACGACATCGAGGCAGATATTTTGCTCGTTGCCACTGGTCGCACCCCTAACGGCAAC 
CAAATGAACTTGGACGCCGCAGGCATCGAGATGAACGGTCGTTCCATCAAGGTTGATGAA 
TTCGGTCGCACCAGTGTTGAAGGCGTGTGGGCGCTTGGCGATGTCTCCTCCCCTTACAAG 
CTCAAGCACGTAGCCAATGCGGAAATGCGAGCAATCAAGCACAACCTTGCCAACCCTAAT 
GACCTGCAGAAGATGCCACATGATTTCGTGCCATCAGCTGTTTTCACCAACCCTCAGATC 
TCGCAGGTCGGCATGACTGAGCAGGAGGCGCGTGAAGCTGGCCTCGACATCACTGTGAAG 
ATCCAGAACTACTCTGATGTGGCTTATGGCTGGGCCATGGAAGATAAGGATGGATTCGTT 
AAGCTCAATTGCCGA 

>RXA01613-downstream 
TAAGGACACCGGCAAGTTGGTCG 

>RXA01621-upstream 

TCTAATTTCACATTTAGAGCAGTTTTTGCCCACACTTCTACTGGGTAGACTCAGATTCGT 
G AA T T C C C AG GAT G C T C AG AAC C AAG T T C C C C C AC AG AAA 
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>RXA01621 

GTGGACCAGGAAGTAGACCGCCTTGCTTTAATGGCGCGCGCTCACCAGGCAATTGGTGAG 
CTTTCAGACATCCTTGTGCCCCTAGCGGCAGCATTTTCCAGCAAGGGACACTCCCTATAT 
TTGGTGGGCGGTTCCGTGAGGGATGCTTTCTTAGGTGAGTTGGGGCATGACCTTGATTTC 
ACCACGTCGGCACGCCCTGAGGAGACAAAGGCGATCCTGGATGATTACGCCGATGTGGTG 
TGGGATACCGGAATTGCGTTTGGCACCCTTTCTGCAGAAAAGCATGGTCAGCAGATCGAA 
ATCACGACATTCCGTTCTGATCTCTATGACGGAAACTCCCGCAACCCTGAAGTGACCTTC 
GGTGACACCTTGGAAGGCGATCTGATTAGGCGCGATTTCAAGGTCAACGCCATGGCTGTG 
GAGATCCAAGCCGATGGTGAATTAACTTTCCACGATCCAGTGGGTGGCTTGGAAGATCTA 
CTTACCCACACTTTGGATACCCCAGCTACTCCGGAACAATCATTCAATGATGATCCTCTG 
CGAATGCTGCGCGCTGCCCGCTTTGTTTCCCAACTGAATTTCACCCTTGCACCACGAGTT 
ATTACCGCCATGACTGAAATGGCGCAGCAGATTACTCGGATCACTGTGGAACGCATGCAG 
GTTGAGTTGGACAAAATGATCCTTGGCAAAAACCCTGAGGCTGGCATTGACCTCATGGTG 
GAGTCCGGTATCGCGCAGATTATTTATCCGGAGATCCCTGCGATGCAGATGACTCAAGAT 
GAACACATGCAGCACAAGGATGTGTACGCGCACTCGTTGCAGGTGATGCGCCAAGCGATT 
GATCAGGAAGAAGATGGCCCTGACCTGGTGCTTCGTTGGGCTGCTCTGCTTCATGATTGC 
GGTAAGCCAGATACTCGTGACTTCAATGAGGAAGGCCGCGTGAGCTTCCATCAGCATGAG 
GTAGTTGGCGCCAAGCTGGTGAGGCGACGGATGCGCAAGCTGAAGTACTCAAAGCAAATG 
GTCGGCGATGTCGGGCAGTTGGTGTTCCTGCACATGCGTTTCCATGGTTTCAGCGAAGGC 
CAGTGGACGGATTCTGCAGTGCGTAGGTATGCCGCAGATGCGGGTGAATTGCTGCCACGT 
TTGCACAAGTTAGTGCGTGCTGATTGCACCACAAGAAATAAAAGGAAGGCAGCACGACTG 
C AAG C C AC C T AC GAT CAT T T G G AAG AG C G CAT C G C G GAG AT C G C C G C AAAG G AAG AT C T T 
GCCAGGGTGCGCCCAGATTTGGATGGCAATGAGATCATGGAGATTCTGAACATCCAAGCC 
GGACCTGAAGTGGGTAAGGCGTGGGCGTTTTTGAAGGAGCTTCGTTTGGAGCGCGGTCCT 
TTGGATCGTGAAGTTGCCATCGCAGAGCTGAAGAGCTGGTGGGAAGGAGAAAACAATGAG 

>RXA0 1621 -downstream 
TGATTTTTATGCCGACAGGTTGT 

>RXAO 164 8 -upstream 

CCAATGAAGTTTACGTCGGGGATATTACTTATCTGCCGATTGCTGATGGGTCGAATATGT 
ATTTGACGACGGTCATTGATTGCTATTCTTAGCACGGTTG 

>RXA0164 8 

GTGGGTTTTGCCTTTGCGGATCATATGCGCACGTCATTGGTGCAGGAGGCGTTGATGATG 
GCGAAGAGTCAGCGAGGCAGTCTACAGGGTGCTGTTTTTCATTCGGATCACGGCAGTGTG 
TACACCTCGCAGGCGTTTCAGGACACTTGTAAAAAGTTGGGTGTTCGTCAGTCGATGGGT 
GCTGTTGGTACCAGTGCGGATAATTCGCTAGCGGAGTCGTTTAATGCCGCGCTCAAGCGG 
GAAGTGCTGCAGGATTCCAAGACGTTTGCTAATCAGTTGGTGTGCCGTCGGGAGGTATTT 
CGGTGGTGTGACCTAGTACAACACGGTGCGCAGACATTCTTGGTGTGGCTATGTGGCGCC 
TGCGGTGTT 

>RXA0 164 8 -downstream 
TGAGGTCCAGGGTTCTGCTATTC 

>RXA0164 9-upstream 

GGCTGCTAAATATTTTCCCGGCAAGAGGCAAGACTTATGACCCGCTTCTGGTTTGTTGAC 
GACGTGCGAAAAACCTACTGAAGTTAAGCGGTTATGCGAA 

>RXA0164 9 

GTGTTGAAAATTAACCGTTCCTCGTATTACAAATGGAAAAAGACTGCTCTGACGAGGAAG 
AAACTCCTGCTCAGCGACGCAGTCCTGGGAGCGAAGATCAAGTCCATCTTCACTAAAGAA 
CGCGGCTGTTATGGTGCGAAACGTATTACGGCCGAGCTTAATGACGGGCCAGGTACAACA 
ACTCCGGTTAACCACAAGCGAGTCGCTCGAGTGATGTCTTCGATGAAGCTTGTTGGTTTT 
ACGAAGAAACGCAAGGTCATCACCACAATCCCAGCAGCTGTCAAGCCGGTGTTCCCGGAC 
TTGGTGAAGCGTCAATTCAACGCTTTGGCTGCCAATGAAGTTTACGTCGGGGATATTACT 
TATCTGCCGATTGCTGATGGGTCGAATATGTATTTGACGACGGTCATTGATTGCTATTCT 

>RXA0164 9-downstream 
TAGCACGGTTGGTGGGTTTTGCC 



Appendix A, Page 38 



Attorney D< 



No.:BGI-127CP 



>RXA01650-upstream 

C AG A T C G C C AA C GAT C T C GG C A T C AAC C GAG T AAC C C T G AAAAAC T T C GAT C AA T AAA T A 
CGGTGCGCATGCCTCAACCAACACCAAAGAAGCAACAGCA 

>RXA01650 

AT G T C G G AAG C T G AAC AAAT C AG AC AGC T AAAGAAGGAAAAC G C AC T AC T G C G T G AAG AA 
CGCGACATTTTGCGCAAGGCTGCTAAATATTTTCCCGGCAAGAGGCAAGACTTA 

>RXA01650-downstream 
TGACCCGCTTCTGGTTTGTTGAC 



>RXA01651-upstream 

C AAT C T C T AAG G AGAAAG T T TAT G AC AAAT AG G AC C T GAC CCCTGTTTGG T AGAC AC C T A 
AC AT C C C AAC AT T C T G G G AC AG AAA G G T AAC C T AC C T A T C 

>RXA01651 

ATGCCAACCAAGACCTACTCCGAGGAGTTCAAACGCGACGCCGTTGCTTTGTACGAGAAC 

TCCGATGGGGCCTCACTCCAACAGATCGCCAACGATCTCGGCATCAACCGAGTAACCCTG 
AAAAAC T T C GAT C AA 

>RXAO 1651 -downstream 
TAAATACGGTGCGCATGCCTCAA 

>RXA0167 0 

CATTTTGTATATCATTTGGGGCTGATTGGCACGTTGCAGTTTGAACCTGCGGAAGAAACC 
CGCGGGCAGATTCGCCTGCACCTTTCCGACGGGGAGATCGCAGCTAATTTGCGCGGACCC 
CAATGGTGCAGGTTGATCACCGATGCAGAGCGCACCCAGGCCATTGGAAAATTGGGCGCT 
GATCCGATTCGCGATGATGCCGATCCGGAACCAATTCGGATTAAGGTGCAGCGCTCAGGG 
CGAAGCATTGGTTCGTTGTTGATGGATCAGAAGCTTTTCGCAGGTGTGGGAAATATCTAC 
CGTGCGGAGACACTTTTCCGCCTGGGGATTTCACCGTTCACCATTGGAAAAGACATCACC 
ACGGCACAGTTCCGATCCATTTGGGCGGATCTTGTTGGGTTGATGAAAGACGGTGTTGTG 
ACTGGTCGGATTGATACTGTGCGCCCGGAACACACACCGGAGGCGATGGGTAGGCCACCG 
CGGAAAGATGATCACGGCGGTGAGGTTTACACCTATCGGCGAACCGGTCAAGAGTGCTTT 
CTGTGCGCAACTCCCATCAAGGAGCAGGTCATGGAGGGTCGCAACTTATTTTGGTGTCCC 
GGCTGCCAACGC 

>RXA0167 0-downstream 
TAG AC AG AT T C AC CTTTTGCTGT 

>RXA0168 0-upstream 

AAGAGTTCTACCTCACCTACGGGGACTGGCTTAACGAACGCACCTACCGCGCTGATGTAC 
C AG C AC AT G C CATC C C G AAAC AT A T C C G C C C C AA T C AG AA 

>RXA0168 0 

ATGGCAGGTCACACCCACAAAACCCACCGGACTGCTTATAAGCAGTTGGAAGCCTTGGCC 
CGCAATGGGCATTTGTTTACCTATATTGATCCACCAGCAGAGGTTGACGGGGTGGTGAAA 
TCAACAACGAACTGTTTGGAAGGTGGTATCAACGCTCAGATTAAAGCGTTGGCGAGAAAC 
CATCGGGGGATGTTTGATGAACATCAACGTATCGCGGTGGATTGGTGGTTATTGATGCAT 
ACGCAGTTGCCTGGCGATCCGGATGAGATCGCCAGGCAACAAAACTGGGGTCAAGACGGA 
CTCGCCAACGTCCCCGACTTGATCCAACAAGAACAACCACACGACCACTACGGGCGCCCG 
GTTACCTATGACACCGGAATCGATGCCACAACGACACGCCGTAAAAGCAAG 

>RXA01680-downstream 

T AAAAAT C C C G GC C C AC C AAC AA 

>RXA01704 

GATGCGTCTGGTCGTGCCGGGTTCCGCAAGCTGAAGTCCAATGAGTTGGTTACTGAGGTT 
GCGTGTTCTCAGGTTGTGCCAGAGCTTCTTGAGGGCCTTGTGGGTGAGGGCGCTCGTCGT 
TTCACCCCTGGCGTGGAGATCATTGCAGCTATTGATGATGCGGGTCAGCGCCACGTTGTG 
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GAATCCCGTAAGGCTCCTCGTGGTCGTCGTACTGAAACTGTGTTGAAGGTGCTGGAAGGC 
ACTGGCGAGGTGGAGCAGAAGGTAGGCGATTACACCTGGAAGTTCCCAGTTTCTTCCTTC 
TGGCAGGCGCACACCAAGGCCCCTGCGGCGTATTCAGAGTTCATCGCCGAAGCGTTAACC 
GGATTGGAACTGGTTGACGTCGATAAGCGTGGCCCTGTTGCGTGGGACCTTTATGGCGGC 
GTCGGCCTGTTCGCGCCGATTATCACCAGCAAGCTGCAGGCAGCTGTCCACTCTGTGGAG 
CTGTCCCCAGGTTCAGCGGAGGCTGGCGAAGAGGCGTTGGCTGGTTTGCCTGTCACTTTC 
CACACTGGTCGGGTAGAGGGCATGGCGTCCCAGCTGCCTTCGCCAAACGTGGTTGTTTTG 
GATCCTCCTCGCACCGGTGCAGGCAGTGACGTGTTGAAGAGCATCGCGGAGGCTAAGCCT 
CAGCTGGTTATCCACATTGGTTGTGACCCGGCGACTTTCGCTCGCGACGTTGCCGATTGG 
AAGCTCAACGGCTACGAAATGGATCAATTGGCTGTTTTTAACGCGTTCCCTGGAACTCAC 
CACTTTGAGACGATTGGTGTATTTGTCCGCGTTTCC 

>RXA017 04 -downstream 
TAAGGCGGATTAAGCCTTGGCTA 

>RXA01710-upstream 

TCTCGGCGCTAATCTGGTTTATTGGTGATATCCGAGCCAAGGGAACTCCGAGCTCACCCA 
T T AC C AC T G A T C C AA C G C AC G AC CAT C T T G A G AG G AC AG C 

>RXA01710 

ATGACAGACTTCAAACTCATCAGCGATACCGAGTGGCGCGAACGCCTCACCCCGCAGGAA 
TTCCATGTCCTCCGCGAAGCCGGCACCGAACCACCTCACGTCGGTGAATACACCAACACC 
ACCACCGAAGGTGTGTACTCCTGTCGCGCCTGTGGTGAAGAGTTATTCCGCTCCACCGAG 
AAGTTTGAATCCCACTGCGGTTGGCCTTCCTTCTTCTCCCCACTTGCTGGCGACAAAATC 
ATTGAGAAGGAAGATCTTTCCCTCGGTATGCGTCGCGTTGAGATTCTGTGCGCTAACTGC 
GGCTCTCACATGGGTCACGTCTTCGAAGGCGAAGGCTACGACACCCCCACCGATCTTCGT 
TACTGCATTAACTCCATCAGCTTGAAGCTGGAAGAAAAGCCAGTTTCC 

>RXA01710-downstream 
TAAGCTTCCGAGCACGAAACGAG 

>RXA01717 

CCTTCCCAGCAAATGCACCAAGACATCGCCCTAGTTGTGGATGAGACCATCCCGGCGGAA 
GATGTCCGCGCAGTTGTCAAAGCCGGCGCCGGCGAACTGATCGAAACGGTCGAGCTTTTC 
CACGTCTTCCGCTCCGAACAGCGCGGCGAGAACAAGAAATCCCTCGCGTTCTCCCTGCGT 
TTCCGCGCAGCCGGCCGCACCCTCACCGATGAGGAAGCCAACGAAGCACGACTTCAGGCA 
GCAGAGCTAGCAAAGGAGAAATTCAACGCTGAAATGCGTGGC 

>RXA01717-downstream 
TAGTTTCACATAGGTTCTATAGG 

>RXA0 172 3-upst ream 

CCTTCCGCACCGGTTGAGCAAGCACAAGAAGCTCCCGCGCAAACTTCAACTGCACCTGCT 
TCAGCACCATCTGAAGAGACTCCCGCAGCTCCCGCTCGTC 

>RXA0172 3 

GTGGACKTCAGCCGTGTAACCACCACCGCGACCACCCCAGAGCCAGCAGCGCCTGCACAA 
T C C C AG CC T G C AG AAG C T C AAC C AG C AC AG AC T C AG G C T G C AC AGC AAGAAGAAC T T C C T 
G T T G C AG C G AAG GAG T C C GC AC C AG C T AC AG AAAAC A C T C AG G G C C AAKC Y C AG G G C C AA 
GCTCAGGGCSAAGCTCAGGGCGATGAGCACGATGATCGYTTTGAGTCCCGTTCTGCTGCA 
CGCCGAGCACGCCGCAACCGTCAGCGCCAGATCCACCGCGATGGCGATGACAATGCGAAT 
GC AAAC AC AG AG T C T GAG C AG AAC AC C C C T G C C C AG AAC G C AAC C G C AC AG G C T GAG T C T 
GAGCAGACTGCAGCTCCTGCACAGGCTGAAGCAGCTGAGCAGAACCAGAACGATAACAGC 
GAGTCCTCCGAGAACCGCAGCGATAACTACCGCAACAACAATCGTCGTTCCCGCAACAAC 
CGGAACAATCGCAATTACCGCGATAACAACGAGTCCTCTGATAATGCAGGACAGTCCAGC 
AATGATGATGCCGACAACAATCAGGCACGGTCTGAGGACAATAACGACGATCGCCGTTCT 
C G T AAT AAC C G T AAC AAC G AC C GC AA T GAT C G T AA C GAT C G C AA T G AC C G C G AC AAC G AC 
GACAACGATGATCGCCGCAACCGTCGCGGACGCCGCAATCGCCGTGGAnCnGCAACGACC 
G T AACG ATCGC GAC AAC C G AGAT AAC C GGG AT AAC CGCG AC AAC AGC AACGATGGCG AC A 
ACAACCAGCAAGATnGAGnCTGCAGCAGGTAGCAGGCATCCTGGACATCGTGGACCA 



Appendix A, Page 40 



Attorney Dqj 




No.: BGI-127CP 



>RXA017 23-downstream 
TAACGTCGCATTCGTGCGCACCA 

>RXA0 172 4 -upstream 

GCGACAACCGAGATAACCGGGATAACCGCGACAACAGCAACGATGGCGACAACAACCAGC 
AAG AT n G AGn C T G C AG C AG G TAG C AG GC AT C C T G GAC AT C 

>RXA0172 4 

GTGGACCATAACGTCGCATTCGTGCGCACCACCGGTTACCACGCTGCACCTTCTGACGTG 
TTTGTCAGCAACCAGCTGATCCGCCGTATGGGTCTTCGTTCCGGTGACGCCATTGAAGGT 
C AGG T T C G T AT G AAC C AGG G T G G T G G C AAC C AC AAC AAC CAT G G T C G C AAC C G T C AG AAG 
TACAACAACTTGGTGCGCGTGGAGATGGTTAACGGTCTTCCTGCTGAAGAGACTCGCAAC 
CGTCCTGAGTTCGGCAAGCTGACTCCTCTGTACCCGAACCAGCGTCTGCGTTTGGAAACT 
GAGCAGAAGATTCTTACCACTCGTGTGATCGACTTGATCATGCCTATTGGTAAGGGACAG 
CTGTGCTTTGATTGTGTCGCCACC 

>RXA0 17 2 4 -downstream 
TAAGGCTGGTAAGACCACGATCC 

>RXA017 25-upstream 

TGATTGTGTCGCCACCTAAGGCTGGTAAGACCACGATCCTGCAGAAACATTGCGAACGCT 
ATTTCCACCAACAACCCAGAGTGCTACCTCATGGCTTGTT 

>RXA0172 5 

TTGGTTGATGAGCGTCCGAAAGAAGTTACTGATATGCAGCGCTCCGTCAACGGCGAAGTG 
ATTTCTTCTACTTTCGATCGTCCACCATCAGAGCACACTGCGGTTGCT 

>RXA0172 5-downstream 
TGAGCTGGCGATTGAGCGTGCGA 



>RXA0172 6-upstream 

GTTGATGAGCGTCCGAAAGAAGTTACTGATATGCAGCGCTCCGTCAACGGCGAAGTGATT 
TCTTCTACTTTCGATCGTCCACCATCAGAGCACACTGCGG 

>RXA017 2 6 

TTGCTTGAGCTGGCGATTGAGCGTGCGAAGCGCCTGGTGGAGCAGGGCCAGGACGTCGTT 
GTTCTGCTTGACTCCATTACTCGTTTGGGCCGTGCGTACAACAACAGCTCACCTGCATCG 
GGACGTATTTTGTCCGGTGGTGTGGATTCCAATGCACTGTACCCGCCGAAGCGTTTCTTG 
GGTGCTGCTCGAAACATCGAAAATGGTGGATCTTTGACCATCATCGCAACTGCCATGGTG 
GAAACCGGCTCTGCTGGTGACACCGTGATCTTCGAGGAGTTCAAGGGCACTGGTAACGCT 
GAGCTGAAGCTGGATCGTAAGATCTCTGAGCGCCGCGTTTTCCCAGCTGTGGATGTTAAT 
CCTTCTGGTACTCGTAAGGACGAGCTGTTGCTCAACCCGGACGAGGCTCGCATTATGCAC 
AAGCTGCGTCGTATTCTGTCTGCACTTGATAATCAGCAAGCCATTGATCTGTTGATCAAG 
CAGCTGAAGAAGACCAAGTCCAATGCGGAATTCCTCATGCAGGTTGCTTCCAGCGCTCCA 
A T GG C AG G C AC AG AAAAAG AG GAG GAT T AC T C C 

>RXA0172 6-downstream 
TAATGGCATCGCAGGTTTCTGCA 

>RXA017 30-upstream 

TCTGGGCTGCATGCCCGCCCTTTTTGGGCGGTTGAGCTTATTGTTTAAGGCTCCAGAAAC 
CAT C GAC T GAT C AAAAC C AAG C G G AAG GAC T T C C AC C AAC 

>RXA017 30 

GTGCTGCGCACTCATCTCTCAGGCGAGCTTCGTAAAGAAAACGCAGGCCAGTCAGTTACT 
CTGACCGGCTGGGTCAATCGTCGCCGTGACCACGGTGGCGTGATCTTCATCGATCTTCGC 
GACCGTACTGGCATTGCCCAGGTTGTTTTCCGCAATGAGGACGTTGCTGAGCGTGCACAC 
GCACTGCGCAGCGAATTCGTCCTACGCGTCACCGGCGTCGTCGAAGAGCGCCCAGAAGGC 
TCTCAAAACCCTAACCTTGCATCCGGCGACATTGAAGTCAGCGTCACCGAATTTGAGGTA 
CTCAACGAGTCCGCTCCACTTCCTTTCCAGATCGAGGATTCCTCCTCTGCTGGTGAAGTC 
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GGCGAAGAGACCCGTCTGAAGTACCGCTACCTGGACCTGCGTCGCCCAGTTCAGGCGAAC 
GCCCTGCGTCTGCGTTCTGCTGCCAACAAGGCTGCACGCACCGTGCTGGACAGCCACGAT 
TTCACCGAGATCGAGACCCCAACCTTGACTCGTTCCACCCCAGAAGGCGCACGTGACTTC 
CTGGTGCCAGCTCGTCTGCGCCCAGGCACTTTCTACGCATTGCCACAGTCCCCACAGCTG 
TTCAAGCAGCTGCTGCAGGTTGCTGGCATGGAGCGCTACTACCAGATCGCTCGTTGCTAC 
CGCGATGAGGATTTCCGTGCAGACCGTCAGCCAGAGTTCACCCAGCTGGACGTTGAAATG 
TCCTTCGTGGACCAGGATGATGTCATCGCACTGGGCGAGGAGATCATCTCTGAGGTGTGG 
AAGTTGATCGGATATGAGATCAAGACTCCAATCCCACGCATGACCTACGCCGATGCAATG 
CGTCGCTACGGCTCCGACAAGCCAGACCTGCGCTTCGACATCGAAATCACCGAGTGCACC 
GAGTTCTTCCAGGACACCACATTCCGTGTGTTCAAGAACGAATATGTCGGCGCAGTTGTC 
ATGACCGGTGGTGCTTCCCAGCCTCGCCGTCAGCTCGACGCATGGCAGGAATGGGCCAAG 
CAGCGCGGTGCTAAGGGACTTGCTTACATCCTCGTTGGTGAAGACGGCGAGCTGTCCGGA 
CCTGTGGCTAAGAACATCACCGACGCTGAGCGCGCAGGAATCGCAGCTCACGTTGGCGCA 
CAGCCAGGCGACTGCATCTTCTTCGCAGCAGGAGACACCAAGTCTTCCCTCGCACTGCTC 
GGTGCAGCTCGTGGCGAGATCGCTAAGAAGCTCGACCTGATCAAGGAAGGCGACTGGGCA 
TTCACCTGGATCGTTGACGCTCCAATGTTCGAGCCAGCAGCAGACGCCACCGCATCCGGT 
GACGTTGCACTGGGTAACTCCAAGTGGACCGCAGTCCACCACGCCTTCACCTCACCTAAG 
CCAGAGTTCCTGGACAACTTTGACACCAACCCAGGTGACGCACTTGCTTATGCATACGAC 
ATCGTGTGCAACGGCAATGAAATCGGTGGCGGTTCCATCCGTATCCACCAGCGCGACGTT 
CAGGAACGCGTTTTCGAGGTTATGGGCATCACCGGTGAAGAAGCACGCGAGAAGTTCGGC 
TTCCTGCTTGACGCCTTCGCATTCGGCGCACCTCCACACGGCGGAATCGCATTCGGCTGG 
GACCGCATCGTGTCCCTGCTGGGCGGCTTTGACTCCATCCGCGACGTCATCGCGTTC 

>RXA017 33 

GGGCCGAAAATCTATGAGGCTTACACCACGATCGCCCCGGAATCCCGGCCAGCTGCGGTG 
AATTACAAAACCACCATCGATCAAGGCCTGTCGCAGTTTTCCGAATTCGATGCCGGCATC 
AT C G AAG C C AC G C T G C T G AC AG AAT T G G C AG C G AAAC G T C AAC GAG AAA T C G AAC G C G GC 
TCAAGCCTGGTCGGCCCCCACCGCGATGATGTCGATTTAATGCTCGGCGATCAGCCCGCC 
AAAGGCTTTGCCAGCCACGGCGAGACCTGGTCTTTCGCGCTTTCACTGCGAATTGCAGAA 
TTTAACCTGCTGAAATCCGATGGCACCGACCCGATCCTCATCTTGGATGATGTGTTTTCC 
GAGCTCGACGCCGGCCGTCGCGAAAAACTCGTGGGCATAGCGCAAGAGGTGGAACAGGTG 
CTCATCACCGCTGCAGTCCACGACGATCTGCCGGAGAATCTCAAGAAAGTGCTCACTGCG 
CAGCACACCGTCACCGTCCAAGACACCGGCACCGGGCGGATTTCACTCCTGGATGTGCAA 
CCA 

>RXA01733-downstream 

T G AC AG AT C C AAT T GAG C AG G C A 

>RXA017 8 4 

ACCACCATCTACCGCTGGGTCCAGAAATACGCCCTTGAGCTGGATAAGCAGACTCGCTGG 
TACCGGCAGGTTCCTGACTGGCAGGCCAGTTCCTGGCGGGTGGATGAGACCTATATCCGG 
GTCGGCGGCACGTGGTGCTATCTCTACCGGGCTATTACCGCGGGTGGGCAGACCCTGGAG 
TTTTATCTCTCACCAAAACGGAATGTGGCTGCGGCCAAGCGTTTCCTGGCCAAGACGCTG 
C GAT C G AAT AC G AC AGC CGGGTCCCCGCGGGT CAT C AAC AC C G AC AAG G C AC C AG C T C T G 
GCCAAGGCAATATCCGAGCTGAAGGCGGAGGGAATCTGCCCTCAGACGGTGGAGCACCGG 
C AG G T G AAA T AC C T C AAC AAC G T TAT C G AGG G AG A T CAT G G CC G AC T T AAAAG AAT C C T G 
GGGCCGAAGGGAGCGTTCAAAAACCGAATTTCCGCCTACCGGACGTTGAAAGGGATGGAA 
GCGATGCATTCATTACGGAAAGGCCAGGGCACGATGTTTGACCTCACGGGCACCCGAACC 
CAGACGCGG 

>RXA0178 4 -downstream 

T GAT C G T C AG C C G GAT AT T C GAG 

>RXA017 98-upstream 

ACCTTTAAGGATATGCACCGGGGGAAACTATGGGGATTTTGGGGGAGGTTGTTACAAAAC 
CAT AC G T C T G T G AAG A TAT G AC GAG T G C A T G C C C AAAAT A 

>RXA017 98 

ATGCATAGGAAAAAGGAAGAGTTAACAATGCGTAAAGGAATTTCCCGCATCCTCTCGGTA 
GCGGTTGCTAGTTCTATTGGATTCGGTTCGGTGTTGTCTGGAACCGGCATCGCAGCAGCT 
CAAGACTCTGCATTTGACTACGGTATGGATCCTAGCATGAACTACAACCCGATCGACGAC 
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ATGAAGGATCGTCCCCAAGGGTTATCCAACCTTCCCTACTTCGGAAGCAAACTAACCAGC 
TGGGGCTCATCAGATGCCACCGCCTCATCCGGC 

>RXA01818-upstream 

TATGTCCGGATTTATTTATTGGCATCCCACTACTGGTGCGCATGCAGTTAATAACTACAG 
TGCGCAAATATGGGAGCGTCATGGGTGGGAGTCTGGCTGG 

>RXA01818 

ATGGGGTACCCCATCGGTGGTGAAGTCCCTGTTTCGGGGTCGAATCTCATTGACGGTGAG 
ATCAATGGTTGGGTGCAAACGTTCCAAGGTGGGCGGGTCTATCGTACCCCGATGCTTGAG 
GGGTTCCAGATTGCCAGTATTAACGGCATGATTTTAAATAGATGGTTGGCTATTGGCGGG 
CCGGATAGCGCTCTTGGTTTTCCCATTGCCGATGAAGCTGTTGCATCCGATGGTGTGGGT 
CGATTTAGTGTTTTCCAGAATGGTGTACTTTACTGGCACCCTAATCACGGAGCATGGGAA 
ATGACCGGATTTATTGAAGAAGTATGGAAAATGCGAGGTGGCTTGGATTCTCAATGGGGT 
TATCCCACATCCGCCCCGGTGTTAGATTCAGATGCCCCAGTGGAAATTGCCCAAAACTTT 
TCTGGAGGCGTTTTCGACCTAGCAACCGAGATCGAGGATGCTGGTTTTAGTCCGATCGAG 
GATAAGGAGATGAGCAACTTGATACTTGAATATTTTGGTTATTTAGGATTCGATTTCCCT 
GGAAGCTCTTCTCGAGAGTTGGTGCAAGACCATTCTAAATCAGACTTGATGACTCTTAGG 
GCTAGTAGATGTGCGCTCAAGGATTCTTCTCAGGCAAGTTTCGGTGGGGTGACGATTCCT 
AGCCACTATGACTACTGGGGATGTCTTGACAAGTCCGACCGACCCGACCCTGATGCTTAT 
GGGCGCCATGACTACTGCACTCTTTCGCCTGATTCGTATGGTCCCCTAGGGAAGAAGGCT 
GAGTTTAGTGGGGCTTGTGCAAGACACGATCTGTGTATGGATGCCGTTGATGCGAATGGC 
ACGGGGTATGCTCCGTGCCACCCGGCTTTTTATACGTGGATGAGCACAGTTTGTACTACC 
AACTATGCTGAGGATGCTAATTTCAAGAAGGGCTGTGTGAATACCGCGAAGGCCTACTAT 
AAGGCAGTCCAATTAAAGAACCCGAAT 

>RXAO 181 8 -downs t ream 
TAGAAATATGCGTGATTATACGA 

>RXA01819-upstream 

GGTTGGGGTCATCAAAGGATGCGGACATCGCTGTGGGGTTGTGTAATAATTGCACCTGTG 
AGGTGCCTTTCTGGCAGGTGAATCAGGACTCTAAGCAAGC 

>RXA01819 

TTGATTCTTCCAGTTCAGGAGGGCATTTCCTATTTTCCCACGCCGTTACACCTGAATCAC 
ATCGGTGGATCCAGGTTTAAGAAGTTCCTGGTCAAGATCGACAAGACTGTTCCCCAGGAC 
CTTGATGTTCATGTTATTTGTGACAACTACGCCACGCATAAACACCCGACCATCAATACC 
TGGTTGGTCAAGCATCCACGGTTTCACATGCACTTCACCCCGACGTATTCGTCCTGGATC 
AACCAGGTTGAACGGTTGTTCGCTGAGGTGACCCGGGAGTTACTCCAGCGTTCTGATCAT 
CGGAGTGTCCAGGCCCTGGAGAAAGATTTACGCAACTGGGTGAAAGCATGGAACGAGGAT 
CCTAAGCCGTTTATCTGGACCAAAACCGCGGAGGAGATCCTTTCCTCTATCGCCCGATAC 
TTAAAACGAATTAACGGCGCAGGACAC 

>RXA01819-downstream 
TAG C AG C AG C G T AAG AAG AAAAG 

>RXA01837 

TCGGAGGGCTACTACAACGATACTGTCTGCCACCGCATCACCACCTCTGGCATTTACGTT 
CTCCAGTGCGGCGATCCAAGCAGCACCGGCGCAGGCGGCCCAGGGTTCAGCTTCGCCAAC 
G AA T AC C C AAC C G AC G AAG C AAC T G AC C T AAC C AC C C C AG T CAT C T AC GAG C G C G G C AC C 
ATCGCCATGGCCAACGCTGGCGCTGACACCAACGGCTCCCAGTTCTTCCTCAACTACGAG 
GAT T C C C C AC T G G C AC C G AAC T A C AC C T AC T T C G G C C AG AT C AC C G AAG AAG GC C T T G C A 
ACCCTCGACGCCATCGCAGAAGTTGGCACTGAAGGTGGAACCGGCGACGGAGCACCAGCG 
CAAGAGGTTCGCATTGAATCCGCAGCTGTTGCG 

>RXA018 37-downstream 
TAAGTTCTAAGCCCCTCTTCTTT 

>RXA018 41-upstream 

TCGGGGGGCACCTTCCAGTTCCACTCACCAGAAGGCCAACCGAGATTATCTACGCAAAGG 
AGGAACGTGCCCCGCTGCGGACTTCTCCGGCCCGTCGCTG 
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>RXA01841 

ATGGAGGAGGGTGAGGAGATCAGCCTGTCTGATTTTGAAGGCGAGGTCGTCGTCCTCAAC 
GCTTGGGGCCAGTGGTGTGCACCGTGTCGGGCGGAAGTCGATGACCTGCAGCTTGTCCAG 
GAGACTCTCGACCCCCTCGGTGGCACGGTGCTGGGCATCAACGTCCGTGACTACAACCAG 
ACCATCGCCCAGGACTTCAAACTCGACAACGCGGTGACCTATCCCTCGATCTACGACCCG 
CCGTTTCGTATCGCTGCGGCCCTGGGTGGGGTGCCGACCTCGGTCATCCCGACCACCATT 
GTCCTGGACCGAAGCCACCGCCCGGCCGCGGTGTTCCTGAGGGAGGTCACCGCGTTGTCT 
GGT 

>RXA01841-downstream 
TAGTCCTGGGAGGTGATGAGCTC 

>RXA0 18 52 -upstream 

AACCACCACCATGCGTGCAGAACGCACTGGTAACCCTTTCTTGCTGGCACTGTAGGGCTA 
AGTTCCGTACTACTTCTTCGAATAGGTATCGTTAATAATC 

>RXA01852 

GTGAGTCAAAACAAGTCCAAGTCTGAAAAGCTTCAGTCATTTGCTGCACCCAAGGGTGTT 
CCTGATTACGCCCCACCAAAATCTGCAGCGTTTTTAGCAGTCCGTGATGCCTTTGTTAAT 
CAAGCACATAAGGCCGGGTTTGAGCATATTGAGCTGCCGATCTTTGAAGACACCGGCTTG 
TTTGCGCGTGGTGTTGGTGAGTCCACTGACGTAGTGAGCAAGGAAATGTACACCTTCGCT 
GATCGTGGCGAGCGCTCTGTCACGCTGCGCCCAGAAGGCACTGCAGGCGTGATGCGTGCA 
GTTATTGAACACAGCCTGGACCGTGGACAGCTTCCCGTAAAGCTGAACTACGCCGGACCA 
TTCTTCCGTTATGAGCGTCCTCAGGCAGGGCGTTACCGTCAGCTTCAGCAAGTAGGCGTA 
GAGGCAATTGGTGTGGATGATCCAGCGCTTGATGCGGAGATCATTGCGCTTGCTGATCGT 
TCTTACCGCAGCTTGGGGCTGCAGGATTTCCGTCTGGAGCTCACCAGCTTGGGTGATCGT 
CACTGCCGTCCCGAGTATCGTCAGAAGCTGCAGGATTTCTTGTTTGCACTTCCTTTGGAT 
GAGGAAACCCGCAAGCGCGCAGAGATCAACCCACTTCGGGTGTTGGATGATAAGCGTCCT 
GAAGTCCAAGAGATGACTGCGGATGCACCATTGATGCTGGATCACCTTGATGCAGAGTGC 
CGTGAGCACTTTGAAACAGTGACTGGTTTGCTCGATGACATGGGTGTTCCATATGTGATT 
AACCCACGCATGGTTCGTGGTTTGGATTACTACACCAAGACTTGTTTTGAGTTCGTTCAC 
GATGGCCTGGGCGCACAGTCTGGCATTGGTGGCGGCGGACGCTACGACGGTCTGATGGCA 
CAGCTTGGCGGACAGGATCTGTCTGGCATCGGCTATGGCCTGGGTGTGGATCGCACCATG 
TTGGCTCTGGAAGCTGAAGGTGTGACTGTTGGTGCTGAGCGTCGCGTTGATGTGTACGGC 
GTTCCACTGGGCAAGGATGCTAAGAAGGCTCTTGCTGGAATCGTGAACACGCTGCGCGCT 
GCGGGTATTTCCACCGATATGTCTTACGGCGACCGTGGCCTGAAGGGTGCCATGAAGGGC 
GCTGACCGCTCCAACGCGTTGTACACCTTGGTGCTGGGCGAGCAGGAGCTGGAGAACAAC 
ACCATCGCGGTGAAGGATATGCGTGCGCATGAGCAGCACGATGTCGCATTGGACGAGGTT 
GTGGCCTTTTTGCAGGGGAAACTTATT 

>RXA01 8 52 -downstream 
TAAATAAT T C AT AAG T AAAAAAC 

>RXA018 62-upstream 

TCTCACAGTAATGTGGATGCCAGCACAAGTATGTCCGACCACCCCAGCGATGAAGCGTAA 
AT AAT C C AAC T C C C T AC T CAT C GC T AG G AGGC AC AG AC T C 

>RXA018 62 

ATGGCCTATGACTTCGTCATTGGAATGGACGTCGGCAAATACTTCCACCACGCCTGCGTC 
CTCGATCCCCAGGGCAGACAAGTCCTATCCAAACGCATCAACCAACACGAAGGCTCGCTA 
CGCAAGCTCTTCGACAAATTCCTGGCCAATGACGCCGAGGTCCTTGTCGTCGTCGATCAG 
CCCAACAACATCGGCAGGCTAACCGTCGCAGTCGCCCAAGCAATGGGAGCCGACGTTCGC 
TACCTCCCCGGGCTTGCCATGCGACAACTTTCACGTATCCACGTCGGCAACTCCAAGACC 
GATGTACGGGACGCTTATGTCATCGCCCATGCCGGCCTCAACCTTCCGGATGCCCTGCGT 
AGCGTCGACCGCGTTGAGGAAGTCTTCCTCCAGCTGAAAGTCCTCAACGGTATCGACGAA 
GACCTCGCCCGCGCCTACACACGCCTGATCAACCAGATGCAATCCGCGCTCGTGGGCACC 
TACCCCGCATTCGAACATGTCCTGCGTGGGCAGATGATTCACCGCAAGTGGATTCTCCAC 
CTTCTGGCGAAATACGGTGGCCCCACCAAGATTCGACGCGTCGGCAAAGCACGGCTGGCA 
GCTTTCGCACGTGGTCACAGGGCACGTAATCCTGAGCCAGTTATCGATGCCATGCTTGCT 
GCGATCCACGGCCAGACGGTATCCATCGCCGGCGCAGAATACGCGGAACTTGGCGTAGCA 
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ATGTCCGCCAAAGATGCACTAGCCAAGCTGGAGCACCGCAAAGAGATTGAAGGCCAGGTA 
CTCGAGCTGATCCAGGACATTCCTCAGACCGAGATTCTCTTGTCCATGCCCGGCATCGGC 
CCACGTAGCGCCGCGCAAATCCTTATGACCGTCGGCGATATGTCCGACTTTCCCGATGCA 
GCGCACCTGGCGTCCTATGCAGGCCTGTCGCCGCAGACAAATCAGTCGGGAACGTCGATC 
ATGTCGAATTCGCCCAACCGGGCCGGCAACAAGAAATTGAAGAACGCCCTATGGCAGTCG 
TCTTTTGCATCGATCAGATTCCACGAGCGTTCCCGGCAATTCTATGAACGAAAACGCAAC 
GAAGGCAAAAGACACAACGCCGCAGTCGTCGCGCTCGCACGCCGACGCCTCAACGTCCTC 
T T C GC C AT GAT G C GC AG C G GAG AG C T C T AC AG AG AC AT C C C C AC AG C C C AG G AGG C C G C A 
GCGGCC 

>RXA018 62-downstream 
TAGCCCCTACAAGCCCCGAAGCC 

RXA018 63-upstream 

T TAGAAAT GT T G T TAAC C T C TAT TAAAG T AT GC ACAT CAT CGAGG TATAT ATACAC AA 
>RXA01863 

ATGAATTCAAACCTAACATTGCCTCAAGATCGTTATTTAGATATTGCTGAATATATCGAT 
GTTATGCATATCTCACATAACTGGGGAACAACTGATGAATTCGCAAATGTTGGCTTTGGC 
GCAATGAAGAAGCAACCACCGTTAAAAGCTAAGTTAAAATTATATGAACAAATGATTTCG 
AATGCACGTACATTATCAGAACAAGGAATGTTTGTATCTGCGGAAACAATGCTCAATCAA 
AGTACGCTACCACATTTACGAAAAATACATCAAGAAGTCGTTCATGATATGAAATGTAGC 
AG AC AC GAG AT T C AC C C T AT G TAT C C AG C T G AC T T T GC AAG T C AAT T AAAT G T G T TAAC T 
CTAGCGGAAATGAAAAAGACAATTCATGATATATTGGATTTCAGAGATGAAGATATTTGG 
ATGTTATTTGGTACTTTGCCTGTGTTTCCATGCTTAAAGGATGATGAAGATCAAAAGTTA 
CTATCACGTTTAAGAAATGCTAACAATGTAACGACTAGAAATGACCCGGATGGCCGTAGT 
CGTTTAAATGTCAATGTATTTACAGGTAATGTAATCGTAACTGATTTCGGAGATGAAACA 
GGTACAATTTCGAATATACAAAAAGATAAATTAACAGATGTATTTGATAAATGGTTATCC 
TCTGATCTTGCTAAATCATTAAATTGTCATTGTTCCGAGTTTAGTTGTTTAGGACCAAAT 

GTTCTTGTTAAAAATATGTACTATCCGAATATGGATTTTAAAGATAATGAGCGTCATATG 
C AC AAAC AAC C AC AAAT TAT AC AAT T T 

>RXA018 63-downstream 
TAAAAACTCTTAATTATGCGGAG 

>RXA018 64 

AATGAACGCTACTGGACCGGCCCACGCCCAGAAACCCACGGACCAAACGATCCAGGCGGC 
GTAGACCTCTACGTCGGTGGCGTCGAGCACGCAGTTCTCCACCTGCTCTACGCACGTTTC 
TGGCACAAGGTCCTCTTCGACCTGGGCCACGTCTCCTCCAAGGAGCCATACCGTCGCCTG 
TACAACCAGGGCTACATCCAGGCCTTCGCCTACACCGATTCCCGTGGCGTCTACGTGCCT 
G C C GAT GAT G T C GAAGAG AAG GAC G G AAAG T T C T T C T AC C AG GGC G AAGAAG T C AAC C AG 
GAATACGGAAAGATGGGCAAGTCCCTGAAGAACGCCGTTGCCCCAGACGATATCTGCAAC 
AACTTCGGTGCTGACACCCTGCGCGTTTACGAGATGGCCATGGGACCTTTGGACACCTCC 
CGTCCATGGGCAACCAAGGACGTCGTCGGTGCGCAGCGCTTCCTCAGCGTC 

>RXA01872-upstream 

ATTGCTTGGCTCATGGAGTTCATCATGCGCCAACAGCAAATATTAGTAAAATGTTAGAAA 
TAGCTGTTTTTGATTCACTTTGTGCATGTAGGCTGTGACC 

>RXA01872 

ATGGGCAACGACGGCGGAGACCTGCGAATCGACGACCTACGCAGCTTCATTTCAGTCGCT 
CAATCAGGCCACCTAACCGAAACTGCCCAAAGATTAGGCATCCCGCAGCCCACACTTTCC 
AGACGAATCAGCCGAGTGGAAAAACACGCAGGCACCCCACTTTTCGACCGCGCCGGCCGC 
AAACTCGTCCTCAACCAACGAGGCCACGCCTTCCTCAACCACGCCAGCGCCATCGTCGCA 
G AAT T C AAC T C C GC C G C AAC T G AAA T C AAAC G C C T CAT G GAC C C AG AAAAAGG C AC AAT C 
CGACTGGACTTCATGCATTCCTTGGGCACTTGGATGGTCCCCGAACTTATCCGAACATTC 
CGCGCCGAACACCCCAACGTAGAATTCCAACTCCACCAAGCGGCAGCAATGCTCCTGGTA 
GATCGTGTTTTGGCTGATGAAACTGACCTCGCATTAGTTGGCCCCAAACCTGCCGAGGTT 
GGTACCTCTTTAGGGTGGGCGCCACTGCTTCGTCAACGACTTGCCCTAGCTGTTCCCGCA 
GATCACCGGCTTGCCTCCTTTTCTGGCCAAGGAGAATTGCCGTTGATTACTGCGGCGGAA 
GAACCTTTCGTGGCGATGCGAGCAGGTTTCGGCACCCGACTCCTCATGGATGCATTAGCC 
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GAAGAAGCCGGTTTTGTTCCCAATGTGGTTTTCGAATCCATGGAACTCACCACCGTCGCA 
GGGCTTGTCAGCGCAGGTCTCGGCGTTGGTGTGGTTCCGATGGAT 

>RXA018 7 8-upstream 

GGTTCAGGCTGCACAAGGTTGGGGAGCATGGCCTGCTTGCACCGCAAGCTTGGGCATCCG 
AT AG T AG AAAT C T G G CAT C C AAT AGG T AG AT T G G GAT G C T 

>RXA01878 

ATGGAAGAACCCTCAGGTGCACAGCTGCTCGGCCCGGTAGAAATCCGTGCGCTGGCAGAA 

AAGCTCGACGTCACACCAACTAAGAAGTTGGGGCAGAACTTTGTTCACGATCCCAACACG 

GTGCGTCGCATTGTTGCTGCGGCAGAGCTCACCCCAAACGACCACGTGGTGGAAGTTGGC 

CCTGGTCTGGGCTCTCTGACCCTTGCCCTGGTGGAATCTGCTGCTTCAGTAACTGCGGTG' 

GAAATTGATCCCCGTTTGGCTGCGGAATTGCCGGAGACTTTTCAGTGGCGCGCGCCGGCC 

C T T G C T C AC AAG T T GAG CAT C G T G C T G AAAG A C G C C C T G AAG G T T C AAC AAT C C GAT AT G 

GCTGTTCAACCCACCGCCTTGGTGGCTAACTTGCCGTACAACGTCTCTGTCCCTGTCTTG 

TTGCACATGATGGAGGAGTTTCCCACCATCAACAAGGTGCTTGTCATGGTGCAGGCAGAG 

GTTGCTGATCGTTTGGCTGCGGATCCAGGATCGAAGATTTATGGTGTGCCTAGCGTGAAG 

GCGTCCTTCTACGGTCCAGTTACTCGCGCCGGGTCGATTGGTAAGAATGTCTTTTGGCCA 

GCTCCAAAGATCGAATCCGGTTTGGTGAAGATCGTGCGCGAAGACACCGCGTGGAAGCAG 

GACGATGAGACGCGTAAGAAGGTGTGGCCGATCATTGATGCTGCTTTCTTGCAGCGCCGT 

AAAACCCTAAGAGCTGCGCTTTCTGGACACTACGGTTCTGGCCAGGCAGCTGAGGAAGCT 

TTGCGGGCCGCTGATATTGATCCAACGCTTCGTGGCGAAAAGCTTGATGTCACTGACTAT 

GTGCGCCTAGCTGGGGTGTTGCAGCAAAAGGATGAGAAG 

>RXA0 18 7 8 -downs t ream 
TGAAAATTACCGCTAAGGCGTGG 

>RXA01913-upstream 

ACCTGTACGATCACTTTTTAGACGGGCGGGTAGGGCTACTGTGCCCTAACCTAAGCTTGT 
AAAGCATTAATTATCCATACATAAGGAGGATCGCCCCGTA 

>RXA01913 

ATGGCGAACTACACCGCTGCGGATGTTAAGAAGCTCCGCGAACTCACCGGTTCCGGCATG 
CTCGATTGCAAGAAGGCTCTGGAGGAGTCCGCTGGCGACTTCGACAAGGCTGTTGAGATC 
CTGCGCGTCAAGGGCGCAAAGGACGTCGGAAAGCGTGCAGAGCGTAACGCTACCGAAGGT 
CTCGTTGCAGTTTCTGGCAACACCATGGTCGAGGTCAACTCTGAGACCGACTTCGTTGCA 
AAG AAC T C T G AC T T C AAG G AAT T C G C T G C AAAG G T T G C AG AC GC AG C AG C AG C T G C AAAG 
GC T AAC T C C C AG G AAGAG C T C G C AGC AG T T GAC G T G G AC G G AC AG AC C G C AG AC GC AG C T 
CTGCAGGAGTTCTCCGCAAAGATCGGCGAGAAGCTTGAGCTTCGTCGCGCAGTAACCCTC 
GAGGGCGACAAGACCGCTGTTTACCTCCACCAGCGTTCCGCTGACCTGCCACCAGCAGTT 
GGCGTTTTGGTTGCTTTCACCGGTGAAGGTGAAGCAGCTGAGGCAGCTGCACGTCAGGCT 
GCAATGCAGATTGCTGCTCTGAAGGCTTCTTACCTCACCCGTGAGGACGTTCCTGCAGAG 
ATCATCGAGAAGGAGCGCTCCATCGCTGAGCAGATCACTCGCGAAGAGGGCAAGCCAGAG 
CAGGCTATCCCTAAGATCGTTGAGGGTCGTTTGAATGGCTTCTACAAGGAGAACGTACTT 
C T T GAG C AG T C C T C G G TAG C T GAC AG C AAG AAG AC C G T T AAGG C T C T T C T G GAC G AG GC T 
GGCGTTACCGTCACCTCCTTCGCTCGCTTCGAGGTCGGCCAGGCT 

>RXA01913-downstream 
TAAGGCCACTTGAAGGTTGTGGG 

>RXA0192 6 

CTGCGAAGCTTCT AC ACCCCAGAACAAGCCATCGAACGCGAAGGCG AC GTCTGG AAAG CC 
GCCACCGAAGAAGCAGAACTCCTCGCAGCTGACGGCGCCGTCCACGACCAGGAACTCTTC 
CTCAACTGCACCACCTCCCCACTGATCTTCGCCTCCGCGATGCTCAACTTCGGCGTCCAC 
CAAATCCTGGACACCCTCTGCCAACTCGCACCATCCCCCGCCGGCCGCGACGCAGACCCC 
AAAGCCCTCGAAGCCGCCACCTCCGCAATGGACGACCACCGCGACACCACCGACGACTTC 
TCCGGCGTCGTCTTCAAAGTCCAAGCCGGCATGGACAAAAACCACCGCGATACCCTCGCC 
TTCATGCGCGTCGTCTCCGGCGAATTCGACCGCGGCATGCAAGTCACCCACTCCCAATCC 
GGCCGCAGCTTCTCCACCAAATACGCCCTCACCGTCTTCGGCCGCACCCGCTCTACCGTC 
GAAACCGCCTTCCCCGGCGACATCGTCGGCCTCGTCAACGCCGGCGCCCTCGCACCAGGC 
GAC AC CAT C T T C G AAG G C C G AAAAA T C C AAT AC C C AC C AAT G C C AAAA T T C GC G C C AG AA 
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CACTTCCGCATCCTGCGCGCCAAATCACTCGGCAAATACAAACAGTTCCGCAAAGCCCTC 
GAG C AG C T G G AC 

>RXA01 938 -upstream 

CCGCGATGAGGAACGCCCACGCGCAGGCGTGCTCCGCGGGACGCGAATTTGTGATGAAGG 
ATTCTTACTCCTTCGACATCTCGGGATGCTGGT 

>RXA01938 

TTGGACGAGTCCTACGCAAAGCACCGCGCAGCGTATCAGCGCATCTTTGACCGCCTTGGC 
TTGGAATACGCCATCTGCCAGGCAACCTCTGGTGCCATGGGCGGATCCGCTTCCGAGGAA 
TTCCTTGCAGTATCTGAAAACGGCGAAGATACCTTCGTGCGCTCTACCTCCGGCAATTAC 
GCCGCAAACGTGGAAGCTGTTGTTACCCAGCCAGGCGTTGAGCGTGACATCGAAGGCCTG 
CCAGAACCAGTCACCTACGAAACTCCTGTTTCTGAAACCATCGATGCTTTGGTTGATTGG 
G C T AAC T C CAT C G AC G T G C AG AT C GAG G G C C GC G AGG T C AC C G C AG AT G AC A C C C T C AAG 
TGCATTGTGGTGAAGGTCCGCGAGCCAGGTGCCGAAGAAGCAGAACTCACTGGAATCTTG 
C T T C C AG G T G AC C G C G AAG TAG AC AT G AAG C G C C T C G AG GC AT C AC T T GAG C C AGC AG AA 
GTTGAACTCGCAGTGGAATCCGACTTTGCCGACAACCCATTCCTGGTCAAGGGCTACGTC 
GGACCAGTTGGCCTGGCCAAGAACGGCGTGAAGGTCCTTGCCGATCCTCGCGTTGTCACC 
GGTACCTCCTGGATCACCGGCGCCGATGAAAAGGAACGCCACGTCGTAGGCCTCGTCGCC 
G G AC G C GAT T T C AC C C C AG AC G G C T T C AT C G AAG C T G C AG AAAT C AAG G AAG G C G AC C C A 
GCGCCAGCAGGCGAGGGCACCCTCACCCTTGCTCGCGGCATCGAAATTGGCATATCTTCC 
AGCTCGGCCGCAAGTACACCGAAGCCTTCGACGTCCAAATCCTGGACGAAAACGGCAAGC 
GCGCCATCCCAACCATGGGCTCTACGGGCTCGGTGTCACCCGCCTGCTCGCCGTCCTGGC 
AGAACAGCGCCACGA 

>RXA01938-downstream 
TGACGCTGGCCTCAACTGGTCCG 

>RXA01953-upstream 

GCATATCAGCAGCAGTATGGATTAGCAGCAGCGTAAGAAGAAAAATCAATCAAGCTGTCT 
CAAAAACTTGACGAGCGCAACCTGGGGGATCTACCAGCGG 

>RXA01953 

ATGATCGCGGCCTACCGCGAGAAGGACCGATCCCTCGGCCGCGCGGCGATGGAGGCGCTC 
ATCGACGCCGTCAGCCAAGACGTCCCCGCCGGGCTGGACGAGTTGCGCAAGCTCGGTCGG 
ACCCTGAAGGCTCGCGCCACCGACGTGCTGGCCTACTTCGAGCGGCCTGGCACCAGCAAT 
GGCCCCACAGAGGCGATCAACGGACGCCTGGAGCACCTGCGCGGCTCGGCCCTGGGCTTC 
CGCAACCTGACCAACTACATCGCCAGATCCCTGCTCGAGTTCCGGCGGATTCAGACCTCA 
ACTACACCCTCATCTGTGAAGAGCCGCTTTAGACATCCCTCATCGTCACGGACCACTATG 
AACGATGTCCCGACTCACCTA 

>RXA01953-downstream 
TGAACGATGTCCTGAACCTACAC 

>RXA01954-upstream 

GTGACCAACGGCTGTGGCGGACAACTCGGATCGAGTGCGTCGACGGGCAGCGTGTGGCTC 
ATCTCGCGGAGCTCGACGTCGAAGAACCCGAGACTCGGCA 

>RXA01954 

GTGCTTGCCGACGACGTGGTGGTCGTCGCGGAGTTCCGGGATCGCATCTACCCCGGCCTG 
GTGGAGACAGGCAGGGTTGAGCGGGGCGGCGACAAGCCGTTCCACACGGTCGTCAACGCT 
GAGAACTACCACGCGCTGGAGATGCTGACCTATACGCACCGGCATTCCATCGACGCCATC 
T AC A T C G AC C C G C C G T AC AAC AC C G G GGC G AG G G AC T G G AAG T AC G AC AAC GAT T AC G T C 
GCGAGTGATGACGACTATCGACACTCGAAATGGCTGGCGTTCATGGAGCGACGGTTGAAG 
ATCTGTCGGGAGCTCATGCGTAGCGATGCTACTCTTGTGGCACCTATCGATGAGCATGAA 
GTAAACCGTTTGGGCGTGTTGCTAGATCAGCTCTTCCCGGAATCTACGCGGCAACTCGTC 
ACAATTGTCAACAACCCTAAAGGCGTTACTCAGGGATATCTTTCGAGGGTCGAAGAGTAT 
GCGTTCTTTGTATTTGGTCCTGACGCGCGAATCGGTTCGGTCGATGACGACCTTCTGACG 
CATCGAGACATGGCCGATGCTGAAGGGGAACTGCAGAGGCCTCGATGGAAGGGGCTCTTG 
CGGTCGGGCGACGACTCGCTTCGAGCTGACCGTAAAGATATGTTCTATCCGGTGTGGTTC 
GATGAGTCGACTGGGCGACTCAGCCACGCGGGCGAAGCATTGCCACTTGACGAAACTCCT 
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GACTTCAGTCCGCAGGATGGCCTGACGCCGATCTGGCCTATTAGGCGGGACATGAAGGAG 
GGGCCTACCCGGGCAGCGCCACGCCGTTCGATCCTTGACTACGCGCTACACCCTCATCTG 

>RXA01954-downstream 

T G AAG AG C C AC C AAAC C T GG GAC 

>RXA0197 5-upstream 

AGAACACATATGACCATGCGCTATCACCCAGATTTCGATGTGTGGTCATTCGATCTCAGC 
C AAAC C C C GAAG C C T T C GAC AC AG AT T GG G C AGGAT T AAT 

>RXA0197 5 

T T G T C AC AC C AC AC T C AC C T C AA T AAC T AC AT C AC GAG C T T G AGT G AT AAC G C T GAT C T C 
CGTGAAAAAGTCACCGCAACCGTAGACGCTTTCCGCCATACCGTCATGGATGACTTCGAC 
TACATCAGTGATCAACAAGTCCTGCTTTATGGCGATGTCCAAAGCGGTAAAACCTCACAC 
ATGCTGGGAATTATCGCAGATTGCCTCGACAGTACGTTTCACACCATTGTTATTCTGACC 
TCGCCTAACACACGGCTCGTGCAACAAACATACGACCGTGTTGCCCAAGCATTTCCAGAT 
ACTTTGGTGTGCGACCGTGACGGATACAATGATTTCCGTGCGAATCAAAAGAGCCTCACC 
CCGCGAAAATCTATCGTAGTCGTCGGAAAAATACCTGCAGTTCTTGGTAATTGGTTACGC 
G T C T T T AAC GAC AG T G G C G C AC T T T C T GG AC AC C C T G T AC T CAT T A T T GAT GAC GAAG C A 
GAT GC GAC AAG T C T C AAC AC C AAAG T AAA T C AG T C T GAT G T T T C GAC CAT T AAC C AC C AG 
CTCACTAGCATAAGAGACCTTGCCACAGGATGCATCTACCTTCAGGTCACAGGTACACCT 
CAAGCGGTGCTTCTTCAAAGCGACGATAGCAACTGGGCAGCGGAACATGTGCTTCACTTC 
GCACCTGGTGAGAGCTACATCGGTGGTCAACTTTTCTTTTCTGAGCTCAACAACCCTTAT 
CTACGACTTTTCGCTAATACCCAATTTGACGAGGATTCTCGCTTCAGCGACGCCATTTAC 
ACCTATCTCTTAACCGCAGCACTGTTCAAACTTCGCGGTGAAAGCTTGTGTACCATGCTC 
ATTCACCCCAGCCACACTGCATCCAGTCATAGAGACTTCGCGCAAGAAGCCCGCCTCCAA 
CTCACTTTCGCCTTCGAGCGATTCTATGAACCAATGATTCAGCACAATTTCCAACGTGCT 
TATGAACAGCTCGCACAAACTGACAGCAACCTGCCACCCTTGAGAAAAATTCTTAACATT 
CTTGGTGGCATGGAAGATGACTTCTCCATCCACATCGTCAATAGCGACAACCCGACTGTT 
GAGGAAGATTGGGCTGATGGTTATAACATTATTGTCGGTGGCAACTCGCTTGGGCGCGGT 
T T AAC AT T C AAC AAC T T G C AAAC C G T T T T C T AC G T G C G C G AAT C C AAG C GAC C AC AAGC A 
GAC AC C C T G T G G C AG C AC G C C C G C AT G T T T G G C T AC AAAC GC C AC AAAG AC AC CAT G C G T 
GTGTTCATGCCGGCCACTATTGCTCAAACCTTCCAAGAGGTCTATCTCGGCAACGAAGCT 
ATTAAAAATCAGCTCGATCATGGCACGCATATCAACGACATTCGGGTCATTTTAGGTGAT 
GGCGTCGCACCTACTCGTGCCAATGTTCTCGACAAACGCAAAGTTGGAAACCTCAGCGGT 
GGCGTCAACTACTTTGCCGCTGATCCTAGAATCAAGAATGTCGAAGCACTCGACAAAAAA 
CTCTTGGCCTACTTAGACAAGCACGGTGAGGACTCCACCATCGGTATGCGCGCGATAATC 
ACCATTCTCAACGCCTTTACTGTAGACCCCAACGATCTCGACCTCGCGACCTTCAAGGCT 
GCGCTCCTTGACTTTGAACGCAACCAACCTCATCTCACAGCACGTATGGTGCTGCGAACA 
AACCGCAAAGTCAATCAGGGTACAGGCGCCCTGCTCTCCCCTACTGATCAAGCTCTCAGC 
CGTGCAGAAGTCGCACACCCATTATTGATCCTATACCGCATTGAAGGTGTTAACGATGCT 
GCTGCGCAACGAGGTGAACCTACGTGGTCAAGCGACCCTATCTGGGTGCCTAATATTAAA 
CTCCCTGGTCAACGTCAATTCTGGTGCGTAGACGGC 

>RXA0197 5-downstream 

T AAAC C T C G C C AC C AC C AAAAAA 

>RXA0 1998 -upstream 

AACCATCATCTTGGAGTTCAGGGTCACCTGCAGGATAACCTAAAACGGTGCTGTTGCAAA 
GTTGGGGCAGTAGGAAGACCGGCGTGGAATAATCAGGTCC 

>RXA01998 

ATGGGCATCTTCTCCGGTCGGCAGTTCCCTCGTGAAATCATCCTGTGGGCGGTGCGGTGG 
TACTGCCGCTACGGCGTGAGCTATCGCGACCTCGAAGAGATGATGACCGAGCGGGGAGTG 
CCGGTCGATCACACCACGATCTACCGCTGGGTCCAGAAATATGCTCCTGAGCTGGATAAG 
AAGACCCGGTGGTATCGGCAAGTTCCTGACTGGCAGGCCAGGTCCTGGCGGGTGGATGAG 
ACCTATATCCGGGTCGGGGGAAAGTGGTGCTACCTCTATCGGGCAATCACCGCCGGTAGC 
CAGACCCTGGACTTCTACCTCTCCCCGAAGAGAAACGTCGCGGCGGCGAAGCGTTTCCTG 
GCG AAG AC G C TGCGGT CG AAT AAATCGG C AGGC T ATCCG C GGGT GATC AG CACCG AC AAG 
GCCCCCTCACTCGCCAGGGCAATCTCTGAGCTGAAGGCGGAAGGCGTCTGTCCATCGACG 
GTCGAGCATCGTCGGGTGAAATACCTCAACAACGTCATTGAAGGCGACCATGGTCGGTTA 
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AAGCGGATCCTGGGGCCGAAAGGCGCATTCAAAAACCGAACGTCTGCCTACCGGACGTTG 
AAAGGGATGGAGGCGATGCACTCATTGCGGAAGGGGCAGGGCACGATGTTTGCCTATGGT 
CACCCGAATCCGGATGCAGTGATTGTTAGCCGGGTATTCGAGACGGCC 

> RXAO 1 9 9 8 - down stream 
TGACAACACAGGCACATAGCGTT 

>RXA02 002-upstream 
GCTATTCTTAATACCC 

>RXA02002 

ATGAGCAACGCCAATCCCGACACCACCGCCGCCGAGGCACATCGCCGCAGAACATTCGCC 
GTAATCGCACACCCCGACGCCGGTAAATCCACCCTCACCGAGGCATTGGCGCTGCATGCA 
CACATCATCTCCGAAGCCGGCGCCACCCACGGCAAAGCAGGCCGCAAAGCCACCGTTTCC 
GACTGGATGG7\AATGGAAAAAGACCGCGGCATCTCCATCGCCTCCTCCGCACTCCAATTC 
GAGTACGCACCAGAAGGCCACGCAGGCGAGCCCTTCATGATCAACCTCGTGGACACCCCA 
GGCCACGCCGACTTCTCCGAAGACACCTACCGCGTCCTCATGGCCGTCGACGCAGCAGTC 
ATGCTTATGCACTCCGTC 

>RXA02015-upstream 

CCCAGAGTTCGTTGAGACCGAACACTTCCTGCTCGACCTGCCAGCACTGGCTGAAGCACT 
AACCGAGTGGCTGAAGGGACGCGAAGACTGGCGTCCAAAC 

>RXA02 015 

GTGTTGAAGTTCTCGCTCAACCTGCTGGACGATATCCGCCCACGCGCAATGTCGCGCGAT 
ATCGACTGGGGCATCCCAATCCCAGTTGAAGGATGGCAAGACAACAACGCCAAGAAGCTC 
TACGTCTGGTTCGACGCTGTCGTGGGCTACTTGTCCGCATCCATCGAATGGGCCTACCGC 
TCCGGCGACCCAGAAGCATGGCGCACCTTCTGGAATGATCCAGAAACCAAGTCCTACTAC 
TTCATGGGCAAAGACAACATCACCTTCCACTCCCAGATCTGGCCAGCGGAGCTTCTCGGC 
TACGCAGGCAAGGGCTCCCGCGGTGGAGAAATCGGTGACCTGGGTGTTCTGAACCTGCCT 
ACTGAGGTTGTTTCCTCTGAGTTCCTGACTATGTCTGGATCC/VAGTTCTCCTCATCCAAG 
GGCGTTGTCATCTACGTGAAGGACTTCCTCAAGGAGTTCGGCCCAGATGCGCTGCGATAC 
T T C A T C G C T G C G A G G C C C AG AAAC AAC G AC A C C G AC T T C 

>RXA02 025-upstream 

CTATTTATCGGGTAGCGGGTCACAAGCCCGGAATAATTGGCAGCTAAGTAGGGTTGAAGG 
GCATAAGGCTTCCTCAATTTTCGAAAGGAACATTCCTGTT 

>RXA02025 

ATGGCATGGTTTTTCGCACCCGAACCCGTGATGGTTACCGCTGATGAGGCGCTTAAAGGT 
GGCAGGCATCCTGTTTTAGAAAATCCTGCGCCGCACACTGTGTTGGGAACTCCTGTGACT 
GGTCCGTGGAAAGAAGGCCAGCAGCGAATTTGGATTGGCCTTGGTTGTTTCTGGGGTGTG 
GAGCAAATGTATTGGCAGATGGATGGCGTTGAGGGAACTTCGGTTGGTTACGCCGGCGGT 
TTCACCCCTAATCCCACTTATCGCGAGGTGTGTTCTGGGCGCACCGGCCACACTGAAATC 
GTGGAGGTTGTTTACGATCCTTCGAAGATTTCCCTCGAGCAGCTTGTTGCCCGCGGCCTG 
GAAGCACACGATCCGACTCAGGGTTTCCGCCAGGGTAACGATGTGGGAACGCAGTACCGC 
TCTGCTTATTACACCGAGAACGAAGAGGACGCTGCGCGCGTAAAAGCCGTGGTCGATGCC 
TATGGTGAGACGCTGAAGCAGCACGGTTTTGGTGAAATCACCACGGAAATCGGTGTCATT 
AGCCCGTCTGACTACTTCCTCGCCGAGGATTACCACCAGCAATACCTGGACAAGAATCCC 
GATGGCTACTGCCCTCATCACTCCACGGGCATCCCGTGCGGGGTAGAAGCT 

>RXA02 025-downstream 
TAAAAGATTTTTGCTTTTCGACG 

>RXA0204 7 

TGGGACGACCGCGTCCACCCCGCGCACGCGCGCCTTTTTGCTCAAGCTTTGCTTGATGCG 
GGCCAGGCCGTGGATTACTACGAAAACACCGAGGGCGGCCATGCCGGCGCGGCGGATAAC 
AAGCAGACCGCGTTTGTGGAATCGCTGATCTACACCTGGATCGAAAAGACTTTGGATCAG 
CAGGGTAGCATT 

>RXA0204 7-downstream 
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TAATACCTATGATTATGCGAAGG 
RXA020 65-upstream 

CG AG AT GT G AAGT ACCT AC ACGC AT TAAGTGCAAATGAATTC AC AATTGCC AG AAG AT GC 
ACAGGATGTAATCTAGATTTCCCAAGTTCAGTGGGGCAAA 

>RXA02065 

AT G AC T TAT AT G AAAAAG AAG T C C C GAG AT G AC G C AC C C G T C G T AA T C G AAAC C G T T C AA 
GCAGAACATGCTGAAGAACTCACGGGCACTGCAGCATTCGATGCTGGACAGGCAGACATG 
CCAACATGGGGCGAGCTAGTCGCAGAACATGCAGATAGCGTTTACCGCCTCGCGTACCGT 
CTTTCCGGCAACCAGCACGATGCTGAAGACCTGACCCAAGAAACATTCATGCGTGTCTTC 
CGCTCGTTGAAGAGCTACCAGCCAGGCACCTTTGAGGGCTGGCTGCACCGCATCACCACC 
AACTTGTTCCTTGATATGGTTCGCCACCGCGGCAAGATCCGCATGGAGGCGCTGCCTGAA 
GATTATGAGCGCGTTCCGGGCAATGACATCACCCCAGAGCAGGCATACACCGAAGCTAAC 
CTTGACCCAGCTCTGCAGGCAGCCCTCGATGAGTTGAGCCCAGACTTCCGCGTGGCAGTG 
ATCCTCTGTGATGTTGTTGGTATGAGCTATGACGAAATCGCAGAGACCCTCGGAGTGAAA 
ATGGGTACCGTGCGTTCCCGTATTCACCGTGGACGCAGCCAGCTTCGTGCAAGTTTGGAA 
GCTGCAGCAATGACCAGCGAGGAAGTTTCTTTGTTGGTTCCAACCCAC 

>RXA020 65-downstream 
TAAAGTTGGTGTGTTTTCTGACA 

>RXA02078-upstream 

ACGCTGGAAGGTGAAGAAATGGGTCGGGGAGAAGGCCCGAACAAGAAGCTGGCCGAGCAG 
GAAGCAGCGCACCAGGCATTCCGAAAGCTTCGGGAGTCCC 

>RXA0207 8 

GTGCCTGAACTGCCTGAAGTTGAGGTGGTGCGCCGCGGTTTAGAAGATCATATGGTCGGC 
CACACCATCGTGTCCGCCACAGTGCTTCACCCGCGCGCAGCCCGCAATCAACTCGGCGGT 
GGCCCCGAAATCGAGGCCAACATCGCAGGGCTTAGGGTCAGCGCTGCCAAGCGACGCGGC 
AAATTCCTCTGGCTTGAGCTTATCGACGCACCCTCCGGCGAAACCCGTCCCGATTTAGGG 
CTACTGGTTCACCTTGGGATGAGTGGACAAATGCTCATCAAAGAACCAGATGCACCAATT 
AGTCCACACCTTCGAGCCAAAGTCGAGCTAGATAATGGCGATGAAGTGTGGTTTGTCGAT 
CAACGCACCTTCGGTTATTGGTGGCTCGGCGACCTAGTTGATGGAGTACCCGAACGCGTC 
TCTCACATTGCCACAGATGTATTGGATGAGTCTGCTGATTTCTCTGCGATTGCGCGGAAT 
TTGAAATCTCGGAAATCGGAGATCAAACGCCTCCTGCTTAACCAAGAGATCGTCTCCGGC 
ATCGGAAATATCTATGCCGATGAAATGCTCTGGCAAGCAAAAATTCACCCATTGCAACGT 
GCCGATCGACTGTCCCTAGCTCGCTTGGAAGAACTTCTTCAAGCTGGCAAAGACGTGATG 
ACCAAAGCACTTGCTCAAGGTGGCACCTCTTTCGACGCGCTCTATGTCAACGTCAATGGC 
AACTCCGGCTACTTTGCGCTGTCATTGAATGCTTATGCGCAAACCGGGGAGCCGTGCGGA 
CGCTGCGGAACATTAATCATCCGGGAGAGTTTCATGAACCGCGGCTCCCACTACTGCCCA 
AACTGCCAGAAGCGGCGC 

>RXA02 07 8 -downstream 
TAGCTGATGAGCGAAGCTTTTGA 

>RXA02110-upstream 

G AAAC AC T T C C C T TAG AG T CAAAG T G AC T G T AAG AT AG C T CAAC AG T TAAAG T C AG AT T G 
ACCCTAAGGTGGTTTCTTGCCCGCTTCACCTGAAATCCAG 

>RXA02110 

ATGGCCGTATCCACGATCATCTTCGCGCTGCGCCCCGGCCCCCAGGATCTCCCCAGCCTG 
TGGGCCCCCTTCGTTCCGCGCACCCGCGAACCACATTTAAATAAATGGGCACTGCCCGGC 
GGTTGGCTGC C AC C AC AT G AAG AAC T T G AAG AT G CTGCTGCCCG C AC AC T C G C AG AAAC C 
ACCGGCCTGCACCCCAGCTATCTAGAACAGCTCTACACTTTCGGAAAAGTCGACCGCTCC 
CCAACCGGACGCGTGATCTCTGTGGTGTATTGGGCACTTGTCCGAGCCGATGAAGCGTTG 
AAAGCCATCCCAGGAGAAAACGTCCAGTGGTTTCCCGCCGATCATCTCCCTGAGCTGGCA 
TTTGACCACAATAACATCGTCAAATATGCACTAGAACGACTTCGCACCAAGGTGGAATAC 
TCCGAAATCGCCCACTCCTTCCTCGGAGAAACCTTCACCATCGCCCAGCTTCGATCCGTG 
CATGAGGCAGTCCTTGGACACAAACTCGATGCCGCCAACTTCCGAAGATCCGTGGCCACC 
TCGCCCGATCTGATCGACACCGGCGAAGTGCTTGCGGGAACACCGCACCGCCCACCCAAA 
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CTGTTCAGATTCCAAAGA 

>RXA02110-downstream 
TAAATTCTGACGCTCATTCCAGC 

>RXA02130 

ATGACCTCCGACCTGCAATCCAGGCGACGCCTCGGACTGACTGCCACCCTCGTGCGCGAA 
G AC G G AC G AG AAG G C GAT G T C T C AG C C 

>RXA02130-downstream 
TGATCGGCCCCAAGCGTTACGAC 

>RXA02167-upstream 

GGCCTATCGCATTGACGACGGAATTCCGGTGCTTCTCATCGACGAAGCCACCGAGTGGAC 
C C C C AAC AAC T AG AAG T ACAT C AAGGAC AT T T T T AAC AC C 

>RXA02167 

ATGAACATCATTGACGAACTCTCCTGGCGCGGACTCATCAACCAGTCCACCGACCTTGAG 
GCCCTTCGCGAGGAAGCTTCAACCCCCATCACCTTGTACTGCGGATTCGACCCAACCGGT 
CCATCCCTCCACGCAGGACACCTCGTTCCACTGCTCATGCTGCGCCGTTTCCAGCAAGCA 
GGACACAACCCAATCGTGCTCGCAGGTGGCGCAACCGGCATGATCGGCGACCCCCGCGAT 
GTCGGCGAGCGCACCATGAACTCCGCAGACACCGTCTCTGATTGGGCAGAACGCATCTCC 
GGTCAGCTCAGCCGCTTCGTTGATTTCGACGGCGAGCACGCAGCCCGTCTGGTCAACAAC 
GCCGAGTGGACCAACGAAATGTCCGTAGTGACCTTCCTCCGTGATGTAGGAAAGCACTTC 
TCCCTCAACACCATGCTCGCCCGCGACACCGTCAAGCGTCGCCTCGAGTCCGACGGCATT 
T C C T AC AC C GAG T T C T C C T AC AT G C T G C T AC AG G C C AAC G AC T A C G T T G AAC T G AAC AAG 
CGCTTCGGCTGCACCCTGCAGGTAGGTGGCGGTGACCAGTGGGGCAACATCGTTTCTGGC 
GTTGACCTCAACCGTCGCGTCAACGGCACCTCTGTCCACGCAGTGACCGTACCTTTGGTT 
ACCGATTCCGACGGCAAGAAGTTCGGCAAGTCCACCGGCGGCGGAAGCCTCTGGTTGGAT 
CCGGAAATGACCAGCCCATACGCTTGGTACCAGTACTTCATCAACGCATCCGACGCTGAC 
GTGATCCGTTACCTCCGCTGGTTCACCTTCCTCACCCAGGAAGAACTTGCTGAGTTGGAA 
GTTGAAGTTGCAGAGCGCCCATTCAAGCGCGAAGCACAGCGTCGTCTTGCACGCGAAATG 
ACCAACTTGGTTCACGGAACCGAAGCAACCGAAGCAGTCGAGCTTGCTGCTCAAGCACTG 
TTCGGCCGCGCAGAACTCCGCGACCTAGACGAAAAAACTCTCGCTGCATCCGTTTCTGAA 
ACTGCAGTTGCAGAAATCAAGGCAGGGGAGCCACGCACCATCATAGATCTGCTCGTGGCC 
AGCGGACTTGCTGATTCCAAGGGCGCAGCAAAGCGTGCAGTCAAGGAAGGCGGTGCGTAC 
GTAAACAACGAACGCATCGAATCGGATGATTGGGAGCCTTTCGCTGAAGATCTTCTTCAC 
GGTTCATGGCTAGTACTGCGCCGTGGCAAGAAGAACTTCGCAGGAGTTCAGATCCTCGGC 

>RXA02167-downstream 
TAATAATCGCTGAAATGATTGCG 

>RXA02 17 4 -upstream 

CTTCGGCCGAAGCCACTTCGTCTGTCATAATGACAGGGATGGTTTCGGCCGTTTTTGCAT 
G AAAC C AAAAAAT AC GAT T T T C AAGG AG CAT G T AC AG C AC 

>RXA0217 4 

ATGGAAAAGCCACAGATTGAGCTACCGGTCGGTCCAGCACCGGAAGATCTCGTAATCTCT 
G AC AT CAT C G T T G G C G AAG GAG C AG AAG C C C GC C C AG G T G GAG AAG T T GAG G T C C AC TAT 
GTGGGCGTTGACTTTGAAACCGGCGAGGAGTTTGACTCTTCCTGGGATCGTGGACAGACC 
AGCCAGTTCCCACTCAACGGCCTCATTGCAGGTTGGCAAGAGGGAATTCCAGGCATGAAG 
GTCGGCGGACGTCGTCAGCTGACCATTCCGCCAGAGGCTGCTTACGGCCCTGAGGGTTCC 
GGCCACCCACTGTCTGGCCGTACCCTGGTGTTCATCATCGATTTGATCAGCGCA 

>RXAO 217 4 -downstream 
TAATTTTCTTTACTGCGCTAAAC 

>RXA02182-upstream 

GACCTGTGGCAGCTTTCGTGCCGACGTTTTCTGAAGTCAATGACTACCTATGGAGCACTG 
CACAGCAAGTGTAGGTCGCTCGACTGTTATTCTCGGGGCT 
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>RXA02182 

GTGAAAAAGCTTGCATCCATAGCGATCCTCTCCAGCCTCCCTTTGGCTTCGTGTTCCACT 
CCTCCAACAGATTCAGAGGCTGTCGTTGAGCATCTGGTTCCAGAAATTATCTCCACCCAC 
TCTTTTGATTCCACCTCGTTTACTCAGGGGTTGGAATTAGATGGCGACGAGCTGATTGTG 
GGAACTGGCCAATACGGTGGTTCCCGAATCTATCGCAGCTCCGTTGATGGCCAGGAATCT 
GTTTCCCAATCGCTTGATCCAGAATTCTTCGGTGAAGGCATCACCAAGTCTGGTGATGCC 
ATCTGGCAGCTGACATGGAATGAAGGTGTCGCTTTCAAGCGTGATGCAGATACTCTCGAG 
GAGTTAGATCGCGTTTCATATAATGGCCAGGGGTGGGGAATTTGCTCAACTGACGATGCC 
CTCATCACCTCTGATGGAAGCTCCACCCTCACCTTTAGGGATCCGGAAACCTTTGCAGAG 
AACAGCACTGTAGATGTGACACTAGACGGCTCTCCGGTTGGGAACCTCAATGAGCTCGAA 
TGCGTTGATGGCGAGGTATATGCCAATATTTTCCTCGATACAGACATCATGCGAATCGAT 
CCGAACTCCGGCGAAGTCACCGCAGTGATCGATGCCTCAAATATTCCTAACAACGCCACA 
CCAGATACAAACAATGTGCTCAACGGCATTGCACATATTCCGGATTCCGATCGTTTTTAT 
ATCACTGGTAAGCGTTGGCCTGACCTCTATGAGGTTAGATTCGTCCCTGCTGAC 

>RXA02182-downstream 
TAGAAT C AAG AC T CAT GG C AAG C 

>RXA02204 -upstream 

TAGGACGTGTCTCCGCGCTGAACTTGTGCAATGAGCCTGCACATAGCTTGCAAATAGCTT 
GTCGCGGAAATAATTACGGAAAGAAGATAGAGTAAAACCC 

>RXA02204 

ATGCAATCTTGGCCTACACCTGAAGTACCTGCTCTCGCTGGCACGCCTGTGCCTTTGGAA 
TTGTTCGACACTGCAGATCAGGAAGTACGCCTGGTTGAAACCCCACCTGCCGGATCCGAC 
ACACCGGTTGGCATGTACGTCTGTGGCATCACTCCCTACGACTCCACACACTTGGGGCAC 
GCGGCGACATACCTCGCTTTCGATCTGATCTACCGCATCCTGCTGGACAATGATCACGAT 
GTCCACTACGTCCAAAACATCACCGATGTCGATGACCCTCTGTTTGAACGCGCAGCCCGC 
GACGGCGTCGACTGGCGCGACCTCGGCACCAGCCAAATCAACCTCTTCCGCAGCGATATG 
GAAGCCCTGAGCATCATTCCGCCGAAGGACTACATCGGTGCGATTGAGTCCATCGACGAA 
GTCATTGAGATGGTCAAGACGCTTCTCGACGAAGGCGCCGCGTACATCGTCGAGGACGCC 
GAATATCCAGATGTCTACGCATCAATCAACGCCACAGACAAATTTGGCTACGAGTCCAAT 
TACGACGCAGCGACCATGGCTGAGTTCTTCGCAGAACGCGGCGGCGACCCAGAGCGTCCC 
GGCAAGAAAAACCCCATGGATGCCCTCCTGTGGCGCGCAGCCCGCGAAGGTGAACCAAGC 
TGGGAATCCCCATTCGGCGCAGGTCGTCCTGGCTGGCACATCGAGTGTTCAGCAATCGCT 
ACCAACCGCCTAGGACACAGCTTTGATATCCAAGGTGGCGGCTCTGACCTGATCTTCCCT 
CACCACGAGTTCTCCGCAGCGCACGCCGAAGCAGCTCACGGTGTCGAGCGCATGGCTAAG 
CACTACGTCCACGCTGGCATGATATCCCAAGATGGCGTGAAAATGTCCAAGTCTTTGGGC 
AACCTGGAATTTGTTTCCCGCCTCACCGCTGCAGGCCACGAGCCCGGCGCGATCCGCCTC 
GGTGTTTTTGCCAACCATTACCGTGGCAACCGTGATTGGAACGCAGAGAGCCTCGCCACC 
GCAGAACAGCGTCTAGCAACCTGGCGTGAAGCAGCACGAGCTGCAACCAATAGGGAAGAT 
GCCATTGCAGTTGTCGAGCAGCTTCGTGCACACCTATCTGCTGACCTTGATACTCCCGGC 
GCGCTCGCCGCGGTAGATAATTGGGCAGCGGGTATCGACACCACGACCGATTCAAAAGAG 
TTCACCGAGGTAGGAAACATCGTGGTCGCAGCCATTGATGCCCTCCTGGGCGTGCAGCTC 

>RXA02 2 04 -downstream 
TAGGAAATTTCAGGAACAATACA 

RXA0222 8-upstream 

AC AG AAG C G T C AAC T G C T C AAC T T C T C G AC AG C GAC GAC AC AC AC G G C G T G GGAC G C T AC 
GTTGCTCGCTGGACTTTTTAACTTAAGGGAGATCTAGATC 

>RXA022 2 8 

GTGGTAACACCGATCGCAGTGGTTGGACCCACTGCATCTGGAAAATCAGCTTTGGGAATT 
GCTCTAGCCCACAAGCTTGACGGTGAAGTAGTCAATGTGGATTCCATGCAGCTGTACAAA 
GGCATGGACATCGGCACGGCAAAGCTGACTGTCGAAGAACGCGAAGGCATTGCGCATCAT 
CAGCTCGATGTCTGGGACGTTACCGAAACTGCGTCAGTGGCGAGGTTTCAATCCGACGCC 
GTTGCCGATGTGGAAGATATTATGTCCCGTGGCAAAACCCCCATCTTGGTTGGCGGCTCC 
ATGTTGTACGTCCAATCTTTGGTCGATGATTGGCAATTCCCACCTACCGACAGCGCTGTT 
CGCGCACGCTTTGAGGCCCGCTTGGCAGACATCGGTGTCGAAGCACTACACGCTGAACTT 
AC T C AG C T T GAC C C AG AAG C AG C AG C C G T CAT C G AAAG C AAT G A T C C C C GAC G C AC CG T C 
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CGAGCATTAGAAGTCATTGAACTAACCGGCCAGCCCTTCCAAGCAAGCCAACCGCCCAAA 
GACGCGCCACCTCGCTGGGGAACTCGAATCATTGGCCTGAAAACCACTCCAGAATGGCTA 
AATCCACGCATCGAGCAGCGCACCGCCAGGATGTTTGAACAAGGCTTTGTCGCCGAAGTG 
GAACACCTTGTGCAGCAAGGACTCATCGCTGACTCCACCGCGGGACGAGCAATCGGCTAC 
TCCCAAGTACTGGCAGCCATGGCAGGGGAGATGACCTGGGAAGACGCCTTCGAACGCACG 
G T C AC C G G AAC C AG AC G C TAT G T C AG G C G C C AAC G C AG C T G G T T C AA C AG AG AC C AC C G C 

GTGTCCTGGGTCGACGCCTCTGGCGATCCCACCGCACAAGCCTTGGAGATTTTGGGTCTA 
CAA 

>RXA02228-downstream 
TAGCGAGGGTGAATTTGACCATC 

>RXA02236-upstream 

GCAGGCTGACATCCTTGGTATTAACCAGGTGTACCCTCGATTTCTGGATACTTTGGTATT 
CCTTTTGT C AC T AAAAAC C AC AC GAT AAC G G A GG AAC C C C 

>RXA02236 

GTGGCCCTTCCACAGTTGACTGATGAGCAGCGCAAGGCAGCGCTTGCTAAGGCAGCAGAG 
G C AC G C AAG G C AC G C GCAGA G C T C AAAGAG AAC C T G AAG C GC G G C AAC AC T AAC C T CAG G 

GAAGTTCTGGACAAGGCTGAGTCTGACGAGATCATCGGCAAGACCAAGGTCTCCGCTCTC 

CTCGAGGCTCTCCCTAAGGTTGGCAAGGTCAAGGCAAAGGAGATTATGGACGAGCTGGGC 

ATTGCTCAGACCCGTCGTCTTCGTGGACTGGGTGACCGTCAGCGTCGCGCACTTCTCGAG 
CGTTTCGGCTTCGAGGAT 

>RXA022 36-downstream 
TAATTCTTCAGTGTCGGGCGATA 

>RXA022 4 2 -upstream 

GTGAAAGGCCTAATGGGGTCGTGTCCCATGTGGGATATAAGATGGGGAGACAAGATCATC 
C AC C CAT AG G AA T T A T T G T T G AAG GAG C C T T C C C AC AAC C 

>RXA022 4 2 

ATGGCAGTTCGTGAAGTCAGATTATTTGGAGATCCCGTACTTGTGAGTCGGGCAGATGAG 
GTCGTGGACTTCGATGAATCACTGTCCACCCTGATCGATGACATGTTTGACACCATGGAA 
GATGCCGGTGGCGTTGGTCTAGCAGCAAACCAGGTGGGTGTTTTAAGGCGCGTGTTCGTG 
TTTGATACCTCCCACCAGGAGGGTGGATTGCGCGGACATGTGATCAACCCGGTGTGGGAG 
CCTCTCACTGAGGACACCCAGACTGGCAAAGAGGGCTGTTTGTCCATCCCTGATGTCTCG 
GCTGAGACCACCCGCTATGAAACGGTTCGGCTGTCTGGCCAGGACCGCGACGGCAATCCA 
GTGGGGTTTGTGGCCAATGGATTGTTGGCCAGGTGCATCCAACACGAAACTGATCACCTT 
GATGGCGTGCTGTTTTTGAAGCGCCTTGATCCAGCTGAACGTAAAGCAGCCATGGGCGTT 
ATTCGCGCGTCTGCATGGTTTAACAAA 

>RXA0224 2-downstream 
TAATGAGTGGAAAGGGCACTTCA 

RXA0224 3-upstream 

CTGTTTTTGAAGCGCCTTGATCCAGCTGAACGTAAAGCAGCCATGGGCGTTATTCGCGCG 
TCTGCATGGTTTAACAAATAATGAGTGGAAAGGGCACTTC 

>RXA02243 

ATGCGCCTAGTTTTTGCCGGAACTCCGGAACCTGCAGTGGTGGCACTGCAAAAGCTCATT 
GATTCCGATCATGAGGTCGTCGCTGTGTTGACGCAACCAGATGCACGTCGCGGCCGTGGT 
CGTACGCTGCATCCTTCAGCTGTCGCGGAGCTTGCACAGCAGCACGGTATTGAGGTGTTA 
AAGCCCACCTCCCTGAAGGCTGATACGGAAGATGGCCAAGCAATCCGTCAGCGCTTGGCT 
GAGCTTGCCCCCGATTGCTTGCCGGTGGTGGCATACGGACAGCTGATCACCAAGGATTTG 
CTGGATGTTGCGCCACACGGTTGGGTGAATCTGCACTTTTCTTTGCTTCCTGCATGGCGT 
GGGGCGGCGCCGGTTCAGGCGTCGATCCGTGAAGGCGATCAGATCACTGGTGCCACGACC 
TTCCGCATTGATGAGGGCCTGGATACCGGCGTGATTTTGTCCACCATCGAGGACACAATT 
CAGCCCACCGATACTGCGGATGATCTTCTTACTCGCCTGGCGTATTCAGGCGGTGACCTG 
CTGGTTGAGACCATGACTGGCCTGGAGCAGGGCACAATCACCCCGCGCGCCCAGGAAGGC 
GAGGCCACGTACGCCTCAAAAATCACCACCCAGGACGCGCAGATTGATTGGTCGAAGCCC 
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GCCGAGGTCATCGACCGCCACATCAGGGCACATACCCCAGGACCTGGCGCATGGACCACG 
CTTGTCGACGCCCGCCTCAAGGTCGGGCCCATCAGCCACTCAGGCGAGGTCGAAGTAGCA 
GCGGACTTGGCGCCTGGCGCCATCCTGGCGCAAAAGAACTCCGTGGTGGTCGGAACGGGC 
ACCACACCAATTGTTCTGGGCAATATCCAACCCCCGGGAAAGAAAATGATGAATGCAGCA 
GACTGGGCGCGTGGTGTCCAACTTGATCAGGAAGCGAAATTCCAA 

>RXA0224 3-downstream 
TGAGCCTAGAAAAATCCGGCGGA 

>RXA02251-upstream 

ATGTGGGCTTTCCAGTCCCGCGATGGAGAAGATGTGGTGCGCGCGGTTGCGACCTTCCGC 
G AC C T C G AAAAC AAG T AC AT G C C AG AG G AC T AAT T AAG C T 

>RXA02251 

GTGGCTGATCCAACAACTTATCGCCCGGCTCCAGGAACAATTCCAACGGAGCCGGGTGTT 
TATAAATTCAGGGACGAAAACCGCCGCGTGATCTACGTGGGCAAGGCCAAAAACTTGCGT 
TCGCGGTTGTCGAACTATTTCCAGGATGTCACCCAACTGCATCCGCGCACCCGCCAAATG 
GTGTTCGCAGCGTCGTCTGTGGAGTGGACCGTGGTGTCCAGCGAAGTCGAGGCGCTGCAG 
CTGGAATACACCTGGATTAAACGCTTTGATCCGCGGTTCAAACGTAAAATACCGCGACGA 

>RXA02251-downstream 
TAAAACCTATCCCATGCTGGCAG 

>RXA02252-upstream 

CGCACCCGCCAAATGGTGTTCGCAGCGTCGTCTGTGGAGTGGACCGTGGTGTCCAGCGAA 
GTCGAGGCGCTGCAGCTGGAATACACCTGGATTAAACGCT 

>RXA02252 

TTGATCCGCGGTTCAAACGTAAAATACCGCGACGATAAAACCTATCCCATGCTGGCAGTA 
TCCACAGGGGAGAGGTTCCCGCGCGCGTTCTTCTTCCGAGGTCCGCGCCGCAAAGGTGTG 
CGCTATTTCGGACCGTATTCCCACGCGTGGGCAGTGCGGGAAACCCTTGATCTTCTCACC 
CGCGTTTTCCCCATGCGCACCTGTTCAAAGGGTGTGTTTAACCGCCACGAAAGCCTCGGC 
CGGCCGTGTTTGTTGGGCTATATCGATAAATGTGCGGCCCCGTGCGTGGGCCGCGTGAGC 
G AA GAG G AAC AC C G C G AAAT C G T T G AC GG T T T C AC C T C T T T CAT G G C T GG T C AC AC C G AC 
AAAGTCACTCGCAAACTCAACGCCGACATGATGGCTGCGGCCGAGGAACTCGATTTCGAG 
CGCGCGGCCCGCCTGCGCGATGATCTGGAAGCCATTGACAAGGTCATGGAAAAACAGGCC 
GTCGTCCTTGGCGATGGCACCGACGCCGACATCATCGCATTCGCCACCGATCAGCTAGAA 
GCCGCCGTGCAAGTCTTCAACATCCGAGGTGGCCGAATCCGCGGCCAGCGCGGCTGGGTT 
GTGGAAAAGCCCGGCGACTACGCCGGATTGCTTGTCGACGCTACGACCCAACCTGAGGGT 
GATGCCCCGGAAACAGATCCCGCACTGCCATTTTTGATGCAAGATTTCCTCGTTCAGTTT 
TATGGCGACGCCGTCGAGCGTGCTGAAACTGAGGCTAAGGAAGATGCTGCGGTGATCGAG 
CGACGTGGCGTCGATAAGCATTCTTTTGAAGAGGCAGCCCCAGTGACGCGCGCTTCGGTC 
GTGCCCCGTGAAATCCTCGTGCAAGTTGCGCCCAATGAAGCTGAGCAAACCCTGAAAGTA 
CTGGAGGAATTGCGCGGTGCTGGCGTTGATGCCCGCGTGCCACAGCGCGGTGACAAGCGT 
GCG C T CAT G G AAAC T G T G GAG C GC AAC G C C AAAG AG C T G C T G AAA C AAC AC AAG C T T AAG 
CGTGTCGGTGATCTCACCGCGCGTTCAGCTGCACTGCAGGAATTGCAGGAAGCGCTGGAC 
ATGGAGCAGGCTCCGCTGCGCATCGAATGTACCGATATTTCCCATATTCAGGGCACCGAT 
GTGGTGGCATCCCTGGTGGTTTTTGAAGATGGTTTGCCTCGAAAATCGGACTACCGACGC 
TATCGAGTCAAAGAAGCCGCAGGCGATGGACATTCCAACGACGTGGCATCCATTGCGGAA 
ATCACCAGGCGCCGCTTCCTGCGCCACAACCAAGACAAACTTGCTGTTCCCGAAGCCGAA 
GAGTTTGACGGCTCGACCTTCAGCGATGAAAAAGTCGAGGAAATGAGCACCGACGCCAGG 
CGTTTTGCATACCCTCCTCAGATTTTTATCGTCGATGGTGGTGCCCCGCAGGTAGCTGCA 
GCCCAAGAAGTCTTTGATGAATTAGGCATCGTTGACGTGGTGCTCATTGGCCTAGCCAAG 
CGCTTGGAAGAAATCTGGCTGCCCGGCGACCCCGATCCCGTCATCTTGCCGAGAAACTCC 
CAAGCACTGTTTTTGCTCCAGCAAATCCGTGACGAAGCCCACCGCTTTGCCATCACCTAC 
CACCGCCAGCAACGATCCAAGCGCATGCGTGTTTCCGAGCTAGATAGCATCAAGGGCCTT 
GGCCAGAGCCGTCGCACTGAACTAGTCAAGCACTTTGGATCCGTGGCAAAACTGAAAGAG 
GCAAGCGTTGAGGACATTTCCCAAGTGAAAGGCTTCGGCCCGAAACTTGCGGAGGCTGTC 
TATGAAGGTCTTCACGCGTCAAAA 

>RXA02252-downstream 
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TAAGTAGATCGCTAGGATGTAAC 
>RXA022 60-upstream 

GCCGGCTGGGTAGTACTCGTGTATACTGTCTAAAGTTATTCGAAATCAGGTGGGCATAAG 
GTTCACCTGGGTTCTCAAACGGCAAAGGAACATTTTCCAC 

>RXA022 60 

ATGGCATTGACGCTTCAAATCATCCTCGTCGTCGCCAGCCTGCTCATGACGGTTTTCGTC 
TTGCTGCACAAGGGCAAAGGCGGCGGACTCTCCAGCCTCTTCGGTGGCGGTGTGCAGTCC 
AATCTTTCGGGCTCCACTGTTGTTGAAAAGAACCTGGATCGCGTCACCATTTTGGTTGCC 
GTTATCTGGATTGTGTGCATTGTCGCACTCAACCTCATCCAGACTTATTCA 

>RXA022 60-downstream 

T AAG AC AC GAG C T T AAAAAG AG C 

>RXA022 90-upstream 

TGAACTTGTAATCTGCGCTGATGAAAAGTCACGGCCCCGCTGGGCATCTAGAAGTGAGCT 
GTGTTGGGAGTATTTCGACAATGAGTGGGGCAGACCTCCG 

>RXA022 90 

GTGGATCTCAATGCTCTTTTTGAGATCTTGACGTTGGTAGTTTTCCAAGTGGGTGTCACC 
TGGCATGCTGTGCTGTCCAAACGGGAAGGGTTCCGTCAAGCATTCGCCCAATTCGATGTT 
GCAAAAGTAGCCGCCTTCAATGAGGACGACGTGGAACGCCTACTTGATGATCTACAGATT 
TTTAGAAACCGAAGAAAAATCAACGCTGCCATCACCAATGCCAAAGCGTTGCTGGAGTTA 
AAC GAT G AAAC AG G C AC C T T T G AC T C AAT TAT T G C C G AC C AC T C AAC T G AC G C C AC AG C C 

ATGGTGAAGCATCTCAAAGCCTTGGGCTTTACCCATATCGGACTGACCTCCTTGAGCATC 
CTCCAGCAGGCCATTGGGGTCACAGAGCTGAAGGCTGCC 

>RXA022 90-downstream 
TAAGATATAACTCCGATGACAAC 

>RXA022 91 -upstream 

TTGTCCATATCCTCCATTGTGCAGGAGAACTTTAGTGCCTACGCTTTTCGACGATCCCCT 
CCACCAACTTCCCAGACCACCGCGCAGGGTTGCAGCTGGC 

>RXA022 91 

GTGGTGCACCTGCCCAACTTCCTCGGCTTGGCCGAGCAAAAGGCACTGGTCGCCCAGGCT 
CGAGACCTTGCGCGTGAAGTTGTGGGCACACCGTTGGCGATGGTCCGACCCAAGCTGAAA 
AGTGGTCAGATGAGTGTCCATATGTTGCATTTAGGAAAGTACTGGGCATCCAATCCTTAT 
CGCTATGTGGATGTCGTTGATGGTTTTCCAGTGCCACCACTGCCGGATTCTTTCGTGGAC 
TTGGCACACCGAGCATTGCTGTCTGCAGGATCTTTAAGCAATTCACTTCAGTCTTGGTCG 
GAGGCATATCGAGCAGAAGCGGCATTGGTGAATTACTACTCGCCAGATGCTTCAATGGGC 
ATGCACCAAGACGCTAATGAAGAATCGGAAGCCCCTGTGATCTCCCTATCGATCGGTGAT 
ACCGGAATCTTTCGACTGGGCGGCACTCTAAACCGCAATAAACCGTGGACAGATATCCCA 
CTAATGAGTGGTGATCTCATCGTTTTCGGAGGTGCAAACAGGCAAGCATTTCATGGCATT 
CCCTCTATTGAGGCCAATACTGCACCTGCAGGATGCGGGTTGAAAGAAGGGGAATCAACA 
TCACGATCCGCCAACTTGCACTATAAAACTCCAGGTAGAGGTATGTCTCGGGGG 

>RXA022 91-downstream 
TGAAATAGCCCCGCAATGTCCCA 

>RXA02323-upstream 

G G AAT CAT T T T C AAT AG AG T C G AC G C AAG T G T AC AC T T C T T AAT G G AAAT T G T T T T C AAT 
AAAGTCAAGTTTTTTGACCTTCGCTTTTTAGGAGCACCCC 

>RXA02323 

ATGTCATCTCATGATCTCGTTGACGTAGTTGTCGTCGGCGCCGGCGCTGCAGGTCTCGCC 
GCCGCTGTCGCGCTCGGCCGCTCACTGCGCAGTGTCATCGTCATCGACGCTGGTCAACCC 
CGTAACAGCTATGCGCACGCTGCTCACAATGTCCTCGGCCAGGAAGGCATTGCGCCCGCC 
GAGCTGCTGGAAAAAGGCCGCGCCGAAGCGCGTTCCTATGGCGTCACCATTGCGCCCGGG 
CGCGTAGCAAAAGTTGAGCGCACCGGTTCCACCTTCGCCATAACGCTTGACGACGCCTCC 
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CTCCTTCACTCTCGGCGCATCATTTTGGCCCACGGCGCCGTTGACGATCTGCCAGAGGTA 
GAAGGACTGTCAGATTTTTGGGGAACCAAAGTGTTGCACTGCGCTTACTGCCACGGCTTT 
GAGGCCCGCGATTCTGAAATCGTCGTGGTGGGTACCTCGCCCATGGCTGCGCACCAAGCG 
TTGATGTTCTCGCAGTTGTCCAAAACTGTCAGCTTGGTGGGCACGATCGACATTGATGAA 
CAAACCAGCGAGAGCCTAGATAGTGCTGGAGTAAAAGTGTTGGGCACCAATGCGGTGCGC 
GTATCCGCCGAAGGTGATGGCCTGTCTGTGGAACTGTCCGAAGGCGATCATTTAAGCTGC 
GACAACATCGTGGTGGCATCTCGTCCACTGGTGGATGGCACGCTGTACACCCAACTTGGT 
GGTCAGATGGAAGAAAACCCGATGGGCAGGTTCATTCCAGGTACCCAAACCGGGCGCACT 
CCTATTGAAGGTGTGTGGGCTGCCGGAAACGCGCAAGCTCCCATGGCGATGGTCTATGGT 
TCCGCTGCTCAAGGCGTGATGGCTGGAGCAGAGATCAACTTTGATCTGATCCTGGAAGAT 
ATTTCCGTGGCAAGCGCGCAGAGC 

>RXA02323-downstream 
TAAACTGCGTGAGGTTGTGGCCT 

>RXA02385-upstream 

TTCGGGAGAGCAACGGTGGGTTTAGCACCGTGGAGGATTTACTGCAGGTCAAGGGGATTG 
GGCCCTCAAAGTTTGAGCAGATCTCTGGATTGGTGTCCCC 

>RXA02385 

ATGATTGAGGTGCGTTTGGTTCCCGTGGCGGCTGTGATGTGGATGGCTGTCGCTGCGTTG 
ATTATCAATGGTTCGTGGGTGTTGTCGGTGGGGATTGTTGGCATCGCGATCATTGCTGCT 
TGTGTGTTTAAACACTGGGGTCAAGCTGTGGTGATAGCTGCACTGGGCGTTGGTGCCGTA 
GTGATGGCTGCGTTGAGAATCAGCAGCGCGAAGGCATTTGAAGCACCGCAAACCTGGGTG 
GGTACCGCAGAAACCATCAAGTTTTTAGACAGCGGTGATCAACTAATCGGTTTGAGAGTA 
GAAGGCTATCCAGCGCCGATTCCAGTGTTTTACTCTGGTAGCGACACCATTGAGAAAGCC 
TCTCTCATTGCAGTGTCCGGTCGGATTAAACCAGATAGTTTCCCTGGGGTGGGTGATCTG 
ACCATTTCCACTGAAGACATTGATCAGTTGGAACCGACCACTGGTTATAGCGCATGGGTG 
AACCAGGTGCGTGACGGGTTTTCCCAAGCCGTGGAAGAAACCGTGGGGGAGTCTTCCCGT 
GGACTGATTCCAGGCATGGTGTTGGGGGATACGCGGTTGCAGGGGTCAATTGAAGCCCAA 
ACCTATATTGATACGGGGTTGTCTCACCTGTCAGCTGTTAGTGGAAGCAATGTAGCCATT 
GTGGTGTCCTCTGTGGTGGTGTTGTCGTATTTTCTCACCGCTGGGCCACGCATCAGGGTG 
GTGGCGTCATTGCTGTCCTTAGGTATTTTTGTCTCCCTCGTGGGGTTTGAA 

>RXA02 38 6-upstream 

TGTCGGTTGGTTTTTCACCCGTGAGAAACCCGTGAATCCACCCACCATGGCGGCGTTGGC 
GGAAAACTATCAAACACCGGCGCCGAGTTCGCAGGTGGTG 

>RXA02386 

GTGTCTGTGGTGGGGCACGTGGCTAAACCCGGCCTGGTCACGCTCGCTGAGGGCTCGCGG 
GTGGCTGATGCCCTGGCCATTGCAGGTGCCTTGCCAGACGCCGATCTGACGGCGCTCAAC 
TTGGCGCAATTGCTTGTCGACGGCACCCAGATCCATGTTTTAGCTATCGGCGAGGTACAA 
CCTATTTCGGTTGATGCTGCTGCGACTTCTGCTTCTGGGTTGATTTCCTTGAATACCGCC 
ACTGTTGCTGATTTGGTGACGCTGCCTGGGGTGGGGGAGAAGACAGCGCAGGCGATCATT 
GACTTTCGGGAGAGCAACGGTGGGTTTAGCACCGTGGAGGATTTACTGCAGGTCAAGGGG 
ATTGGGCCCTCAAAGTTTGAGCAGATCTCTGGATTGGTGTCCCCA 

>RXA0238 6-downstream 
TGATTGAGGTGCGTTTGGTTCCC 

>RXA02388 

GCAATCATCAACTCTTCTCGGATGGAGCCGATGCATGGGTTGAGTCTTTCGGTGATTTGC 
TTACTGTTTTATGATTCCAACCTGGCGGTGCATTACGGATTCTTACTCTCGTGTGCAGCA 
ACTGCTGGCATTGTGATGCTTCAACCACTGCTGTACCGTGCCATCGGTCCACCACTGGCG 
GTGTGGAAAGTACCAGACATCGTGGTGCGCGCTTTCGCGGTGTCCATTGCCGCTGATCTG 
GTGACCATCCCGATTATCGCTCTGATGGCTCGCCAAATATCCCTCGTGGCAGTGCTGGCC 
AACGTGTTGGTTGAATTAGCTGTTCCACCCATCACGTTGCTTGGGTTGATTGCCGTGCTG 
GCAAGCCTTCTTCCCTGGCCAGTGGAATACCCACTCTTGAAAATCATTGAGCCCTTCACC 
TGGTGGATTCATCACGTGGCCAAGTGGTGCCAACAATTACCCAATTCGACGCTGGAAATA 
AGTGCTGGTTGGGCAGGGATTGCCTGGGCGTGTATGGCAGCGGTGTGGGTGGTGGTGATT 
ATCTACAAAGGATATGTGCGCACCCTTGCAGTGTGTTGTGTCTGCTTCTTTCTTTTCGGC 
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GCGTGGAATAACAGACTGCCAGCCCAAATAGATCCGACAGAGCTGCGGTTTGTCATCATC 
GC C GAT GAT T C T GAG C T C AC T GAT G T G C C C G AAC A T GC AGAAT T GAT CAT C G T GGAAGAC 
CCCCACGGCAGCATGTCCGATCGCCCCATCGTCACCAGAGAAGGAATCCCTGTGCTGTAT 
CCATACCGCGATGGGGAGGTCAGCCTTCATATTGATGGCACCCAGCATGCAGCGGACGGG 
AGATTT 

>RXA02388-downstream 

T AAC G AC AC T T G T G G C AC G AT GG 

>RXA024 13-upstream 

AC C C G G C AGC G T T G AAAG C G AAG AAGC AAC AGAAG AAAT T AG AAAAG C AAC AAC G C C AAA 
GAG GCTTATAGTTTT C AC C T AGC G AC T AC AC T TAAT T G AC 

>RXA02413 

AT G AC AAG T G AG AA T T C C G AA T C C C AG G AC AT T T G G C T AAC C G A T GAG C AAC AAG A T G T G 
TGGCTCGATGTGTGGACAATGCGAATCGGCCTGCCTGCTCGCTTGGATGCTCAACTGAAA 
GAAGCTGCGGGTGTCAGCCACTTTGAGTACTTCACCATGGCGCAGATTTCTATGGCCCCG 
GAACATCGGGTGCGCATGAGTGAGCTTGCTGAGCTGTCCGATATGACGCTATCGCATCTA 
TCTAGAGTGGTTACTCGCCTAGAAAAGGCTGGCTGGGTGAAGCGTGTTCCCGATCCTGAT 
GATGGTCGCGCCACCGTTGCTGTGCTCACGGACTCTGGGTGGGAGAAAGTTAAAGCAACA 
GCCCCTGGTCATGTGAAGGAAGTGCGTCGTTTGGTGTTTGACGATCTCACTCCAGAAGAA 
C T C AAGG T AAT G G GC AC C G C AAT GAAGAAG AT T G T G AAC C G AC T C GAT AT G T C C AAC AG G 
CTGCCCCGGGTG 

>RXA02413-downstream 
TAG T T AGAAG T T T T AAG AAAT G T 

>RXA02 416 

GACAAGCCGGACGTGGATTTGATTGATGGATTATCCCCAGCGGTCTCCATTGACCAAAAA 
TCCACCAACCGCAACCCTCGGTCCACAGTCGGTACCATCACGGAAGTCTATGACTACCTG 
CGTCTTCTGTACGCCCGCGCTGGTACCGCACACTGCCCAGTGTGTGATGCCCGCGTGGAG 
CGTCAAACCCCCCAGCAGATGGTGGACCAAATCCTTGGCATGGAGGAGGGACTGAAGTTC 
CAAATCCTTGCGCCTGTGGTGCGTACCCGTAAAGGTGAGTTCGTTGATCTTTTCGCAGAT 
CTTGCATCCCAAGGTTATTCCCGCGTGCGGGTTGATGGGGAAGTGCACCAGCTCTCGGAT 
C C T C C AAAG C TAG AAAAG C AG AT C AAG C AC G AT A T T GAT GTTGTGGTT G AC C G T C T G C AG 
GTAAAAGCCAGCCAAAAGCAGCGCCTGACAGACTCTATGGAAACCGCACTTCGCCTGGCC 
GATGGCGTGGCTGTGCTGGAGTTCGTTGGCCTGGAGGAAGATGATCCGAATAGGCTTCGT 
CGATTCTCTGAAAAGATGAGCTGCCCTAACGGTCACGCGTTGACGGTTGATGAGCTGGAG 
CCTCGTGCTTTTTCCTTCAACTCTCCTTATGGCGCGTGTCCTGCCTGTGATGGCTTGGGT 
G T G C GC AC C GAAG T T GAT AT T GAT C T GAT CAT C C C AGAT CC AG A T GC AC C T G C AAC T AAA 
GCGGTTCAGCCCTGGAACTCCAGCCCAAACCACTCTTACTTTGAAAAGCTCATTGAAGGC 
CTGGCGAAAGCCCTCGGATTTGATCCGGAAACTCCGTACAGTGAGCTCACCGCAGCTCAA 
AAG AAG GCTCTGGTC TAT G G A T C GAAG GAAGAAG T AAGC G T T C GAT AC AAG AAC C G C T AC 
GGACGCGTGCGTTCTTGGACTGCGCCTTTTGAAGGTGTCATGGGCTACTTTGATCGCAAG 
TTGGAGCAGACTGATTCCGAAACCCAAAAAGACCGACTGTTGGGCTACACCCGTGAAGTG 
CCCTGCCCAACCTGTAAAGGCGCACGCCTCAAGCCGGAAATCTTGGCCGTTCGCCTAGAC 
TCCGGAAGCCATGGAGCGTTGTCCATTGCTGGACTAACCGCGCTGTCGGTGCATGAAGCA 
TTCGAGTTTTTGGATAACCTCACACTGGGCAAGCGCGAGGAAATGATCGCGGGAGCTGTG 
CTGAAGGAAATTCACGCCCGCCTGAAATTCCTGCTTGACGTGGGCCTTTCCTACCTCACC 
CTTGATCGCGCCGCAGGCACCCTGTCTGGTGGTGAAGCGCAGCGTATCCGCCTGGCTACT 
CAAATTGGTTCCGGTCTGGCTGGTGTGCTCTACGTCTTGGATGAGCCATCCATTGGTCTG 
C AC C AAC G T G AC AAC C AG C G C T T GAT C AC T AC C C T T G AGC AT C T C C GAG AT AT C G GAAAC 
ACGCTCATTGTTGTGGAACACGATGAAGACACCATCAGGCGCGCAGATTGGCTCGTGGAT 
ATTGGTCCTCGAGCTGGTGAATTTGGTGGCGAAGTGGTCTACCAAGGTGAGCCGAAGGGC 
ATTTTGGACTGCGAAGAATCCCTCACAGGTGCTTACTTGTCTGGTCGTCGAACCCTGGGT 
GTTCCTGATACTCGCCGTGAGATCGACAAAGAGCGACAGCTCAAGGTGGTTGGTGCTAGG 
GAAAATAACCTGCAGGGCATCGATGTGAAAATCCCACTGGGTGTGCTGTGCTGCATCACT 
GGTGTGTCGGGATCTGGTAAATCCACGCTGGTCAATCAGATTTTGGCCAAGGTTCTGGCC 
AACAAACTCAACCGCGCACGCCAAGTGCCTGGTCGCGCAAAGCGGGTGGAAGGCCTCGAG 
CACTTGGATAAGTTGGTCCAAGTGGATCAGTCGCCAATTGGTCGTACTCCACGTTCAAAC 
CCAGCGACGTACACGGGTGTGTTTGATAAAGTCCGTAACCTTTTTGCCGAGACCACTGAA 
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GCGAAGGTCCGCGGTTACAAGCCTGGCCGCTTCTCCTTCAATATTAAGGGTGGACGCTGC 
GAAGCATGTCAGGGCGATGGCACGCTGAAGATCGAAATGAACTTCCTGCCCGACGTGTAT 
GTTCCGTGTGAAGTCTGTGATGGTCAGCGCTACAACCGCGAGACCCTCGAGGTGAAGTAC 
AAGGGCAAAAACATCGCTGAAGTATTGGGCATGCCGATCTCTGAGGCTGCGGACTTCTTT 
GAGCCCATCACCTCAATTCACCGATACCTAGCAACGCTGGTTGATGTCGGCCTTGGCTAT 
GTCCGTTTGGGCCAGGCAGCAACAACCTTGTCTGGTGGTGAAGCCCAGCGTGTGAAACTT 
GCCGCTGAGCTGCAGAAGCGTTCCAACGGTCGCACCGTTTACATCCTCGATGAGCCAACT 
ACTGGTTTGCACTTTGAAGATATTCGCAAACTCATGATGGTGATCGAAGGCCTGGTGGAC 
AAGGGTAACTCCGTGATCATCATCGAGCACAACCTCGACGTGATCAAGGCTGCCGACTGG 
ATCGTGGACATGGGTCCAGAGGGCGGAAGCGGCGGTGGAACCGTGGTCGCTGAAGGAACC 
CCAGAGCAAGTTGCTGAAGTTGCGGGTTCCTACACCGGCCAATTCCTTAAAGAGTTGTTG 

>RXA02 4 1 6-downstream 
TAGGAGAAGATGAGGGGCTTTCA 

>RXA02418-upstream 

GACACGGACTAGTGCCCGTGTATAACTCTTGAAAGTCAGATCTCCCGTTCATCCTAGATG 
ATGAACGGGTTTTTGGTCTGCATAGGGGCAATCACCTCAA 

>RXA02418 

GTGGTTCGGTACGTCAAATTTTCCCGCACTGCTAACAGAGGAGTCCACATCAGCGCTGAA 
GCTCGCATTAATGAGCGCATCCGAGTTCCCGAAGTCCGCCTTGTCGGACCTAACGGTGAG 
CAAGTAGGCATCGTCCGTATCGAAGATGCCCGCAAGCTCGCATTCGACGCAGACCTAGAC 
CTGGTCGAGGTCGCACCCAACGCCAAACCTCCAGTCTGCAAGATCATGGACTACGGAAAG 
T T C AAG T AC G AAG C G GC C C AAAAG G C T C G T GAG T C AC G C AAG AAT C AG C AGCAG AC C G T G 
G T C AAAG AG C AAAAG CTTCGTCC C AAG AT C GAT GAT CAT GAT TAT GAGAC G AAGAAGAAC 
AATGTGATCCGATTCCTTGAAAAGGGATCAAAGGTCAAAGTCACGATCATGTTCCGTGGT 
CGTGAGCAGGCTCGCCCAGAGCTTGGCTACAGGCTCCTCGAGCGACTGGCAAACGATGTC 
GTAGATTTTGGCATCGTGGAAACCCGCGCAAAGCAGGACGGACGAAACATGACAATGGTT 
CTCGGTCCGGTGCGCAAGGGCAAGAAA 

>RXA02418-downstream 
TAATCACGAATAGGGTTTAAGGA 

>RXA024 2 9-upstream 

TCTTACCCACCAGTGCAATGTAGGTCACGTCGTATCACGTCTGAGGGTGATTGAGTAGGG 
T T AAAC AG A T G AAT T CAT T TAG C T CAC C GG AG G T AT AAC C 

>RXA024 2 9 

GTGGCCGGTTTTGATTGGTTTTGGAAGGCCCTTGGCGGCAAATCGGGCAGAAACCAAAAA 
CGTAGCGTGGCAATTGTCAATCAGGTAGAAAACCATGCAGCGGAATTAGACGCGCTGGAT 
GATGTTGCATTGGCGCAGCGTGCCAAGGATCTAGCCAGTGGTGGACGCATTGACAATCAT 
GCGGAATTCCTCGCCATTTTGGGTGTGGCATCGCAGCGGACATTGGGGCTGAAGCCGTAT 
CCGGTGCAATCACAGGCGGTGTTGCGTCTCATTGAAGGCGATGTGGTGCACATGGCTACC 
GGTGAGGGCAAGACTTTGGTGGGCGCGATGGCGGCCACCGGTCTGGGGTTGATGGGCAAG 
CGAGTCCATTCGATTACCGTCAATGATTATTTGGCGGTGCGCGATGCCGAATGGATGCGG 
CCATTGGTCGAATTTTTCGGTCTGAGCGTGGCGAGCATCAGCGAGAAGATGGATGCAGGG 
GAGCGTCGACAAGCATATAAAGCCGCAATTGTCTACGGACCTGTCAATGAAATCGGCTTT 
GACGTGCTGCGTGATCAGCTAATTACCCGGCGCGAAGACGCCGTGCAGCATGGCGCCGAC 
GTCGCGATTATCGATGAGGCCGATTCCGTGCTTGTCGACGAGGCCCTGGTGCCACTCGTC 
CTCGCCGGCAACCAGCCCGGCCATGCGCCGCGCGGCAAAATCACCGATGTGGTGCGCTCG 
T T G AAAGAAAAC G AC GAT T AC AC CAT C G AC GAT GAT C G T C GC AAC GTCTTCCT CAC C G AC 

AAGGGTGCCGCCAAATTAGAGCAGCAGCTGGGCATCAGCAGCCTCTACGACGATGAGCAC 
GTCGGCTCGACGCTCGTGCAGGTCAACCTCGCCCTCCACGCGCAGGCACTGCTCATCCGC 
GACATCCACTACATCGTCCGCGACAGCAAGGTCTTGCTTATCGACGCCTCCCGCGGCCGT 
GTCGCCGACCTGCAGCGCTGGCCCGACGGCCTGCAAGCAGCAGTGGAGGCCAAGGAAGGT 
CTCGCGGTTTCTGAAGGCGGCAAGATCCTTGACACCATCACACTTCAGGCGTTGATTGGT 
CGCTACCCAATGGCATGCGGCATGACAGGTACCGCCGTGGAGGCAACCGATCAGCTACGC 
ACCTTCTATGACTTGCATGTTTCTGTCATTGAGCGCAATCATCCGCTGAAGCGCTTTGAT 
GAAGCTGACCGTATCTACGCCACCATGGCGGAGAAAAACCGCGCCATCATCGATGAAATC 
GCACTCCTTCACAGCACGGGGCAGCCAGTCCTGGTGGGTACCCACGATGTGGCAGAGTCG 
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G AAG AAC T C GC C AC T G C AC T GC G T G AAC T C AAC A T C G AAG T AAG C G T T C T C AAC G C C AAG 
AATGATGCCGAAGAAGCCCAGATCATCGCAGAGGCTGGCGATATTGGACGAGTGACCGTT 
TCCACTCAGATGGCCGGCCGCGGTACCGATATTCGCCTCGGTGGCGCCGATGAAGCCGAC 
TACGATGAAGTGGTGAAACTCGGTGGACTCGCCGTTATCGGCACCGCCCGCCACCGTTCT 
CAGCGCCTGGACAACCAGCTGCGCGGACGTGCGGGACGACAAGGAGATCCAGGCCTGAGC 
CTTTTCTTTGTCTCCCTCGATGATGATGTGGTGGTCTCAGGCGGGTCAAGGGAGAGCGTG 
AGCGCGCAACCCGATGCCACCGGGCTGATTGACTCAGATCGCATCCGCGATTGGGTCGGA 
C AC T G C C AGC G C G T C AC C G AAG G AC AGC T G C T G G AAAT C C AC T C C C AG AG C T GG AAT T AC 
AACAAGCTCCTTGCCGATCAACGCGTGATCATTGACGAGCGCCGCGAACGCCTCCTCGAC 
ACCGCCTTAGCGTGGGAGGAACTGGCACAGCATGCACCAGCGCGGGCTGCAGAGCTTGAA 
GAC C T T GAT C AG T C C G T G AG GG AAC AG G CAG C AC GAG AC AT C AT GC T G T AC C AC C T C GAT 
TACAACTGGTCAGAGCACCTCGCGTTGATGGATGATGTCCGCGAATCCATTCACCTGCGC 
GCCATCGCCAGGGAAACCCCCCTTGATGAATACCACCGCATCGCTGTGCGTGAATTCAAG 
GATTTGGCACAACGCGCTGTCGATGATGCGGTGTCCACGTTCAAGTCTGTGACCATCGAT 
CACGAGGGTGCCCATTTGGATGATGAGGGCTTGGCGCGTCCATCAGCAACGTGGACCTAC 
ATGGTCTCTGACAACCCACTTGCGGGTAGTGGTAACTCAGTGATCAGTGGCATAGGAAAT 
ATCTTTAGA 

>RXA02 4 2 9-downs t ream 

T AAC C T GAG AAC TAT G AAAT T C C 

>RXA02 4 36-upstream 

ATCCACTACTAACTTGAGGTTGCCAATCGTGCTCATATTCAACTCTCCTTAAATTGGTCG 
C G T T C T T C T AAG AC C C C AC AT T AG T AAAAG C AT G G GAC AT 

>RXA02 4 36 

GTGGTTGGCATTTCGCTCGATGTAGTTATGATGGGCGTTATGACTTCTAAGACCGCAACT 
GC G AT T C T G CAT AC AAAT C G C G GAG AC AT C AC CAT C GAC CTGTTCGG C AAC C AC G C T C C A 
GAGACCGTCGCTAACTTCGTTGGCCTGGCACAGGGCACCAAGGACTACCAGTCCGCAAAC 
GCTCAGGGCGACAGCGAAGGTCCGTTCTACAACGGATCTGTCTTCCACCGCGTCATCGAC 
GGTTTCATGATCCAGGGTGAAGACCCAACCGGCACCGGCCGTGGCGGCCCTGGCTACACC 
TTCGCTGATGAATTCCACCCAGAGCTGCGCTTCGACCGCGCATACCTGCTGGCAATGGCA 
AATGCGGGCCCAGGCACCAACGGTTCCCAGTTCTTCATCACTGTGACCCCAACCCCTCAC 
CTGAACAACGCTCACACCATCTTCGGTGAGGTCACTGACGCTGAGTCTCAGAAGGTTGTG 
GATGCAATTGCAACCACCGCAACCGATCGTTACGACCGCCCAGCTGACGCAGTTGTCATC 
GAG T C T G TAG AG AT C AC C G C G 

>RXA02 4 36-downstream 

T AAC AG C C AC C T C T AC G T AC AC T 

>RXA024 4 5-upstream 

TGTATAAAGTGACGCTCTCAGTGTAGAAACTGAGGGTCTCAGTGAAGTAGACTGACAGGG 
ATACCTAATACGTTTAATAGATTGTGGGGCACTCGCCACC 

>RXA024 4 5 

G T G G AAC CAT T C G AAT T AG AG AAAG AC C T T GAG C G T C T TAG G AAAAAC G G AAAAG AC GAT 
GAAACCGTAGAAGTGAAATCTTGGGGTCGGTTACCTTTAAGCAAAGGATCAAAAAGCTTC 
TGGGAATCATTAAGCGCATTCGCAAACACCAACGGTGGATACATCCTATTGGGGCTAAGC 
GAACCAGATTTCACTCCAGTTGAAGGATTTGATTCACAGGCGAGTATCCAGTTCATTCGT 
G C AGG T T T AAAT C C AC AAG AT C G CGAC G C C C AAAAAG T G G AAC CAG T G C C C CAT CAT GAA 
ATTCATGAAATGACTGTTGATGGTGCTGAAGTTGTTTTAGTTTCAGTCTCACCGTTGTCA 
GTGAACGGGCCCTGTTATTATCTTCCCGTCGGAATCACTAATGGCAGCTTCAAACGCGTT 
GGCGATGAAGACCGGAAGCTCAGTCATCTTGAAATTTACGAGCTCCAAAATAGGTTTGTT 
C AAAC C AAAAC AGAT AG AAAT C CAG T T C C AGAT T C AAG CAT T GAC GAT C T C AACAAT CAG 
CTCGCGGCGTCATTTAAGCAGCGCCTAATTGAGTCAAATAGTCGCTCCCTTGGAACAGAC 
GATAACTGGTTACTGCGCAAAAATATCACTACATCAAAGGGAGAACTGACGATTGCTGGC 
TTACTGGCTCTCGGAAGCTATCCTCAACAGTTTTTCCCCCGAGTGATCATTGATGTTGCC 
GTACATCCAGGTCTGCATAAGTCACCAATCGGTACCTCAATTCGTTTTGAAGACCGAAAA 
ATCTGCGAGGGAAATCTTCTCGAGATGGTTCAAGAGGCTATGTCTGCCATCAAACGAAAC 
CTACGTGTACGCCGCGTCGTTGAAGGACTCTCAGGTAAAGATGTTCTAGAAATCCCAGAA 
GAAGTTTTGAGAGAGGCTCTAGCAAACGCCGTACTTCACCGTGATTATTCTGAGCTAGCT 
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C AAAAT GAAG C AAT T CAT G TAG AC AT C T AT AAG GAT C GAG T T GAG AT C AC GAG T C C AGG T 
GGATTACCCAATGGTAAACGCCCAGAGTCAATACTGGACGGATACTCTGAACCAAGAAAT 
CGTGTGCTTTCAAGAATCCTAATGGATATTCCATGGACACATGAAGTACAAGGAGTACTT 
GCTGAAAGCAACGGTACTGGCGTTCCCCGAATGTTCAATTTGATGCGTGAAGCGGGACTT 
CCGGTACCGAATTTTAAGATTGATATTTCTAGCGTCACTGTCGAACTCAGCCGTCACGGT 
C T T C TAG AT G C C C AAAC AAG T G AAT G G C T T G T AG AAAAAC T C GG AT C AG AT T T T T C T AAC 
ACACAAGGCATTGCTCTTGTTCTCGCAAAAGAACTTGGAGCGGTAACGTCTCGAGATCTC 
CGCAATCAAACTGGTCATGATTCAGAAGACATGCGCAGCTTACTTGACGCTTTGGTTGAT 
CGGGGCGTTCTAAACCAAAACTTACAGAACCAATATCAGCTTGCGACATCGTCTGTGAAT 
G T AAC T C AAAG C G AAC AAG AAG T C T TAG AT G C AAT C AAT AAAAC AAC T C C T G T C AC AAT T 
CGAGAAATTGCCACAAAAACAGGGAAAACTGCATCGTCTCTTCGGCCGCTGCTTCGTGGC 
CTTGTTGAAGCAGGTCTTGTGGTTGCAACTGCTCCACCATCAAGCCGCAACCGAGCGTAC 
TTGAAGGCT 

>RXA02 4 4 5-downstream 

T G AC C C AC C AAC G AAC T C AC C G G 

>RXA024 5 6-upstream 

AAAGTCTAAGCAACAGCTCACGTGGCTTTACAGCTACCCCCGAAAGGTCTGTTTTTTATC 
G GAAG TAG AAT AG T C G G C AC G CAT T T T C G AAAGG GGC C AC 

>RXA024 5 6 

ATGGCTGAAAACCGAACCGGCACAGTCGATGGAGACGCGTTGGCTGCCCGCTTTGAAGAG 
GAGGCACTGCCACTCCTTGACCAGCTCTATGGCGGTGCTCTGCGCATGACTAGAAATCCC 
GCAGATGCGGAAGATCTCGTGCAAGACACCTATATCAAGGCGTACCAGGCGTTCGCGAGC 
TTCAAACCAGGCACCAACCTGAAGGCTTGGCTCTATCGGATCATGACGAATACCTACATC 
AACATGTACCGAAAGAAACAGAGGCAGCCATCGCAAACCTCTGCCGATGAGATCACTGAC 
TACCAGCTCGTTGAATCTCAATCGCATACCTCAACAGGGCTGGAATCCGCCGAGGTTGAG 
GCTCTGAAAAATCTGCCAGACGGAAAAATTGGCGATGCAATGAATCAACTCAGCCCGGAA 
TACCGGATGGTGGTTTATTATGCCGATGTAGAAGATCTCGCATACAAAGAAATCGCCGAG 
ATCATGGACGTTCCACTCGGAACTGTGATGTCCCGACTCCATCGTGGAAGAAAACAGCTC 
C GAG G AAT G T T AAAG GAAG TAG C GAAG G AAC AAG G CAT T G G T C T T G AAC AT C C C G AC AT G 
AAGAAAAATTCGGAGGCA 

>RXA02 4 5 6-downstream 

T AAC GAT G AC G AAT C T C AAC C G C 

>RXA024 62 

GAAG C C G GAG G AC T C T AC GTCCTTGG C AC C G AAC G C C AC G AAT C C C G AC G CAT C G AC AAC 
CAGCTGCGCGGTCGTTCTGCACGTCAGGGCGACCCAGGATCCACCCGCTTCTATCTCTCT 
ATG C GCG ACGACC T G ATGGT TCGCTTCGTCGGCCCAACCATGGAAAACATG AT G AAC AGG 
CTCAACGTCCCAGACGATGTGCCCATCGAATCCAAAACCGTCACCAACTCCATCAAGGGC 
GCCCAAGCTCAGGTGGAGAACCAGAACTTCGAAATGCGTAAGAACGTTCTGAAGTACGAC 
GAAG T CAT G AAC G AAC AG C G C AAG G T TAT C T AC AG C GAG C G AC GC G AAAT C C T C G AAT C C 
G C AG AC AT C T C C C G C T AC AT C C AAAAC AT GAT C GAAG AAAC AG T C AG C G CAT AC G T C G AC 
GGCGCCACCGCCAACGGCTACGTCGAAGACTGGGACCTCGACAAACTCTGGAACGCCCTC 
GAAGCCCTCTACGACCCATCGATCAACTGGACCGACCTCGTCGAAGGCAGCGAATACGGC 
AAACCAGGGGAGCTGTCCGCCGAAGATCTACGCACCGCACTCGTCAACGACGCCCACGCC 
G AAT AC GC AAAAC T C GAAG AAG C C G T AT C C G C AAT C G G C G G C G AAGC AC AG AT C C GC AAC 
ATCGAACGAATGGTGCTCATGCCAGTCATCGACACCAAATGGCGCGAACACCTCTACGAA 
ATGGACTACCTGAAAGAAGGCATCGGCCTGCGCGCAATGGCACAGCGCGACCCACTGGTC 
G AAT AC C AAAAGG AAG G C G G C G AC AT G T T C AAC G G CAT G AAAG AC GG C AT C AAG G AAG AA 
ACCGTCCGCCAGCTCTTCCTCTCCGCAAGCAGTTCATCAAGCAAGACGCGGAAGTCGCTG 
ACTAACTCAGAACCC 

>RXA02 4 62-downstream 
TGAAATTCAGCATCCGCCACATG 

>RXA02 4 7 6-upstream 

CGGGCGGAGTTCTATCAACATTACGCAAAGGCATAAGCTTTATTATTCCACTCGGTGTGA 
CATATGACCTAAAGTGCCAGTCAGTACAATCATTTAGGTC 
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>RXA024 7 6 

ATGTCATTTACAGCTTTTCAAACAGCCCTGCTCGTGTGGTTTAGAGCAAATGCCCGCGAT 
CTTGCGTGGCGTGATCCCAATACTTCAGCATGGGGAATTCTCCTTTCAGAGGTGATGAGC 
CAACAAACTCCCGTCGCGCGAGTCGAGCCGATTTGGCGTGAGTGGATGGAAAAATGGCCC 
ACTCCGGAAGATTTCGCGAATGCGAGCACCGATGAGATTTTGCGGTCGTGGGGCAAGTTG 
GGCTATCCACGTAGGGCGCTGAGGTTGAAGGAATGTGCGGAGGTGATCGTCGAAAAGCAT 
GCCGGCGAGGTGCCGGATACGGTGGAGGCGCTGCTCGCGTTGCCGGGGATCGGTGATTAC 
ACGGCGCGCGCGGTCGCGGCGTTTCATTTTGGGCAGCGCGTGCCGGTGGTCGATACGAAC 
GTGCGTCGCGTGTACCAGCGCGCGGTAGCCGGACGTTACCTTGCGGGGCCTGCGAAAAAG 
CAAGAGCTTATCGACGTCTCCCTTCTCCTTCCCAACACTCACGCCCCAGAATTCTCTGCC 
GCAATAATGGAGTTGGGTGCTCTTATCTGCACGGCCACTTCCCCAAAGTGTGACACCTGC 
CCACTGCTTGACCAGTGTCAATGGCAAAAACTTGGCTGTCCCTCCCCGAGTGAAGAGGAG 
CTGGCTTCAGCGAAAAAGCGTGTGCAGAAATTTGTGGGAACCGACCGACAAGTCCGTGGC 
CTAATCATGGACGTACTGCGCAATGCCACCGCACCTGTGCCACTATCCGCGATTGATGTC 
GTGTGGCCTGACGATGCCCAACGCTCCCGGGCGCTGTTTTCGCTCATTGAGGACGGACTC 
GCGGAACAAAATGAGGCGGGTTATTTCCACCTGCCACGG 

>RXA024 7 6-ciownstream 
TAAACCACTGCGCGCCTGCAAAA 

>RXA02502-upstream 

AATGCTTTGTTGTGATGTCCGCGAATGAAAGCTACCGTATTTTAATCAACTAGGATTCAT 
TCTTTTGGTGGATCAAAGGCTCCGTTGAAAGTCGGGTGGA 

>RXA02502 

ATGGTGAGTGTACTCATCGTAGGGATGTCGCACAGGTCTGCGCCTGTGTCGCTTCTTGAA 

CGTCTGAGCATGGATGATTCAGTACGTGGTGAAACAACTCAAGCACTCCTGGGTAGGGCG 

TCTTTAAGCGAGGCCCTCATTGTCTCTACGTGTAACCGCCTGGAGGTCTACACCGTCACT 

AGCAGTTTCCATACTGGTGTTAATGATGTGGTGGAGGTTCTCCATGAGGCAAGTGGCGTA 

GATATTGAAACTTTGCGCGGATATCTTTATGTCCGTTACGCCGATGCTGCTGCTGAACAC 

ATGTTGGTGGTGACTTCCGGGTTGGATTCCATGGTGTTGGGTGAGCAGCAGATCATTGGT 

CAGGTGCGCACTGCGTACCAAGCAGCTAATGAATATGGTTCTGTCGGTCCTGCTTTGCAT 

TCACTTACCCAGACCGCGCTGCATACCGGCAAGCGCGTGCATTCGGAGACTGCTATTGAT 

GATGCTGGTGCATCGATGGTGTCTTTCGCTGTGGATCGCGCGTTGGTGCAGATGGGTCTT 

GATTCGGAGGCAGAAGCCCCACTATCTGGCAAGACAGCCTTGGTGTTGGGCGCTGGCGCG 

ATGAGTTCTCTTGCAGCCACTCACCTTGGTCGCGCTGGAATTTCCAACTTGATCATGGCC 

AACCGCACTCTGGAACGTGCCGAAAGGCTTGCGGAGCATTCCCTAGAAGCCGGAGTTCCT 

GCAGAGGTTGTGGAATACGATCAGCGAGCTTCCGCCTACAATCGCGTTGACCTGGTAGTT 

TCCGCCACGGGAGCGGATGATTTCACCGTGAAGCCTGAGGATATTCCAGAAGGTGCTTCG 

TTGATGTTGGTGGATTTGTCCATGCCACGAGACATCGATGATGCTTGTGCGGATCTGCCG 

GGCGTTGATTTGGTGAACATCGAACGCCTGCACAAGGCCTCCCGTGAGGGTGGATCGGGC 

ATGGCGCCAAGCGAGGAAGAAGCTTTGGCGATTGTTCGGGAAGAGTTGGATTCTTTCACC 

TCTGAGCAGCGCATTCGCGATATCGTTCCAGCTGTGTCCGCGTTGCGCAGGCAGGCCGCG 

TCGGTGGGAAGCGATGAATTGGATCGACTCCGCCAACGTGCCCCCGGGATTTCCGAGGTG 

GAATGGGGGGAAGTGGAGAAAACAGGGAGACGGGTCGTCGATAAGCTTCTTCATGAACCC 

ACTGTGCGCGTCAAGGAACTGGCGGCCCGGTCCGGCAGCATCTCTTATGATTCAGCTCTG 

CAAGAGCTGTTCGGTTTGGAGTCGCTGGCGAGCACCGCAGCACCGGCAACCACGTCCGTC 

AACGCGTCAGAACTGCCGGATGCGGGTATCGTCGCATTCGTGAACGCACCTTCTGCCACA 
CAAACGAGGGAG 

>RXA02502-downstream 

T AAC A T G AC C T TAAAAAT TGGTA 

>RXA0250 9 

GATCTGCCCAACAAGGGTCCAGAGGCTATCGTTTGTGCAAAAGACGCTGAAGGCCAACTA 
AAGGATCTTTCACACGTCCCAGAAACCACTGCTACGTTCACCGCTGTACCTGCAAATACT 
GATGACGGCCGCGCAGTAATCCGCCACTCGTGCGCTCACGTGCTGGCACAGGCTGTCCAG 
GCAGAATTCCCAGGAACCAAGTTGGGCATCGGCCCAGCCATTGAAAATGGTTTCTACTAC 
GACTTCGATGCGGCTGAGCCTTTCACTCCGGAAGATCTCAAGACCATTGAAAAGCGGATG 
AAGAAGATCATCAAGACCGGCCAGAAGTTTGAGCGCCGCGTCTATGAATCCGCTGAAGCT 
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GC AGCGG AAG AGT T GAAGAACGAGCCTT AC AAGCTGGAACTT AT CCAGG AC AAGGGCAAC 
GTTGATCCCAACTCTGATGAAGCCACCGAAGTGGGCGCAGGCGAACTGACCGCGTATGAC 
AACGTCAACCCTCGCACCAGTGAGGTGGAGTGGTCTGATCTTTGCCGTGGACCACACATC 
CCAACCACCCGCTACATTCCAGCATTCGCATTGACCCGATCATCCGCTGCTTATTGGCGT 
GGCGATCAGGATAATGCTGGCCTGCAGCGCATCTACGGTACCGCGTGGGAGGATAAGGAA 
TCCCTCGATGCTTACCAGACCATGCTCGCTGAGGCAGAAAAGCGCGATCACCGCCGTCTA 
GGCACTGAACTTGATTTGTTCTCCTTCCCAGATGATCTGGGCTCTGGTCTGCCAGTATTC 
CATCCCAACGGTGGCATCGTGCGCAATGAGATGGAAGATCACTCCCGTCGCCGCCACATC 
GCAGCGGGCTACTCCTTTGTGAACACCCCGCACATCACCAAGCAGGATCTCTTTGAGCGT 
TCCGGTCACCTTGGTTTCTACAAGGATGGCATGTTCCCTCCAATGCAGGTGGATGCGGAG 
TTCGACGAAGACGGCAATGTGACCAAGCCGGGCCAAGAGTACTACCTCAAGCCCATGAAC 
TGCCCAATGCACAACCTCATCTTCGATTCTCGTGGACGTTCTTACCGTGAGCTTCCACTG 
CGTCTTTTTGAGTTCGGCAACGTCTACCGCTACGAAAAGTCCGGTGTGATCCACGGCCTG 
ACCCGTGCCCGTGGCTTCACCCAGGACGATGCTCACATCTACTGCACCGAGGATCAGCTG 
GAAGCAGAGCTCACCTCTGTGCTGGACTTCATCCTGTCGCTGCTGCGCGATTACGGTTTG 
GATGATTTCTACCTGGAGCTCTCCACCCGCGATCCTAAGAAGTCAGTCGGTTCTGATGAG 
ATCTGGGAGCGTTCCACTGAAATCTTGAACCGTGTGGCCACCAATTCTGGCCTGGAACTT 
GTTCCAGACCCAGAAGGTGCCGCATTCTACGGCCCTAAGATTTCTGTTCAGGCACGCGAC 
GCGATTGGCCGTACCTGGCAGATGTCCACCGTGCAGCTGGACTTCAACATGCCTGAGCGC 
TTCAACTTGGAATACACCTCATCTGATGGTTCCAAGCAGCAGCCCATCATGATCCACCGC 
GCACTGTTTGGTTCCATCGAGCGCTTCTTTGGCGTGTTGTTGGAGCACTACGCTGGTGCT 
TTCCCAGCATGGCTGGCACCTCACCAGGTCATGGGTATTCCAGTTGCTGATGATTGCATT 
C C AC AC C T G G AG AC AAT C AC C G C AC AG C T G C G T G AAAAG GGTATCCGCG C AG AC G T G G AC 
ACCTCCGATGATCGCATGCAGAAGAAGATCCGCAACCACACCACCGGCAAGGTTCCATTC 
ATGCTGCTTGCCGGTGCCCGCGATGTGGAAGCAAACGCAGTGAGCTTCCGTTTCTTGGAC 
GGCACCCAGGTCAACGGCGTGCCCGTCGATGAGGCAATCGCTGTGATTTCTTCCTGGATT 
GGTGACCGCATCAATGATCAGCCGAGCGAGGACTCCATTGCAGCTCGCAGG 

>RXA0250 9-downstream 
TAGCCCTGAGATGGACTCATCTG 

>RXA02523-upstream 

AGTGTGTGAGGCTTCATGCCTCCAGCGTAGACCTCTTGGTAGATTGAAGTCCGTGACTAG 
CTCCGAAAATCTTGATTCCCACCGTCTGCGGCTTGATGTC 

>RXA02523 

GTGACCATTTTCCCCGAATACCTGGATCCTCTGCGCCATGCCCTGCTGGGTAAGGCGATT 
GAGGATGGCATTTTGGAAGTCGGTGTTCATGATCTTCGGAATTGGGCGACCGGCGGACAC 
AAGGCCGTCGACGATACCCCGTATGGCGGTGGCCCGGGCATGGTGATGAAGCCAGAGGTC 
TGGGGGCCAGCGCTTGATGATGTCGCCGCAGGCCGGGTGAGCGGTGCGGAACTCGATTCG 
GCCTCGCTGCACCTGAAAAATGTGCGCCATGATGAGCTGGGTGGCGTCGAAAAGCGTGCT 
TATGTCGTGGAAGAAGACCGCGACCTGCCGCTGTTGCTGGTGCCCACCCCGGCTGGCAAG 
CCGTTCACGCAGGCGGATGCGCAGGCGTGGTCCAACGAGGAGCACATTGTGTTCGCGTGC 
GGGCGCTACGAGGGCATTGACCAGCGCGTTATTGATGATGCCGCCAACCGCTACCGCGTG 
CGCGAGGTATCGATCGGCGATTATGTGCTGATCGGCGGGGAAGTGGCAGTCCTGGTCATC 
GCGGAAGCCGTCGTGCGCCTGATCCCTGGCGTGCTCGGAAACCGTCGTAGCCACGAAGAA 
GACAGCTTCTCCGATGGCCTGCTCGAAGGCCCGTCGTACACAAAGCCGCGCACCTGGCGC 
GGACTTGACGTCCCCGAAGTACTATTCTCGGGCAACCACGCCAAGGTCGATCGCTGGCGA 
CGCGATCAGGCGCTCCTACGCACCCAGGCAATTAGGCCTGAGCTTATCGACGCATCCCTC 
CTCGATTCCACCGACCTCAAAGTATTGGGACTGGACAAA 

>RXA02523-downstream 

T G AC AG AG AC C AC AC C T C AAC C C 

>RXA02557-upstream 

CACAAATTGAAATGATGCTCAGGGAACAATTGCGCAAGGCTGGTCGGTTGCCTAAAAATA 
TTGGGGATATCCCGAGACCCGGCCGCCCCAAGGAGAATCC 

>RXA02 557 

ATGAGTTCATTAATCGTTGGCACGGACGGCCTCAGTCGCCCGAGTTGGGCTGCGCAAGAT 
CCCCTGATGCGCGATTATTACGACACCGAGTGGGGAATGCCGATTCGCGATGAACAGGGA 
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TTATTCGAAAGAGTTAGTCTGGAAGCTTTTCAATCCGGGCTGTCCTGGGCGACGATTTTG 
CGCAAGCGCGATAGTTTCCGCGCAGCTTTCTCTCAGTTTGATCCGGAATTAGTCGCAAAA 
TTCACCGATGCTGACATCGAACGCCTCATGGAGGACGCCGGCATCGTGCGCAACAAACGT 
AAAATTTTGGCCACCATTAACAACGCCAAAGCCACCCTTCAATTGCGTGAGAAGGGTGGC 
TTGGTGGAATTTGTATGGGGTTTCAAACCGATTGATACCCCACAGCCGGAGACCCTGGAG 
GAGATTCCGACGCAGTCGCCGGAGTCAGTTGCACTGTCTAAGGCGCTGAAGAAGGAAGGT 
TTTTCCTTCGTTGGTCCCACGACGATGTTTGCCCTTATGGAAGCCATAGGAATCGTCGAC 
ACCCATTTGGTGGGCAGCCATCGCCGCGGAAGTTCTGGGGTGTGGGCT 

>RXA02557-downstream 
TAGGAAATCAGCCAGTCGTTTGG 

>RXA025 63-upstream 

AGGTGAATTTTGAGGATGCGGAGGCTGTTCGTGCGGCTCGGGAATTTGTGGCAGATCCGC 
GAGGTACGGCGGCGTTTCTGACTGCGGAGGAGGATCACCA 

>RXA02 5 63 

ATGATGCCGTATATCACCGATATTGCAGCGCTTGAACATGTGGGTGTGGCTGCTGCTTGG 
ACAGAGAAGGTTCCTGCTTTTCGGGTGTTGAGAGAAAAGCGCATGCTGGACTTTCGTGCG 
CCGATCACCGTCATAACCGGGGAAAACGGTGTGGGTAAGTCGACATTGCTGGAGGCTATC 
GCGATCAATGCGGGCTTCGACACAGCAGGTGGTGAACACACCGGAAAGTTCAAACCTTCC 
GACAACCCTTTGCAAACTGTGGCAAAAGCACACAAGGGAAAAGAGCCGATGCGGGGGTAT 
TTCCTGCGGGCGGAAACTCATTTCAACGTCGCGTCTGGATATCGCGATGAGGCTCCCGGC 
TGGGTGAACCTTCATCACATGTCGCACGGGGAGTCGGTGATGCATATTGTGCAGAATGCT 
TTTGTGGGCAAGGGGCTGTATCTGATGGATGAGCCTGAAGCGGGGCTATCGTTCATTCGA 
CAGATGGCGATTCTGGCGGAGCTTAATTTTCTGGCGGAAAGTGGTGCGCAAATTATCATC 
GTGACGCATTCGCCGGTGTTGATGGCTATTCCGGGTGCAGAAATTTGGGAGTTTAGTGCA 
TCGGGGGAACTGCATCGAGGGTTTGATTTTGAGGTGACAACGGCGTTTCGAGCGCTACGT 
G AC T T C T T T GAGG AT CC GGAAG AAAT T G C T GAG T AC AT G AT GG AC GT C AT GAT G G AC AAC 
AAGGGGGAGTCC 

>RXA02 5 63-downstream 
TAG C T C AC AAG T AG T T C T C G AAT 

>RXA02 5 90-upstream 

GCCCCAAAGGCTTAAAGTAATGGGCATGCCCACTCCTTCTTCGACCAAAAGCTACGCTGC 
GGTCTTACCTCCACCTGGCCCCTCGTGGGCTGGTTCCCTC 

>RXA025 90 

ATGGGCATCTCATTGTTGTCATCACTGTTGAAAATCCATGGTTTTCCAGTCGTCGCAGAT 
TTCTTCTTCGCGTTAGCTGTTGTGGTGGCAATTGTCATTATTGGCGGTTGGCTAATCTAC 
CGCTCTCCTTCATTCAAAACTGAAGTCATGCCGGCATGGGCAATGCTGTCCATGGGTTTG 
ATCGCATTGGGAACTGCAAGCCCCGTAGTTTTGGGTGATGATCTGTGGGGATTTATGTTT 
GTGTGCTGGTCTATTGGCACAGCCGTGGGACTTGTTGCCTATTCCTTATATATAACGGCC 
ATTTTGCGATCTAAGGCGGGCACACCAACTTTTGCGTGGGGTCTTCCTCTTGTCACGCCG 
ATGGTTGCTTCCACCTCGGCAGCACAACTCCATGAGCACTTTGAACTTCCGGCGATGCTG 
TGGGTTTCTTTCGGGCTCTTCCTTTTAACTTTGGCGTCTGCACCAGCAGTTTTTACCCGA 
GTGTATTTCTACTATTTCGGCCCCAAGGCGCAGGGCATCCCACTGATGGCAACACCAACA 
TCATGGATTCCTTTGGGTATGGTGGGCCAATCCACTGCAGCAGCTCAGCTCATCGGTGCG 
TCCTTTGGATCCAAGACAGCAATCACAATGGGCATTATTTACGGCATCATCATGGGAATT 
TTTACGATTCCTCTGGGAGCCATCGCTCACTTTGTGTTCTACAGAGCTGTTTTCAAAGGG 
GCGACATACAGCCCCACATGGTGGGCCAGTACCTTCCCAGTTGGCACTTTGAGTTTGGGT 
GCGCATTTTTTATCACAGAGCACCGGAGTGGAGTGGTTTAACTACTTCAGCCTGTACTTG 
ATTGCTTTAATGCTCTTTCATGTCATCGTGTCCACCATCGCCGGTACGATTGCAGTAATG 
AGAAGAATCGTCGGAAAGCTTAAATCTCAACTGGCC 

>RXA025 90-downstream 
TAAATTGCAGCGAGAGGTCTAAA 

>RXA02 60 7 -upstream 

GTGTGTTTGTCGGGCCGGAAGCGGGGAACTTTCGGGACGGATCTAACTCATTGCGGGCCT 
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GTGCGCAGTATCCAAAAATCAAAATGAGAAGGAAAACTTC 
>RXA02607 

ATGCGCGACACCGCATTTCGTTCCATCAAGGCTAAAGCTCAGGCTAAGCGCCGTTCCCTC 
TGGATTGCAGCAGGCGCTGTCCCAACCGCAATTGCGTTGACTATGTCCCTGGCACCTATG 
GCTTCGGCTCAGTCCAGCAACCTTTCCTCTGATGCCGTTATTGGCAGCATCGCGCAGGGC 
GTCACCGATGGCCTGACTGACTACCTGAAGCCTCGCGTC 

>RXA0 2 607 -downstream 
TGAAGAGCTTCCTGCTGGTGAAG 

>RXA02 608-upstream 

GGCGTCACCGATGGCCTGACTGACTACCTGAAGCCTCGCGTCTGAAGAGCTTCCTGCTGG 
TGAAGTCACCTACCCAGAGATCGCCGGGCTGCCTGATGGT 

>RXA02 608 

GTGCGCGTGATCAGCGCTGAGTGGGCAACCTCCAAGCATGTCATTTTGACTATTCAGTCT 
GCAGCAATGCCAGAGCGCCCAATCAAGGTGCAGCTGCTGCTTCCGCGTGACTGGTACTCT 
TCCCCGAACCGTGAGTTCCCTGAAATCTGGGCACTTGACGGTCTGCGCGCGATTGAAGAG 
C AG AG T G G T T G G AC CAT T GAG AC C AAC A T T GAG C AG T AC T AC G C C G AT AAG AAC GC C AT T 
GTTGTGCTCCCTGTCGGTGGCGAGAGCTCCTTCTACTCTGACTGGGAAGGGCCAAACAAC 
GGCAAGAACTACCAGTGGGAGACCTTCCTGACTCAGGAGCTCGCACCGATCCTGGACAAG 
GGTTTCCGTTCTAACACCGATCGCGCCATCACCGGTATCTCCATGGGCGGTACCGCTGCG 
GTTAACATCGCAACCCACCACCCAGACATGTTTAAGTTCGTCGGTTCCTTCTCCGGCTAT 
CTGGACACCACCTCCGCTGGCATGCCAATCGCTATTTCCGCAGCCCTGGCAGACGCCGGC 
GGATACGATGCCAACGCAATGTGGGGACCAGTCGGTTCTGAGCGCTGGCAGGAAAACGAT 
CCAAAGAGCAACGTAGACAAGCTCAAGGGCAAGACCATCTACGTTTCCTCTGGTAACGGT 
GCAGATGACTTCGGTAAGGAAGGCTCTGTAGCTATTGGACCTGCAAACGCAGCAGGTGTC 
GGTCTGGAAGTTATCTCCCGTATGACTTCCCAGACCTTCGTCGATCGTGCAAGCCAGGCT 
GGCGTGGAAGTTGTTGCTAGCTTCCGTCCATCCGGCGTGCACTCATGGGAATACTGGCAG 
TTCGAGATGACTCAGGCGTTCCCTCACATCGCTAACGCTCTTGGCATGTCCACTGAGGAC 
CGTGGCGTTGAGTGTGCACCTGTCGGCGCAATCGCTGACGCTGTTGCGGATGGCGCGATG 
GGCACCTGCCTGACCAACGAATACGATGTTACCGGCGGTAAGGCCCAGGACTTCGCTAAC 
GGTCGCGCATACTGGTCTGCAAACACTGGCGCTTTCGGCCTGGTTGGACGCATCAACGCT 
CGTTACTCTGAGCTGGGTGGACCTGCCTCCTGGTTGGGCTACCCAACCTCTTCTGAGTTG 
AAGACACCAGACGGACGTGGCCGCTTCGTCACCTTCGAGCACGGCTCCATCTACTGGACC 
GCCACCACTGGTCCTTGGGAAATCCCAGGCGATATGCTCGCCGCATGGGGCACCCAGGAC 
TATGAGAAGGGCAGCCTCGGCTACCCAACCGGCGCTGCAGTTGAATACAACGGTGGCCTG 
CGCCAGCAGTTCGAAGGTGGCTACGTATTCCGTACCTCCAATAACCAGTCTTACTGGGTT 
CGCGGAGAAATCTCCAAGAAGTACGCCGAAGACGGAATCTTCGCTCAGCTTGGTTTCCCA 
ACCGGCAATGAGAAGTTGATCAACGGTGGCGCTTTCCAGGAATTCGAAAAGGGCAACATC 
TACTGGTCCGCATCCACTGGCGCGCACGTGATTCTGCACGGCGACATCTTCGACGCATGG 
GGTGCTAAGGGCTGGGAGCAGGGCGAATACGGCTTCCCAACCTCTGACCAGACCGCAATC 
ACCGCGGGTGGACAGACCATTGATTTCCAGAACGGCACCATCCGTCAGGTCAATGGCCGA 
ATTGAGGAGTCTCGC 

>RXA02 608-downstream 
TAATAGT GAAGCGCAT C TACGC A 

>RXA02 625-upstream 

CTCAATTAAGCAGCAATCCGAGCCGGGGGAGCGCTGTCAGAAATGGACCGTGCCACCCCA 
T G AC AAC AT GCTTG C AC AAT GAT G AC TAGAATAAT G AC C C 

>RXA02 62 5 

AT G AC T G C AG C C T T T TAT GAT C T GAT G G AC T T C GAT G AAG T T C T AG AGAAAT AT GAC C C G 
GTGATGGGACTTGAGGTCCACGTCGAACTGGGCACTGAGACCAAGATGTTCTCTGCATCT 
TCTGCACACTTTGGCGCTGAACCCAATAGCAATGTTGACCCAGTTTCTTTGGGTCTCCCA 
GGCGCACTTCCTGTGGTTAACGCCAAGGGCGTGGAGTGGGCAATTAAGATTGGACTGGCG 
CTGAACTGCAGCATCGCTGAGTCCTCACGCTTTGCACGTAAGAACTACTTCTACCCGGAT 
C AGC C T AAG AAC T AC C AG AT C T C C C AGT AT GAC GAG C C AAT C G CAT AC GAC G G C T AC C T G 
GATGTTGTTCTGGAGGACGGCACCGAGTGGCGTGTGGAAATCGAACGCGCTCACATGGAG 
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GAAGACACCGGAAAGCTCACCCACCTGGGTGGTACTTCTGGTCGTATTCACGGCGCAACC 
GCTTCTTTGGTGGACTGCAACCGTGCAGGCGTCCCTTTGATTGAGGTTGTCACCAAGCCA 
ATCGAAGGCGCTGGCGCTCGCGCTCCAGAGATCGCTAAGGCTTATGTCTCCGCACTGCGC 
GATCTGGTTAAGGCGCTCGGTGTGTCCGACGGCCGCTTGGATCAGGGTTCTATGCGTGTC 
GACGCCAACCTGTCCCTGCGCCCGATCGGCCAGGAGGAATTCGGCACCCGTACCGAAACC 
AAGAACATCAACTCCCTGAAGTCCGTTGAGCAGGCCAGCACCTTTGAGATGCAGCGCCAG 
GCTCAG 

>RXA02 671-upstream 

GTCCTTGAACACCTCGTTGACGTCGTTTTAAACTTCGAAGGTGACCGCCACTCCTCCTTA 
AGAATGCTCCGTGGCATCAAAAACCGCTTCGGTGCCACCG 

>RXA02671 

ATGAAGTCGGGCTGCTTCGAACAACAATCCGACGGCATCAAAGAAGTCCCCGATCCCTCC 
GGACTCTTCCTCTCCCACCGCGGCTCTACCCCAGACGGCACCGCGGTCACCGTCGCCATG 
GATGGCGTGCGCCCGCTATTAGCGGAGGTTCAAAGCTTGCTTGTCGACGCCCCCTCCAAG 
AATCCACGCAGGGTCGTCACGGGCCTCGACGCCAATCGGGTCCCCATGGTCCTTGCGGTG 
TTATCCGCACGCGCCGGACGCCAAACCCAAGGAAAAGACGCTTACGTGGCAACCGTTGGT 
GGCATGAAAGTTGGCGAACCAGCAACAGACCTCGCTGTCGCGCTCGCTACTGCCTCGGCT 
TTAGCCAAGAAACCACTACCAGATAAAACAGTGGTACTCGGTGAAGTCGGCTTGGCCGGA 
GAAATCCGTCGCGTCCCCAACGTTGATCGCAGACTAGCCGAGGCGGAACGTTTAGGTTAT 
G AAAAAG C AG T CAT C C C C G G AGG C T C AGG C AT C AAAC AAAC AAG C C T GAGAG T CAT C GAA 
G C T T C AAC AC T T G C C G AAG C AC T T G C AG C AG T AAG C T T A 

>RXA02 671 -downstream 
TAAAGCATGACAC CAACAACC AC 

>RXA02 68 6-upstream 

CTTCTTCGGTGAAGGTTCCGGCAGGCCCCAAATAGGCCACAACAGTTGGTGCGTCGCTCA 
TGGTTACACAGCTTAACCCGCCGAACTAAGGTGGGTGTCC 

>RXA02 68 6 

ATGTCTGTTGCTCAATTAGCGAACCGCTTGGCCCAACTCTCCCCCGCCGAGCATGGTTTT 
GCATGGTTCGACCCTGAAATCACCGCTGGCCATGGCGTTGGCCCGTTGCATGGCATGGTG 
ATTCCAGCCAAGGACCTCAACGATGTCGCAGGCATGCCCACCGCGTTCGGAAATGCATCT 
CGGCGAAAGGTAGCAACAGATACCGATCCGTTCATCCAAAATCTCATCGACCGCGGCGCG 
ATCATCGCTGGCAAAACCCAAACCAGCGAGCTCGGCATGACGGCGTATTGCGAACCCATC 
GACATGGACGCACCCAGCAACCCGGTTTTGCCTGGTCACACGCCCGGCGGTTCGTCGGGT 
GGTGCGGCGGTTGCCGTTGCCAGGTCGCTTGTCGACGCCGCCCACGCCTCAGACGGAGGC 
GGCTCGATCCGGGTTCCAGCCGCCGCGTGCGGGCTGGTCGGGTTTAAACCCGCCCACGAT 
TCCAGCGGCGGAAACCCCTCCACGCAGGGGTTTATCACCCGCGATGTGGCCACCCAAGTG 
CGCTTGCACGCACTTCAACCACGCACCAGGCGCCTGCGCATCGGCGTTCTCGCTGAGCCC 
ATCCATGCTAATTCGCTTGTCGACGCCCCCTTCCTGAGCATCCTCGAATCCACCGCCCAC 
CTCCTGGAGAAAGCTGGCCACGAAATAGTGTCCGTACCCCTCCCTTATGGCGCTTGGGCT 
TTTGACGCTTATACAGAAGTTTTCATGATGAAATCCGCTGGACTAACCAACCTGGGTAGC 
CCCATTACAAGATGGTTGAGTGAACAAGGCCGTAGTCTTTCTCCTTCTGATAGACAATCA 
AGTGTCAAGGCTTTTGATTCCGTGGCTGAGACTGTACACGGAGCATGGGACATCGATGTT 
TTATTAACCCCTACCTTGGCTTATGCACCTCCCAAGATTGGGTACTTTTCATCCATGCCA 
CCTGAAGAAGACTTCCTTGCACAAACCAAATGGACGCCGTGGGCAACGCTGTTCAACATG 
ACCGGTGGTGCAGCCATCAGCGTGCCTGTTGAAGGTGTCGGCATTCATCTTGGTGGGATA 
CGCGTACGAGATGAAGACCTCTTAGGATTAGCAGCATTTGTGGAAAGAGCTGTGGCA 

>RXA02 68 6-downstream 
TGAGTAGTTCAGTAATGTCACCG 

>RXA02 692 -upstream 

GTGACTGAAGCGGGACAGGAGCGCCTAGTAAAAAGCAAGGCTGGAAAACAGATAAGCCCT 
AAGTGCCCACATGTCTACCGATCACGGTAGATTGTTCTTT 

>RXA02692 

ATGATCGATCTGAAATTCCTCCGTGATAACCCGGACGTTGTTCGTGCCTCCCAGATCACT 
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CGCGGCGAAGACCCCGCGCTTGTGGACGAACTGATTAGTGCTGATGAATCTCGTCGCGAA 
GCAATCAAGGCTGCCGACGATTTGCGCGCTGAGCAGAAGGCTTTTGGAAAGAAGATCGGA 
CAGGCCTCTCCGGAGGACCGCCCTGCACTTCTGGAGGGTTCCAACGAACTCAAAGCCAAG 
G T G AAGG A T G C T GAG G C T G C AC AG G AAG C T GC T GAG G C G AAAG T C AAT GAG C T G C AG AT G 
AAGCTCTCCAACGTGGTTTCCGGCGCGCCTGCTGGTGGCGAAGATGATTTCGTCGTCCTG 
GAGACCATCGGCGAGCCTCGCACTTTTGATTTCGAGCCAAAGGATCACCTGGAGCTCGGT 
GAATCCCTCGGACTTATCGATATGAAGCGCGGCACCAAGGTTTCCGGTGCACGTTTCTAC 
TACCTCACCGGTGACGGCGCAATGCTGCAGTTGGGCATGCTCATGTTGGCTGCTCAGAAG 
GCGCGCGAAGCTGGATTTAGCATGATGATCCCTCCAGTTTTGGTGCGCCCTGAAATCATG 
GCGGGCACTGGATTCTTGGGTGATCACTCCGAGGAGATCTACTACCTCGAACGCGATGAC 
ATGTACTTGGTGGGTACCTCTGAGGTGGCTCTTGCGGGTTACCACAAGGACGAAATCATT 
GATCTCAACGAAGGCCCAGTGAAGTACGCCGGTTGGAGCTCCTGCTTCCGCCGTGAGGCT 
GGTTCCTACGGCAAGGACACCCGAGGCATTTTGCGTGTGCACCAGTTCGACAAGGTTGAG 
ATGTTTGTCTACTGCAAGCCTGAAGATGCTGAAGATGTACACCAGCAGCTGCTCGGCATG 
GAAAAGGAAATGCTCGCAGCCATCGAGGTTCCTTACCGCGTCATCGACGTTGCCGGTGGA 
GACTTGGGTGCATCTGCTGCCCGCAAGTTCGACACCGAGGCATGGGTGCCAACCCAGGAC 
ACCTACCGTGAACTCACCTCGACCTCTAACTGCACCACTTTCCAGGCTCGTCGCCTGCAG 
ACTCGTTACCGCGATGAAAACGGCAAGCCACAGATCGCCGCAACCCTGAACGGTACGTTG 
GCTACCACTCGTTGGCTTGTCGCGATCCTGGAGAACAACCAGCAGGCCGATGGCTCTGTT 
GTTGTTCCTGAGGCGCTTCGTCCATTCGTGGGCAAAGACGTGCTCAAGCCAGTGAAACAA 
GCCGGT 

>RXA02 692-downstream 
TAATTAAGCGGAAAGCTCGTGGT 

>RXA0272 6-upstream 

CAGCGCGATGGTGCTGAAGACTACGTCTTTTACGATGGCCCTCCTTTTGCAAACGGTGTG 
CCACACTACGGCCACCTACTGACTGGTTACGTCAAGGACA 

>RXA027 2 6 

TTGTTCCTTGCTACCAGACCATGCCGTGGGTACCGCGTTCCTCGTGTCTTCAGTTGGGAT 
ACCCACGGCTTGCCAGCTGAACTTGAGGCTGAAAAGCAGCTCGGCATCAAGGACAAGGGC 
GAGATCGAGGCCATGGGTCTTGCCAAGTTCAACGAGTACTGTGCAACCTCCGTGTTGCAG 
T AC AC C AAG G AAT G G G AAG AG T AC G T C AC C C G C C AGGC TCGTTGGGTG G AC T T T G AAAAC 
GGCTACAAGACCATGGACCTTTCTTTCATGGAGTCCGTGATCTGGGCGTTCAAGGAACTC 
TACGACAAGGGCCTGATCTACCAGGGTTTCCGCGTTCTTCCTTACTCCTGGGCAGAGCAC 
ACCCCACTGTCCAACCAGGAAACCCGACTGGATGACTCCTACAAGCTGCGCCAGGATCCA 
ACCCTGACCGTCACGTTCCCAGTCACCGGTGTCGTCGAAGGTTCTTCTGCAAACGCTGGC 
CTGGTGGGAGCGTTGGCTCTTGCGTGGACGACTACCCCGTGGACCCTTCCATCCAACCTT 
GCGTTGGCTGTGAACCCAGCGGTGACCTACGCATTGGTTGAGGTTGCTGAAGACGGTGAG 
GCAGAATTCGTCGGCAAGCGTGTGCTTTTGGCTAAGGACCTCGTTGGTTCCTACGCCAAG 
GAACTCGGTGCTGAGGCTGTTATCGTTTCTGAGCACCCAGGCTCTGAACTGGTCGGACTG 
ACCTACGAGCCAATCTTTGGATATTTCCGCGATCACGCGAACGGATTCCAGATCCTCGGT 
GCAGAGTACGTCACCACCGAAGACGGCACCGGTATCGTCCACCAGGCACCAGCTTTCGGT 
G AAG AC GAT AT G AAC AC C T G T AAC GCTGCCGG CAT T GAG C C AG T C A T C C C AG T GG AC AT C 
GACGGCAAGTTCACCGGTTTGGTTCCTGAATACCAAGGTCAGCTTGTTTTCGATGCCAAC 
AAGGACATCATCAAGGACTTGAAGGCTGCAGGTCGCGTGGTTCGCCACCAGACCATCGAA 
CACTCCTACCCACACTCTTGGCGTTCCGGTGAGCCACTGATCTACATGGCTCTGCCATCT 
TGGTTTGTGAATGTCACCGAAATCCGCGACCGCATGGTTGAGGTCAACCAGGACATCGAG 
TGGATGCCAGCGCACATCCGCGACGGCCAGTTCGGCAAGTGGCTAGAAGGTGCCCGCGAC 
TGGAACATCTCCCGTTCCCGTTACTGGGGTTCACCAATTCCAGCATGGGTCTCCGACAAC 
GACGAATACCCACGCGTTGATGTTTATGGTTCCCTCGATGAGCTTGAGGCTGACTTTGGC 
GTGCGTCCAAAGTCCCTGCACCGTCCAGACATCGATGAACTAACTCGTCCAAACCCAGAC 
GATCCAACCGGCAAGTCCACCATGCGACGCGTCACCGATGTTTTGGACGTGTGGTTCGAC 
TCCGGTTCCATGCCGTTTGCCCAGGTGCACTACCCATTCGAGAACAAAGAATGGTTTGAT 
ACCCACGCACCAGCAGACTTCATCGTGGAGTACATCGGTCAGACCCGCGGTTGGTTCTAC 
CTGCTGCACGTGCTGTCCACCGCACTGTTTGACCGCCCAGCTTTCAAGAAGGTTGTCGCA 
CACGGCATCGTCTTGGGTGATGACGGACTGAAGATGTCCAAGTCCAAGGGCAACTACCCG 
AACGTCAACGAGGTCTTCGACCGCGACGGTTCCGACGCCATGCGTTGGTTCCTCATGAGT 
TCCCCAATCCTGCGCGGCGGCAACTTGATTGTCACCGAAAAGGGCATCCGCGAAGGTGTG 
CGCCAAGCACAGCTTCCAATGTGGAACGCATACTCCTTCCTGCAGCTGTACACCTCCAAG 
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AACGCAACCTGGTCAGTCGACTCCACTGACGTGCTGGACCGCTACATCCTGGCGAAGCTG 
CACGATTTGGTGGCAGAGACCCAGGCGGCACTCGACGGCACTGACATTGCAAAGGCTTGC 
GACTTGGTTCGTAACTTCTGTGATGCGTTGACCAACTGGTACGTGCGTCGTTCCCGCGAC 
CGTTTCTGGGCTGGTGATGAAGCACACCCAGAGGCTTTCAACACCTTGTACACCGTGCTG 
GAAACCCTCACCCGCGTGGCAGCTCCACTGCTGCCAATGACCACCGAAGTGATCTGGCGT 
GGACTGACCGGCGAGCGTTCTGTGCACCTGACTGATTTCCCATCCGCTGAGTCTTTCCCA 
GCAGATGCTGATTTGGTTCGCACCATGGATGAGATCCGTGGCGTGTGCTCTGCGGCTTCC 
TCTGTTCGTAAGGCTCACAAGCTGCGTAACCGTCTGCCACTTCCAGGCCTGACTGTTGCT 
CTTCCAGACTCTGCTCGCCTGGCAGACTTCGCTTCGATCATCCGCGATGAGGTCAACGTG 
AAGAACGTGGATCTGACCTCTGACGTGGATTCCGTGGGAACCTTCGAGGTTGTTGTTAAC 
GCTAAGGTTGCAGGTCCTCGCTTGGGCAAGGACGTCCAGCGCGTGATCAAGGCTGTGAAG 
GCTGGCAACTACACCCGCGAAGGCGACGTCGTTGTTGCCGATGGCATCGAGCTCAACGAG 
GGTGAATTCACCGAGCGTCTCGTAGCAGCAAACCCTGATTCCACCGCGCAGATCGACGGC 
GTGGATGGACTCGTGGTTCTGGACATGGAAGTCACGGAAGAACTTGAAGCAGAAGGCTGG 
GCAGCGGACGCGATCCGTGGCCTGCAGGATGCTCGAAAGAACTCCGGCTTTGAGGTTTCT 
GACCGCATTTCTGTTGTCGTCAGCGTTCCTGAGGACAAGAAGGAATGGATCACCACTCAC 
GCTGATCACATCGCAGCGGAAGTTTTGGCAACCTCCTTTGAGATCGTCACTGATGCCCTC 
GACGGCGAAACCCACGACATTGTCGCTGGTGTGACCGCGAAGGTTACTAAGAAC 

>RXA027 2 6-downstream 

T AAG AG TTGTTTTGTT G AG AAAG 

>RXA027 31-upstream 

TTTGCGCTAAACGTAGGGGTCAAGCGTCGAAAAGCGCTTGCTTGCACGCTGTTTTGCTGC 
GGGCCGCAACGTGTCCACCCTGTGGCGTATCCTAGAATGC 

>RXA027 31 

ATGGCTTTTGCTGCTGAACATCCTGTCCTGTCCCACTCTGAGCACCGCCCGGTTGGTGAA 

ATCGAGCGTAGCGATGACAAATTTGTTGTCGTTAGTGAATTTGAGCCTGCGGGTGACCAG 

CCTGCGGCTATTAAAGAGCTCGATGAGCGCTTGGATCGCGGTGAGCGGGACGTCGTTTTG 

ATGGGTGCTACTGGTACGGGTAAGTCCGCGACTGCGGCGTGGTTGATCGAAAAGCAGCAG 

CGCCCCGCTTTGGTGATGGCGCCGAATAAGACGCTGGCTGCGCAGTTGGCTAATGAATTG 

CGGCAGCTGTTGCCCAATAACGCGGTGGAGTATTTCGTGTCTTATTACGAT TACTACCAG 

CCAGAAGCGTATATCGCGCAGACTGATACCTATATTGAAAAGGACTCCTCGATTAATGAG 

GATGTGGAGCGTCTGCGTCACTCGGCGACGTCGTCTTTGCTGAGTAGGCGAGACGTCGTG 

GTTGTTAGTTCGGTGTCGTGTATTTATGGCTTGGGCACTCCACAGTCTTATCTTGACCGT 

TCCGTTGTGTTGAACGTGGGGGAGGAGATCGACCGCGATCGCTTTTTGCGCCTATTGGTA 

GATATTCAATACGAACGCAATGATGTGGGCTTTACTCGTGGTGCTTTCCGCGTGAAGGGC 

GATACCGTGGACATCATCCCGGCCTATGAGGAATTGGCGGTGCGCATTGAGTTTTTCGGT 

GATGAAATTGATGCGTTGTACTACATCCATCCCCTGACTGGTGACACCATCCGGCAGGTG 

AATGAGATCCGTATTTTCCCAGCTACGCACTATGTTGCGGGACCTGAGCGGATGGAAAAG 

GCAGTCGCTGATATTAAGGCGGAGTTGGAAGTGCGCCTGGCTGATTTGGAGAACCGTGGC 

AAGTTATTGGAAGCGCAGCGTCTTAGGATGCGTACTGAATATGACTTAGAAATGATCGAG 

CAGGTTGGTTTCTGTTCGGGCATTGAGAACTATTCTCGCCACATTGATGGACGTGGGGAG 

GGAACCGCACCGGCCACGCTGATTGACTATTTCCCAGAGGATTTCCTCACCATCATCGAT 

GAGTCTCACGTGACAGTCCCGCAGATCGGCGGCATGTTTGAGGGCGATATGTCCCGTAAA 

CGTAACCTCGTAGAATTCGGTTTCCGCCTGCCATCCGCGATGGATAACCGCCCATTGACC 

TGGGAGGAGTTCGATGAACGCCGTGGCCAAACGGTGTTCATGTCTGCAACTCCAGGCAAG 

TTTGAGATCGCTGCTGCTGATGGTGAGTTTGTGGAGCAGGTCATTCGCCCAACAGGTCTG 

GTGGATCCAAAGGTCACCGTCAAGCCAACGAAGGGGCAGATTGATGATCTGATCCATGAA 

ATTCGCCAACGCACCGATAAAGATGAGCGCGTTTTGGTCACCACATTGACCAAGAAAATG 

GCTGAGGATCTTACTGATTACCTGCTGGAAAACGGCATCCGCGTGCGCTACCTGCACTCA 

GATATTGATACCTTGCAGCGTGTGGAATTGCTGCGTCAGCTTCGCCTGGGCGAATACGAT 

GTGTTGGTAGGTATTAACCTGCTGCGTGAGGGCCTTGACCTGCCAGAAGTCTCTCTGGTT 

GCGATTCTCGACGCCGACAAGGAAGGCTTCCTGCGCTCCACCACCTCACTGATTCAGACC 

ATTGGCCGCGCCGCCCGAAATGTGTCCGGCGAGGTCATCATGTACGCCGACAAGATCACT 

GATTCGATGCAGTATGCCATCGAGGAAACCGATCGACGCCGTGAAAAGCAGGTCGCTTAT 

AACAAGGAACACGGCATCGATCCGCAGCCGCTTCGAAAGAAAATCGCGGACATCCTCGAC 

CAGGTCTATGACAATTCCGCTGATGGAGCAGGACCTTCTGCCTCTGGCGATGCGGCAGTC 

GTGGCTAAACCTGACGTGTCTAGCATGCCCGCCAAAGAAGTGCAAAAGCTTATCGACGAC 

CTCAGCGCTCAGATGGCTGCGGCCGCGCGGGAGCTCAAGTTCGAGCTGGCAGGGCGTCTG 
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CGAGATGAGATCTTCGAGCTCAAGAAGGAACTGAGAGGTATCAAGGATGCCGGCATC 

>RXA027 31 -downstream 
TAAGTCAGCTTGCTCACTTAAAG 

>RXA027 4 2-upstream 

GTATCGGTAAAAGGCCCAATCAAGGATTCTTGGTTGGGTCTTTTTCCATGCTTTTCATGC 
T T C G AAC AG T C C AG AAT AG C C C T G AC C TAG AC T T AG AG C T 

>RXA02742 

ATGTCCGAACAAAGACTCGATCAGCTTGAGCGACGGCTTTCTGAACTGGAACGGGAGATC 
GCCGCGATTCGTCAGGAGATCCGCCAGGAACGCCTAGTGCTTCCGGAACCGGAACCTGTG 
AAAGTTGATACAGTCATCGCCACCGAAGCGACCGGAGTCAATGCATCGTCGGGTCCGGAG 
GCGAAGATCGCTTTGTTCATGGAGAGGTTTAGTGGTCGCCACGATGTGTATGCGCGGCGC 
TGGACCAGCAGAAAAACGGGCAAAAGTGGATGGTCGCCGGCTACTCGCCAGGGTTTTTAC 
T C AAAAG AC AC C AC AC C G AAGG AC TAT CTCCCCTT C AC C G T T G AC AC C G T C AAT G C G CAT 
CTGCGCCGGGGCGGCGACCATATCGGTCTCTATGTGATGGTCCCCATCGACACGTGCAAA 
CTTCTCGCCTGCGATTTCGACGATGGCACCTGGAAGCAAGATGCGGCCGCTTTCGTGTCA 
GCCTGCACCGACCACGGAATCGATGCGTTGGCTGAAATTTCTCGATCCGACGACGGCGCC 
CCCGTGTGGATATTTTTCGATACCCCAATCTCCGCGATGCTGGCTCGGCGCCTAGGTTTT 
GCCATGCTCCGCCAAGCCATGAACTCCCGCCCTGACATGGATATGTCTTCTTATGATCGC 
TTCTTCCCTGCTCAAGACACCATCGCAACGCGCGCAAACGGAAGCGCACGGCTGGGAAAT 
TTGATCGCGCTGCCCCTCAACGGCGACTGTCGAGCCCGCAACACCGCCGTCTTCGCCGAT 
TCGGAAACGTGGGTTCCCTTCGAAGATCCTTTCGCAGCGCTCGCGGCCATCACGCCACTA 
GCCACCGAAAAAATCGAGCAGATCCTTGCCACCACGCAGGAAAAATTTGGCCCCGAACCC 
GAACACATCAAACGCCCCACCCGCGCCGAACTCAAACAGGTTAAAGCCAACGGCGAAACC 
ATCAAACTCACCATCACCAACGAGCTGAGCGTCCCCACCGAAAGGTTACCCGCGGCCGTC 
ATCGCGGAGATTAAACACCGGGCGGTAATCCCAAACCCTGAGTTTTATCGTCGACAAGCG 
CAAAGATTTTCGACCTTCGGCGTGCCGCGCATCGTCATCCGCTTCGCCCAGGCCGAGCAG 
CGCTTGCTGCTCCCACGCGGGCTTGTCGACGACACCCTCCGGATCCTCACCCTCGCCGGG 
TACAAAGTCAGCGTCATCTGGCCTCGGCAAACTCGGAAAACCATCGACGCGTCTTTCGAG 
GGCGAATTGCGATCCATGCAACAAGAGGGAATCGACTCGCTCAAAGGCCAACGCACCGGC 
GTATTGGTAGCACCGCCGGGCGCTGGAAAAACAGTGATGGCCTGTGCACTCATCGCGAAC 
AGAAAAATCCCCACCGCAGTGATAGTCAACCGTGCAGAATTGATTTCCCAATGGCGGGAT 
CGTCTCGCGCAATACCTGAGCATCGACGCAGACTCCATCGGACAGATCGGCGCGGGCCGA 
CGCAAAACCACCGGAATTATCGATCTCATCACCGTCCAATCCTTGAGCCGTAAAGATTCC 
GAT C C GAAAAT T T T G GAAC AAT AC G G C C AAAT CAT C G T C G AC GAG T G C C AC AACAT C G C A 
GCCCCAGGCGCCGAAGCCGCATTGAACCAGGTCAAGGCCCCCTACTGGCTGGGTCTAACC 
GCCACGCCGTTTCGTTCAGACCACATGGATGAAATCATCACCATGCAGTGCGGTCCTGTG 
CGCCACCGCATGGAAGTGGCAACAGACAATGAACAGCGCTTGATTCACATCCACGAAACC 
TCTTTCGACTCTGAGGAAACCACCGAAATCCAGGATCTCTACAATGAGCTCGCGGTCGAT 
TCTGCCCGAAATGCGCAAATCACTGCCGAAGTGCACAAAGCGCTTGAAGCTGGCGACCGA 
TGTCTAGTTTTGGTCAACCGAATTGCAGCCCTTGAAGCACTGACCAGCAGTATTACCGAA 
TCTGGCGATCACACTGTCTTAGTGATGCATGGCCGCCAAACCCAAGAGGAGCGAGTTCAC 
CTTCGTGCGCAACTTGCCTCATTGAGTGAAAAGCAGGATCCGTTTGTACTGGTCGCGATG 
AATAAAGTCGCCGGCGAAGGCCTTGACATCCCCAGCCTCAACACGCTGTTTTTGGCAGCG 
CCGGTGTCCTTCAAGGGGCTGGTGATTCAGCAAATCGGCCGAGTTACTCGCGCAACCGGT 
GATCAAAACGCTCCTCCGGTGACTGCCACGGTCCATGATTTTGTTGATTCCAAGATTCCG 
ACACTCAAACGCATGCACGGTCGCCGATTGCGGGCTATGCAAAAGGAAGGATTCGCTGTT 
TCGGAGCCT 

>RXA027 4 2-downstream 

T GAG GAG G AC C AG AC C AAAC C AG 

>RXA027 4 8 -upstream 

CAGGTCGTTGGCAGGTAGCTGACGTGACCTGAGCGGGGGCAACCGGCTAACATGTAGGGA 
T TAG C AAC CCCG C AC T C T AG AAC C T AC T G G GAG T T CAT T C 

>RXA027 4 8 

GTGTTTGAGTCACTGTCCGATCGGTTGAATAGCGCGCTTTCCGGCCTGCGCGGCAAAGGA 
AAGCTCACCGAGGCAGACATCAATGCAACCACACGCGAGATCCGTCTCGCGCTGCTGGAA 
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GCTGACGTTTCATTAACGGTTGTTCGTGCCTTCATTAACCGAATCAAGGAACGCGCCGCT 
GGTGCAGAAGTTTCTCAGGCACTCAACCCCGCGCAGCAAGTCATCAAGATCGTCAACGAG 
GAACTGGTTCAGATCCTCGGTGGCGAAACCCGCCGACTGTCACTGGCCAAAAACCCACCG 
ACCGTCATCATGCTGGCAGGTCTGCAGGGTGCAGGTAAGACCACCCTCGCAGGTAAACTG 
TCCAAGCACCTGGTCAAGCAGGGTCACACTCCTATGCTTGTTGCCTGTGACCTTCAGCGT 
CCAGGCGCAGTTCAGCAGCTGCAAATTGTGGGTGAACGCGCAGGCGTTACCACTTTCGCA 
CCGGATCCAGGCACCAGCATCGACTCCCTCGAGCACGAAATGGGCACCTCCCACGGTGAT 
CCAGTCGAGGTAGCGCGCGCAGGTATCGAAGAAGCCAAGCGCACCCAGCACGACATCGTG 
ATCGTGGATACCGCAGGTCGCCTCGGTATCGATGAAACCCTGATGACTCAGGCACGCAAC 
ATCCGCGAAGCCATCAACCCTGATGAAGTGCTCTTTGTCATTGACTCCATGATTGGTCAA 
GACGCCGTAGACACCGCCGAAGCATTCCGCGACGGCGTCGACTTCACCGGTGTTGTCCTG 
ACCAAGCTTGATGGCGACGCCCGCGGTGGTGCTGCACTATCCATCCGTGAAGTCACCGGC 
AAGCCCATCATGTTTGCCTCCACTGGTGAAAAACTCGACGACTTCGACGTCTTCCACCCA 
GAGCGCATGGCCAGCCGAATCCTGGGCATGGGTGACGTACTGTCACTCATCGAGCAGGCC 
G AAGC AG T CAT G GAT C AG G AAAAG G C AG AGG T C G C T G C C C AG AAG TTGGGCTCCGGC GAG 
CTCACCCTGGAAGACTTCCTTGACCAAATGCTGATGATCCGCCGCATGGGACCAATCGGC 
AACATCCTCAAGATGCTGCCTGGTGGCAAGCAGATGTCCCAAATGGCGGACATGGTTGAT 
GAGAAGCAACTCGACCGCATCCAGGCGATTATCCGCGGTATGACCCCGGCCGAGCGCGAT 
AATCCAAAGATCCTCAACGCTTCCAGGCGCAAGCGCATCGCCAACGGTTCCGGTGTGACC 
GTGTCCGAAGTAAACAAACTTGTTGAACGCTTCTTCGAGGCTCGCAAGATGATGGGTCAA 
ATGGCTGGCCAGTTTGGCATGGGTCCTGGATCCCGCAGTGCAACCAAGAAGCAAGCCAAG 
GGCCGCAAGGGTAAGAACGGCAAGCGTAAACCAGCCAAGAAGGGCCCAACCCAGCCAAAG 
ATGCCAATGGGCGGTATGCCAGGAATGCCTGGGATGCCGGGTATGGGTGGAGCCGGAATG 
CCTGACCTTGCTGAACTACAGAAGCAGCTTGGTGGAGCAGGTGGCGGTATGGGAGGCCTT 
GGTGGCGGACTCCCGGGCATGCCAAAGCCGCCTAAAGGCATGGAGAACATAGATCTCAAC 
AAC C TAG AC TTCGG T AAG AAG 

>RXA02 7 4 8-downstream 
TAACTTTGCTTTAGTTGGTCGGC 

>RXA027 8 8 -upstream 

CACCTAGTGGAGACGGGTAAAGTTACCACCAGTCCATTTTTAGGCGTGTGTTTTTGAATG 
C G C T AAAAC A T T T C GAG AAG T T C T AAG G C AG GAT AC C G C T 

>RXA02 7 88 

GTGCAGACCCATGAGATCAGGGAGCGTTTTACCAATCACTTCGTCAATGCCGGTCACCAG 
GCGGTACCTAGCGCGTCACTGATTCTCGACGACCCTAACCTGCTGTTCGTTAACGCAGGC 
ATGGTTCCATTCAAGCCGTACTTCCTGGGCCAGCAGACCCCACCTTTTGAAAACGGCACT 
GCGACTTCCATTCAGAAGTGTGTTCGTACCCTGGATATCGAAGAAGTGGGTATCACCACT 
CGCCACAATACCTTCTTCCAGATGGCAGGTAACTTCTCCTTCGGCCAGTACTTCAAAGAA 
GGCGCAATTACCCACGCATGGGGCCTTCTGACTGGTTCCGTAGCAGACGGAGGCTTTGGC 
CTTGATCCAGAGCGCCTCTGGGTCACTGTGTACCTCGATGATGACGAGGCTGCAGAGATC 
TGGGAAAAGAAGATCGGCGTCCCATCAGAGCGCATCCAGCGCCTGGGTATGGCTGACAAC 
TACTGGTCCATGGGTGTACCAGGACCTTGTGGCCCTTGCTCCGAGATCTACTACGACCGC 
GGCGAGAAGTACGGCAAGGAAGGCGGCCCTGTCGCTGACGACAACCGCTACATGGAGATC 
TGGAACCTGGTCTTCATGGAGAAGGAACGCGGACAGGGTATTGGCAAGGACAACTTCGAC 
ATCCTTGGCGATCTTCCAAAGAAGAACATCGATACCGGCATGGGCGTCGAGCGCGTTGCC 
TGCATCCTCCAGGATGTTGAAAACGTCTACGAAACCGACCTGCTGCGCCCAGTCATCGAC 
GTTGCAGAGACCCTGACCGGAACCAAGTATGGTTCTGACAACACCTCTGACATTCGCTTC 
CGCGTTATCGCCGACCACTCTCGTACCGGCATGATGCTCATCCTCGATGGTGTTACCCCA 
GGCAACGAAGGCCGTGGATACATCCTGCGCCGCCTGCTTCGCCGCATTATCCGTTCCGCA 
CGTCTGCTCGGTGCTACTGGTGAGACCATGGAGCAGTTCATGAACACCATCATGGACACC 
ATGACCCCGTCCTACCCAGAAATCGCCGACAACCGTGAGCGCATCATGCGTGTGGCTGTC 
ACCGAAGAGCGCGCTTTCTTGAAGACTCTGGTCTCTGGAACCCACCTCTTCGAAGAGGCT 
GCAACCTCCATCAAGGCTGCAGGATCCACCAAGGTTGCCGGTGCTCAGGCATTCGCACTG 
CACGACACCTACGGTTTCCCCATCGACCTCACCCTCGAAATGGCTGCAGAAGCAGGCCTT 
GAGGTTGACGTTGAAGGCTTTGATTCCCTCATGGCAGAGCAGCGCTCCCGTGCAAAGGCT 
G AC AG C C AG G C AAAG AAG C AC G GC C AC AC C G AC T T G AGC AT C T AC C G C G AA T G G G T C G AC 
AACAACCCAACCGTATTCACCGGCTTTGAGGAACTGGATTCCCAGTCCAAGGTCCTCGGA 
CTACTTTCCGATGGTGCCAAGATTTCTGAAGCCACAGAAGGTCAAGAAGTTGAGGTCATC 
CTCGACCAGTCACCTCTGTACGCAGAATCAGGTGGACAGCTCGGCGATCGTGGTCAGATC 
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CTGCTCGGAGACACCGTGCTTGATGTCCATGACGTGCAGAAGATCGGTAAGAAACTGTGG 
GTTCACAAGGCACTCGTGGCAAACGGTGGACTTGCGGTAGGTGATGAAGTGGTGGCAAGC 
G T C G AT AAG C AAT GG C G C CAT G C T G C AC G C C AG G C AC AC AC C G C AAC C C ACC T GAT T CAT 

GCCGCTCTGCGGCAGGTTCTTGGACCAACTGCCCTCCAGGCAGGATCCATGAACAAGCCA 
GGCTACCTGCGCTTCGACTTCAACTACACCGAGCAGCTCACCCCAGCACAAGTCGAGCAA 
ATCCAGGCGATCACCAACGAAGCCGTGGACACCGACTGGGCTGTCAACACCGTGGAAACC 
TCACTCGAGGAAGCCAAGGCAATGGGTGCGATGGCGCTCTTCGGCGAAAACTACGGAAGC 
ACCGTGCGCGTTGTGGAAATCGGCGGACCTTTCTCCATGGAACTCTGTGGCGGTACGCAC 
GTTGCGCACTCCTCACAGATCGGCCCAGTGGCACTGTTGGGTGAATCATCCATCGGCTCC 
GGCGTGCGCCGCATCGAGGCCTACTCCGGCCTGAACTCCTTCAACTACCTGTCCAAGGAA 
CGCGCACTCGCCGAGGGTTTGGCAAGCTCCCTGAAGGCTCCATCCGAGGAACTTCCAGAG 
CGCGTCGCACAGCTGGTAGACAAGCTGAAGGCAGCAGAGAAGGAAATCGAAGCCCTGCAC 
CGTCAGCAGCTCATGGCACAAACCGCAGACCTGTTGAACAACGCTCAAGAGATCGGTGGC 
GTCACCACCTTGCTGCTGCGCGTCAAGGACAACACCAACGCCGGTGACCTGCGCACCATC 
GCAACCACCCTGAAGGACAAGCTCGGCGACCGCGAAGGCGTCTTGGTTATTGCCTCCGAC 
AACGCCGGCAAGGTTCCATTCGTGGTAGCTGCAACCAAGGCCGCTGTGGCTCGCGGAGCT 
CACTCCGGCAACCTGGTTAAGCTCGTTGGTTCCTACATCGACGGTCGCGGTGGCGGCAAG 
GCTGACCTCGCACAAGGATCCGGCGCCAACATTGCTGGCCTGGAATCCGCATTCGGCGCA 
GTCCGCGCTGAGATCGAGGCACTC 

>RXA027 8 8 -downstream 
TAAGCCTTCAGTCTAGGCCCTAA 

>RXA028 22 

GGTACCGAGGTTAGCCATCCCGCCCATGGTGCGTGGAGCCAGTTCAAGTTTGAAGGTGGC 
GTGCACCGTGTTCAGCGTGTGCCTGTTACTGAATCTCAGGGACGCATCCAGACCTCTGCT 
GCTGGTGTCTTGGTTTACCCAGAACCAGATGAGGTGGAAAACGTTGAGATCGATGAGAAG 
GATATTCGCGTCGATGTGTACCGTTCCTCAGGTAAGGGTGGTCAGGGCGTTAACACCACT 
GACTCCGCTGTGCGTATTACCCACTTGCCAACTGGTTTGGTGGTGACCTGTCAGAAGGAG 
CGCTCCCAGATTCAGAACCGTGCGCGTGCGATGCAGGTTTTGGCTGCCCGTTTACAGGCG 
ATGAAGGAAGAGGAAGCGGCGGCTGAGGCTGCTACGGGACGTGCTGCGCAGATTCGCACC 
ATGGACCGCTCTGAGCGCATCCGTACCTACAACTGGCCGGAAAACCGCATCAGCGATCAC 
CGTATTGGTTTTAAGGCGAACAACCTTGATTCGGTTCTCGATGGTGAATTGGATGATCTG 
TTCACCGCGTTGCAGGCTGCTGAGCGTGCA 

>RXA02837-upstream 

TCATGATCGATGCCACCCATCTGAAAGCACATCGCACGGCGTCCAGCTTGCGTTTGAAAA 
AGAGGGGCGAGGTCGCCTGATTGGTCGGACGAAGGGTGAA 

>RXA02837 

ATGAACACCAAGCTCCATGCTGTGACCGATGCGACGGGGCGTCCAATCCGCTTCTTCATG 
ACCGCCGGAAAGGTCAGCGACTACATCGGAGCTATGGCTTTGCTAGGCAGCCTGCCCAAG 
GCCGGCTGGCTTCTAGCGGATCGGGGCTATGACGCGGACTGGTTCAGAGATGCA 

>RXA028 60 

GATCTGCAGAACCCCACCGCCAAGATGTCCAAGTCCGGCGACAACCCGAAGGGCATCATC 
AACCTGCTTGATGATCCAAAGGTGTCCACCAAGCGCATCAAGTCCGCAGTCACCGACAAC 
GACGGCGTCATCGCCTACGATCCAGAAAACAAGCCTGGCGTGTCCAACTTGCTGGTCATC 
CAGTCTGCGCTGACGGGTACCTCCATCGATTCGCTTGTCGACGGCTACCAGGGCGCTGGC 
TACGGTGCGTTGAAGGGTGACACCGCCGACGCGCTTGAGGCTTTCACCACTCCTTTGAAG 
GCAAAGTACGACGAGTACATGAATGACCGCGGCGAGCTCGAACGAGTCTTGGCTATCGGT 
GCTGAGCGCGCCACCGAAGTTGCCAACGAAACCTTGGCTGATGTGTACGACAAGATTGGT 
TTCTTGGCGTCTCGTCGC 

>RXA028 60-downstream 

T AAC AAC TAG AC CCTCGATTATT 

>RXA028 66-upstream 

TGAACAAAACCCTAAACTTTCGGCCGATAGCAACCCCGCTCGACTGGTAAATGTTGCCTC 
AC C G G AAAAG G T C T G T C C AAG G T G AC T A C AC T GAT AC AG C 
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>RXA02866 

ATGACGACGCAGGATAAAGATCTCACCGCACAAACCGCTTCCAGAGTCCTTTCTGGAATT 
CAGCCCACCGCCGATTCCTATCACCTGGGCAATTACTTGGGAGCAGTCAAGCAGTGGATT 
GACCTGCAAGATTCCTACGATGCCTTCTACTTCATTCCAGATCTCCACGCGATTACCGTC 
GATCAGGAACCAGAAGAGCTGCGCAACCGCACCATTTCCGGCGCCGCACAGCTGCTGGCC 
CTGGGCATTGATCCAGAACGCTCCACCTTGTTTGTGCAGTCGCATGTTCCCGCACATGCA 
GAACTGTCATGGGTTCTGACCTGCCTGACCGGTTTCGGCGAGGCATCCCGCATGACCCAG 
TTCAAGGACAAGTCCTCCAAGCGTGGCGCCGACCGTACCTCAGCTGGTCTGTTCACCTAC 
CCGATGCTGATGGCAGCAGATATTTTGCTGTACCGCCCACATCTTGTCCCAGTCGGTGAA 

>RXA028 8 6-upstream 

GGTGGAAATACGCGCACAACAATTTTATTCACAGAACTTATGATTTTTTCGGGTTAGGGT 
C AG T T T G T T C AC AT C AAC T AG T AAC GAAAGGAT CAT G T G A 

>RXA028 8 6 

ATGAAACTGTTTTCCAAGGCTGCAGGCGTCATTGCTGCAGCACTTCTTGTTGCAGGTGGT 
ATAGCACCTGTGGCACAGGGGCAAGCTAGTCAGGTGGTCACACCTGAAGACCAAGATGCG 
TATGTTCAACAGTTCCACCACGAAGGGAATACCCCACCTGTGGTAGACGGGGTGGGTGGC 
T AC AC T GAG C AAGAAAT C G C C GAG AT C C AC G AG GC TAT C C GAC AAG C C C AAGAAT C T G G C 
GCACCTAATGAAGAGCTCATTCCGGGTGAGATGTGGTCAGATAAGGTGGAGCTGCCAGTA 
ACTATTGATAAAGCAGCCGCTGATGAGGCAGAGATAGCTATTGCACAGCAACAATCTCAG 
CCACAGACGCGAGGCCTTGCTGCGGCTGCGGCGTGTCAGACGTTTTGGCCGTCACCTCAT 
CAGGTTTGTGGTGCTATTTTAGAGCGCTATATTCAGCAGGGTGCCCAGTTTGGGTGGATG 
TTGTTTCCGAGTGAAGGCCAAACGTTAAATCCTGATGGTCAGGGGTATCGTCAGCGGTTT 
ATGAATGGGTTTGTTTATTGGCATCCGACAACTGGTGCGCATGCTGTTAATAATTACAGT 
GCGCAGGTGTGGGAGCGTAATGGGTGGGAGTCTGGGTGGATGGGTTATCCCACTGGTGGT 
GAAGTCCCTGTGAATGGTTCCAATCCGATTGATGGTGAGTTGAGTGGGTGGGTGCAAACT 
TTCCAAGGTGGGCGAGTGTATCGCAGTCCGGTATTGGACGGTTTCCAGGTGGCCAGTATT 
AATGGGCTGATCTTGGATAAATGGCTTGAATTGGGTGGTCCTGATAGTGAC 

>RXA028 90-upstream 

ACTATGCGGAAAAGTGGAAGAGGGTTTGCGATATATGCCACGATCGACGAATTGNCGAGA 
GATCGAAAAGTTGCGCTCGCGGAGGTACAGGGCACGCTTC 

>RXA028 90 

ATGCACGAGGGTAGGCGATACTCTGCCCCGCATACCTTCGGTACCAAGGGTGAGGCGCAG 
GAGTTCTTGGCCTCTGAACGCACGGCCATCATCAATGGCACATGGATGGATTTTGAGATG 
C G G GAG AG G T T C G AGC AG GC AC AGC G C G AAG C C G AAG AAC G CAT GAT G GAG AC C T T C T T C 
AG T TAT G CAT C GAG G T GG AT AG AAAC C CG G AC AAAT G C C C AAG G AAAG AAAC T C AG C C AA 
GGGGTGAAAGATGATTACTTTCGTTATATAAAATCAGATCGACTAAGTTATTGGGCTGAT 
TATGCGCTCTGTGAAATCACTGTCGCTGATGTCCGTGAGTGGTATAGCGATACTATTCAG 
GAC G G T AAAT T GAC C T C AAT GG C G C G GAG T T ACAG CAT GAT G AAG T C T G T CAT G GAG AC T 
GCAGTGGAGGATGGCATTATCCCGATGAATCCGTGCAAAGTCCGTGGCGGGGGTAATACG 
AAAACAGGCAAAAAGGTTGATGTCCCAACCGATGCCGAGCTTGAGGCGATCATTGGTGCA 
CTGCCGAGTAAGTACTTTTGTTTGGCTATTGTTGCTGCCGCTGGTGCACTTCGATTCGGT 
GAAATCGTTGCGCTGCGTACCACTGATGTGGATGTTTATTTTGATCGCAGCGGATTTGTA 
GAT T G T G T T C G AAT AAG GAT T T C T C G GAG CAT TAG G C AC AC GAG AT AC C A T G GC C GAG T T 

GAAGGTCCGCCTAAAACTGAAGCTGGTGTTCGTAGCCTCTATATCTATGGCAAAGATGCA 
GCAGAAATTGCCAAGCATGTGGACACGATTGATGTGGGTTTGCGACTATGGAGCTCGATG 
AGAGATCCTGATGAACCCATGCCGTATCACACCTTTAAGCACAACTGGGATAGGGCGCGG 
G AAAG T G T C C ACAG T AAAG C GAC C G T T C AC T C GAT GAG GC AT TAT T C GG G T AC GAAG TAT 

GCACAGGTTGGGGCGACACTCAAGGAGGTGATGGCGCGGCTGGGGCACTCAACACCTAGT 

GCAGCACTGCGTTATCAGCACTCAGGCGAGCGTGATGAAGAGCTAGCAAAGCGCATGGCG 
CGC 

>RXA028 90-downstream 

T AAAC AC T C GG C AG T GAG TTTCA 

>RXA028 94 

TTCCTCATGCACGAACTGCCAGAGCCGCTAGAAGCGGCCATCGGCGCAGACGGGCAACGC 
AGCATCGTCGGCATGTCCATGTCCGGGGGATCAGTGCTGAACTTTGCGACGCATGACCCC 
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AACTTTTACTCCTCGGTCGGCTCATTTTCTGGATGTGCCGAAACCAACTCCTGGATGGGA 
CGCCGTGGCATCGCAGCCACCGCCTACAACGGCAATGTCGTGCCTGAGCAAATCTTTGGT 
GAAGTAGACAGTGATTACTCCCGCTATAACGATCCTTTGCTCAACGCTGCGAAGCTCGAA 
GAACAAGACAACCTCTACATCTTCGCCGGTTCCGGTGTGTTCTCTGAACTAGATGTCATT 
GGTGACAACGCACCGATTGATGAGGATGCGTTTAAA7\ACCGCGTTCTGGTCGGATTTGAA 
ATCGAAGCTATGTCCAACACCTGCACCCATAATCTTAAGGCTGCGACTGATCAAATGGGC 
ATTGACAACATTAACTATGATTTCCGACCAACCGGTACTCATGCTTGGGACTATTGGAAT 
GAGGCACTGCACCGTTTCTTCCCGTTGATGATGCAGGGCTTCGGGCTTGATGGTGGTCCG 
ATCCCGGTTTATAACCCTAACGGTGTGTCCTCTAGTGAGTCTTCTTCTGAGCTGTCGTCT 
GATGTGAGTCTTGGCACCGTGATCGGTAGTGTGGCGGGAAGCTCCGGATCAAGTGAAGGC 
AGCAGCGTCCGAGAGTTCCTTGCAGGAAGTTCCGGATCAAGCC7VATCAACAGGAAGCTTC 
TACGAA 

>RXA02 8 94 -downstream 
TAGCTAGGGCTGCGCAAGATTCC 

>RXA02904 

ACCGACCCACGCTACCCCCTCGGCAAAGACGACCTGCCCAAAGCAACCATCGACATGGAG 
CCAGAAGCTCTTGCGCGCCTTGAGCGATTCGTCGGCGTTGACGGTGATCGCATCCGCCAA 
ATCAACGCGTACTCGCCATCAATGGGACGCACCATTCCTCTAGTCTGGGTCGTGCCAGAA 
GACAACACCGTGCCTGGCCCAACGGTCTACGCACTCGGCGGCGGCGACGGTGGCCAAGGC 
GGCCAAAACTGGGTCACCCGCACCGACCTTGATGAGTTGACCAGTGAAAACAACATCAAC 
CTCATCATGCCCATGCTCGGATCTTTTAGTTTCTACGCTGACTGGGCAGGCGAAAGCGAA 
TCCATGGGTGGTGCGCAACAGTGGGAAACATTCCTCATGCACGAACTACCCGAGCCGCTA 
GAAGCGGCCATCGGCGCAGACGGGCAACGCAGCATCGTCGGCATGTCCATGTCCGGGGGA 
TCGGTGCTGAACTTTGCGACGCATGACCCCAACTTTTATTCCTCTGTCGGCTCATTTTCT 
GGATGTGCCGAAACCAACTCCTGGATGGGGCGCCGTGGCATCGCAGCCACTGCCTACAAC 
GGCAATGTCGTGCCTGAGCAAATCTTTGGTGAAGTAGACAGTGATTACTCTCGCTATAAC 
GATCCTAGTATTCTA 

>RXA02 904 -downstream 
TAGTGTCACCT 



>RXN0004 6-upstream 

TGGTGCCCAAGCAGCCGTCATCGCAGCAGCAAAATATGCCCGCGATAACGCCTTTTAAGC 
ACCTAAAACGCTGTTCTCAACACAGGAGTTTCCTTAAATA 

>RXN0 004 6 

ATGGACTTAAATACTCAACGCTCAAAGCTCTACGCACAGCTTCAAGGCCAGCTCATTGTT 
TCCGTGC7\AGCTCCCGACGGCCATGCCATGCGAGATACCCATACGCTCACCCATGTGGCC 
GCAGCCTGTGTCGATGGCGGTGCTCCTGCCATTCGCTGTGGCGGTTACGGCGGTTTGGAA 
GATATCCGTTCAATCTCCAACCGTGTCGACGTTCCCGTTTTCGGACTCACCAAAGAAGGC 
TCCGAAGGAGTTTACATCACCCCAACCAGGGATTCCGTTCGAGCAGTGGCAGAATCCGGC 
GCCACTGTAGTCTGCGCGGATGCAACTTTCCGACCTAGGCCTGACGGCTCCACCTTTGCA 
GAGCTGGTCACTGTTGCCCACGATTCCGGAATTCTCATCATGGCGGACTGCGCAACTCCC 
GAAGAAGTTCTCAGTGCGCATAAGGCTGGCGCGGATTTTGTGTCCACCACGCTTGCTGGA 
TACACCGAACACCGCGAGAAAACAGTCGGTCCAGATTTCGATTGCCTCCGCGTVAGCACGT 
GAGTTAGTTCCCGATGCGTTCCTCATTGGCGAAGGTCGCTTCTCCAACCCTGCGGATGTG 
GCGCACGGTCGTCTCATTGGTGCCAACGCGATCATCGTGGGCACCGCAATCACTGACCCT 
GGTTTCATCACTGGACAGTTCGCGTCACTGTTGCAC 

>RXN0004 6-downstream 
TAGCACTTAGTCCAGCGCTGCAC 

>RXN0008 3-upstream 

GAAGATACAGGGGGCCACGGTGGGGTGGTGAACAAGAGCAGGCACGAGGCCTGGTAGATA 
C G GAT T C GAC C AAG AAAAC G T AC AC C AC T C AGGAG C AC T C 

>RXN0008 3 

GTGCTTGCCCTTCCATCCTCTATCATCGACCCCCTCTGGTGCCAGTTCGCCGCGCTGATC 
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CCACCCGTGACCGACACCCACCCACTTCGGTGCCACCGCCCACGCATCCCGGACCGGATC 
ATCTTCGACAAGCTCATCCAGGTCCTCGTCCTCGGCGCCTCCTATGCCAAGATCGCCGAC 
ACGACATGCTCGGCCACCACCTTGCGCACCCGCCGGGACGAGTGGATCACCGCTGGCATC 
TTCGAGCAGCTGGAACAGATCTGTTTGGAATTCTACGACCGTATCGTCGGACTCGATCTC 

>RXN00083-downstream 
TAAGTTCGGATTGGCTCGAATTG 

>RXN0012 7 -upstream 

ATGTGGTGGTTGTGGGGCGCCGGGGGCGTCGTTATGCAGTGACTGCCAGCGTGTGTGGAG 
GAAGCCGCCAACATTGGCGCGGCTTGATTTAGATTTACCG 

>RXN00127 

GTGTGGACGTTGTCGCCGTATGACGGCCCGCATCGCAACGTGCTCATTGCGCTGAAGGAG 
CACGGCCGTGCAGACCTTGTGGCGTTTGTGGGCGCGGTGGTGGGGGCGTCGATAAGCTAT 
CTGGCGGCTCAGGGGGAAATTGAGCACGACATCACGCTGGTTCCGGCGCCCACCCGCGCC 
ACCTCGCGACGCCGGCGGGGCGGCGATCCGGTTGAGCGGGTGTGCAATGCATCACGCTTA 
TCGACGTTTCCCTGCCTTCAAATCTCATCCCGCACACCAGACTCCGTCGGTCAAACTGCG 
CAACAGCGAAGACTCAATATGCGAGTGGAGTTAGTCCGACAACCTCGGGGTTCTGTCTTG 
ATCATCGACGATGTGGTAACAACGGGGGCAACTATTTCCGCATCTGCAAACGTTCTTCGC 
GCAGCGGGTGTGCAGGTCAGAGGAGCTTTAACTTATTGCCAAGCG 

>RXN00127-downstream 
TGATCTTGGATATAAAAGGGGCC 

>RXN00172-upstream 

TTAAACAAGTACATAGTTTTGTGTTTTCTACTTCCCTACTGCTGTAATAATGGAAAGTAG 
T T T T C AT C AC AC AAC AC AAAAC T AT TAAAG GTAGTCTTAA 

>RXN00172 

ATGTTTGGTAGTAGTTTTAAGGAACAAACAACTAACCCGAGAAGTCAACGAGTTTCTTAT 
TTGCGTGTCTCTAGCACCGATCAGAATCTGGCTCGACAACGTGAAGCTGTTAACCATTCC 
GGTCATATTGATCGTGAGTTCACAGATGAGCTTTCCGGTGGCGCCAAATCACACAGACCT 
GGCTTGGAAGACTGCATTAATTATCTTCGCGAGGATGATGTTCTTGTCGTCGCATCCATT 
GACCGACTTGCACGCTCGCTGGTTGATTTACGCGTCATCATTGACCGCATCACAGACAAA 
GGCGCATCGGTCATTTTTCTCAAAGAGAATTTGACTTTCGCTGCAGGCCGCGATGATCCT 
CGAGCAAACCTCATGCTCGGTATTTTGGGCAGTTTCGCAGAATTTGAACGCTCAATTATT 
CGCGAGCGCCAAGCAGAAGGTATTGCCCTGGCAAAAAAGGCCGGCAAGTATGCAGGTCGC 
C C AAAAG C C C T C G AC AAGG AAC AAAT AC AAGAAG C AAAAGAT AT GAT C GC T C AAGG T G AA 

ACAAAATCTGCTGTCGCCAAGCATTTTGGTATTAATCGCTCGACCTTGTACGAATATCTC 
AAAAATCCTGAC 

>RXN00172-downstream 
TAG AT T G AG AAT C AAC TAT G C G A 

>RXN00211-upstream 

TGAGCCAAAATCAATAAGGTGTTTTTCAGCCTGAGGTAAAAATACGGTGGTACTGTCGAA 
AC C AAT CAT C C C C TAG T T T T G AAAAG AAG G AAG C GAG C C A 

>RXN00211 

ATGTCATTCCTGATCCGCGTCCTGTTGTCCGACACCCCAGGCAGCCTCGCGTTACTCGCT 
GAAGCCCTTGGGATTGTAGAGGCCAATATTCAATCCGTGGACGTGGTGGAACGCTTCCCC 
AATGGCACGGTCATGGACGATCTGGTGATCTCCATCCCTCGCGATGTCATGGCAGACACC 
ATCATCACCGCAGCTGAAGAAGTCGACGGCGTGGAGATTGATTCCATCCGCCCATTCTCC 
GGGACTGTTGACCGCCGCGGACAGATCCAAATGCTGGCTGCTGTTGCTCACCAACGCCGC 
GATATCACCGCAGCGATGGAAGAAATGGTCGATGTCATCCCCCGCACCATGACCTCTGGT 
TGGGCTTTGGTCATTGATCTAAAAGGACCCATCACTCGCATCGCTGGTTCCCTAGCAGCG 
CCCGAAGATGACGGCACCGTTCCGGAGAACATCGTTCTCAAAGAAGCTCGCATGCTCAAC 
CCGGAAAACGATCCGTGGATTCCAGAGTCCTGGACACTGCTTGATTCTTCCCTTGCCATC 
GCTCCGATCGGCAAGCACGGCCTGGCTCTGATTATCGGTCGCCCTGGTGGCCCTGATTTC 
TTGGCCAGCGAAGTGGAGCACTTAGGCCAAGTCGGTGACATTATCGGAGCAATGCTTCAA 
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AAA 

>RXN00211-downstream 
TAATCTGAGCTGTTTAAAAAATG 

>RXN00380-upstream 

CAGGCAATGCGACCTCGCCTCAGTGACATCCTTGGTGTTCCAAGACGATCAAATTGTCGG 
C G T G CAT T AC AAC G AAC CAG C T C AG G AGAT T T G AT C AC T C 

>RXN00380 

GTGCGTTTGACCAAACTAGCAGCAACAATCGGCTGCGTGACACTCAGCGGACTTGCGCTA 
GTAGCCTGCAGCAGTGACAGTACCGCTGGTACTGACGCTGTTGCTGTCGGCGGAACCTTC 
CAATTCCACTCCCCGGATGGAAAGATGGAAATTTTCTACGACGAGGCTGACCGTCAACAA 
CTCCCCGACATTGGTGGAGATTCCCTCATGGAAGAGGGCACACAGATCAACCTGTCTGAT 
TTCGAAAACCAAGTTGTCATCCTCAATGCGTGGGGGCAGTGGTGTGCACCGTGCCGCTCC 
GAATCCGATGATCTCCAGATTATCCATGAGGAACTCCAAGCTGCCGGAAACGGCGACACC 
CCTGGTGGCACCGTGTTGGGTATCAATGTGCGTGATTACTCCCGCGACATCGCCCAAGAC 
TTTGTCACCGACAACGGCCTTGATTACCCAAGCATTTACGATCCACCATTTATGACAGCA 
GCATCCCTCGGTGGTGTTCCCGCATCGGTGATCCCAACCACCATCGTGCTGGATAAACAG 
CACCGCCCCGCAGCAGTGTTCTTGCGCGAAGTCACCTCCAAAGATGTGTTGGATGTTGCG 
TTGCCATTGGTAGATGAGGCC 

>RXN00380-downstream 
TAAAT G T C T GAG AT TGTGGTAGC 

>RXN004 54 -upstream 

CGTCGATGTTCCTGATGGGCAAGGCCACGTGGTGGATGCCTAAGTGGCTGGATCGAATTC 
TGCCAAGTTTGGACATTGAAGGCACCGCACTGGAGAAGGA 

>RXN00454 

ATGGGAGGAGAAGCAGGCTGCACGTTAGACTTGGCACCTATGTCAGATCTTTCATTCACC 
CTCAACAACAAGCTTGCCGATGACGCCCCCGGCAAGCATGGTCGTACAGGTGTAATCCAC 
ACACCTCACGGTGATATTGCCACCCCTGCTTTCATTCCTGTGGCTACCAAAGCCACGGTG 
AAAACCCTTACCCCTGAGCAGATTCGGGAGACCGGCGCACAGGCTATTTTGTCCAACGCC 
TACCACCTGTATCTGCAGCCTGGCCCCGACATCGTGGACGAGGCTGGCGGTGTGTCTGCC 
TTTGAGAACTGGCACGGCCCCACCTACACCGACTCCGGCGGATTCCAGGTCATGAGCCTG 
GGCTCCGGCTTTAAAAAGGTGCTGGCCATGGACACCACCAACTTGACGCGCAACGATATC 
AAGGCGGCTAAAAAAGAGCGCATGGCGCTTGTCGACGAAGACGGCGTGGATTTCAAATCT 
G T T A T C GAT G G C T C AAAG C AC C GAT T C AC C C C AGAAG T C T C CAT GC AGAT T C AGC AC C AA 
TTGGGCGCAGACATCATCTTTGCTTTTGATGAACTGACCACCTTGGTTGATACCTATGAC 
TACCAGGTGGAATCTGTGGAACGTACCCGCAGGTGGGCACAGCGCTGCCTCCTGGAGCAT 
GAACGTTTGACTCAGGAACGTGTGGATAAACCACTGCAATCCCTATGGGGAGTGGTGCAG 
GGGGCGCAGTTCGAGGATTTGCGTCGACAAGCAGTAAAAGGCCTGTTGGACCTGGATCGC 
CAGGCCGCCGACGAAGGCCGTCGCGGCTTCGGCGGTTTCGGCATCGGTGGCGCCCTAGAG 
AAGGAAAACCTGGGCACCATCGTGGGCTGGGTGTGCGATGAGCTGCCCGAGGACAAGCCA 
CGTCACCTGCTGGGCATTTCCGAGCCGGACGATCTGTTCGTGGCTGTCGAAGCCGGTGCG 
GACACCTTTGACTGCGTGGCGCCGACTCGTTTGGGTCGACGCGGCGGTGTCTACACGCTT 
GATGGACGCATGAATTTGACCGGTGCGCGTTTCAAGCGTGACTTCAAGGGAATCGATGAG 
GAAGTCGGCGGATACGCCAGCGAGAACTACTCCCGCGCGTACATTCATCACCTGCTCAAA 
GCGAAGGAATTTTTGGCCGGCACGCTGTGCACCATGCACAATCTGCACTTCATGATCACC 
TTGGTGGATAAGATTCGTGCCAGCATCGATGATGGCACGTACTACGAATTCAAGGAAGAA 
TTCTTAGGCCGGTACTACGCGTCGAAGGTTTCA 

>RXN00 4 54-downstream 
TAACCTTCGCGGCGTTTCACCCA 

>RXN004 58-upstream 

CACCCCTGAAAACCTCCTCAACTATCCCGGAGTGATCATCTCCACCGTTCAGGAGAACCC 
AT C C GAAAC AT G GC G G C AAG T G AACAT C T AAT C T AG AAAC 

>RXN00458 
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ATGGCAGGACGATACGCACCATCACCAAGCGGCGACCTTCACTTTGGCAACCTCCGCACA 
GCACTGCTGGCCTGGCTGTTCGCGCGCTCCGAAGGAAAAAAATTCCTCATGCGGGTCGAA 
GACATCGATGAACAACGCTCATCCAAGGAATCCGCCGAAAGCCAACTCGCAGACCTATCC 
GCCCTGGGTCTCGATTGGGATGGCGACGTCCTCTACCAATCCACACGCTACGACGCCTAC 
CGCGCAGCCCTTGAAAAACTAGACACCTACGAATGTTATTGCTCGCGCCGGGACATCCAA 
GAAGCCTCGCGGGCACCCCATGTGGCTCCGGGAGTGTATCCGGGAACGTGTAGGGGATTG 
AAGGAGGAGGAACGCGTCGAAAAGCGTGCAACCTTGGCTGCGCAAAACCGGCACCCCGCC 
ATTCGCCTGCGCGCGCAGGTAACCTCGTTTGATTTTCACGACCGACTTCGCGGCCCACAA 
ACTGGCCCCGTAGACGATTTCATTCTGCTCCGCGGCGGGCAGGAACCCGGATGGGCATAC 
AACTTAACTGTCGTCGTCGACGATGCCTACCAAGGCGTTGACCAGGTAGTCCGCGGCGAC 
GACCTACTCGAATTCGGCGCGCGCCAAGCTACCTTG 

>RXN004 84 -upstream 

ACGTACCGGTAATCCGCTTGAAATACTGCCGAAAATAGTCTCTGAGATGGAAGTCAAAGC 
CGTCACATGGAATCGACGCTATCATCAACCGTTATGTGAA 

>RXN004 8 4 

GTGGATGCCACTCTCAAAAAGAATCTCCGTGATAAAGGGATTGAAGTGCATAGCCACCCA 
GGTTTTTTACTCACTGAACCCTGGGAAGTCAGTACCGCTACCGGAACTCCCTACAAGGTA 
TTTACCCCTTTTTCTAAAGCCGCATGGGAAGTAGCCAGAGTACATGCATATGAAACTGTT 
AAAAACAATGTGCCTGTCCCCTCTCACCTAACAGGACCAGAGGATGTAGAGCTGCCCATC 
CTAGAAATGGAGCAACCTTTTTGGTCAACAACGTTAGTTAAGGAGTGTGCTCCCGGTGAA 
AAAAATGCTTCGGAAAAACTCTTTGATTTTTTGGAACATCTACAGGACTACCCGCAAGCT 
CGAGACAGCTTAGCCCGATCCGCTACAAGTAAATTATCTGCTCATCTAAGGTTTGGTGAG 
ATCAGCATCCACCGCGTGTGGGCAGAGACTGCAGCAATAGACTCTGAAGGAACTGAGTTA 
TTTCTTAAAGAACTTCTCTGGAGAGATTTTGCGTGGCATCGACTTTATGCCCTGCCACAC 
ATGGACACGCAAAACGTTCGTATGCAATTTAATCGTTTCGGATGGTCCTGGGATCCGAGT 
GAAAAAGATAAACTTAACACTCCATCCACCCCTCTTATCCCCACCAAAGCTGACCAATTC 
CATGAGGATTTAGCAGCATGGCGTGCAGGAAAAACAGGAATTCCGCTGGTCGATGCAGGC 
ATGCGAGAATTATGGGCCACCGGGTCAATGCACAATCGCGTCAGAATGGTAGTAGCTAGT 
TTTTTAACCAAGAATCTCCAGATCCATTGGCGTCATGGCGAAGAATGGTTTTGGGAAACT 
CTCGTAGATGCTGATCCAGCTTCTAATGCTTTCAACTGGCAATGGGCTGCGGGTAGCGGA 
GATGACGCTTCGCCTTATTTCCGTATTTTTAATCCGGTCACCCAAGCGAAAAAATTTGAT 
CCAGATGAAACTTATATTCGTCGCTGGGTACCCGAATATGGAACACCATCATATCCGGAT 
CCCATCGTCGATCTGAAAGAATCCCGTCAAATTGCTTTAGACGCCTACTCTGCGATTAAG 

>RXN004 8 4 -downstream 
TGAGTTTACGCGCAGCTTTTAAA 

>RXN004 93-upstream 

CCCGTTACGGCGGCACCGAGATCAAGTTCGGTGGCGTGGAGTACTTGCTTCTCTCCGCTC 
GTGACATCCTCGCAATCGTCGAGAAGTAGGGGATAAGTTC 

>RXN004 93 

ATGGCAAAGCTCATTGCTTTTGACCAGGACGCCCGCGAAGGCATTCTCCGGGGCGTTGAC 
GCTCTGGCAAACGCTGTCAAGGTAACCCTCGGCCCACGCGGCCGTAACGTGGTTCTTGAT 
AAGGCATTCGGCGGACCTCTGGTCACCAACGACGGTGTCACCATTGCCCGCGACATCGAC 
CTTGAGGATCCTTTTGAGAACCTCGGTGCGCAGCTGGTGAAGTCCGTTGCTGTTAAGACC 
AACGACATCGCTGGTGACGGCACCACGACTGCAACTCTGCTTGCTCAGGCACTCATTGCT 
GAAGGCCTGCGCAACGTTGCTGCTGGCGCAAACCCAATGGAGCTCAACAAGGGTATTTCT 
GCAGCTGCAGAAAAGACCTTGGAAGAGTTGAAGGCACGCGCAACCGAGGTGTCTGACACC 
AAGGAAATCGCAAACGTCGCTACCGTTTCATCCCGCGATGAAGTTGTCGGCGAGATCGTT 
GCTGCAGCGATGGAAAAGGTTGGCAAGGACGGTGTCGTCACCGTTGAGGAGTCCCAGTCC 
ATCGAGACTGCTCTCGAGGTCACCGAAGGTATTTCTTTCGACAAGGGCTACCTTTCCCCT 
TATTTCATCAACGACAACGACACTCAGCAGGCTGTCCTGGACAACCCTGCAGTGCTGCTT 
GTTCGCAACAAGATTTCTTCCCTCCCAGACTTCCTCCCATTGCTGGAGAAGGTTGTGGAG 
TCCAACCGTCCTTTGCTGATCATCGCAGAAGACGTCGAGGGCGAGCCTTTGCAGACCCTG 
GTTGTGAACTCCATCCGCAAGACCATCAAGGTCGTTGCAGTGAAGTCCCCTTACTTCGGT 
GACCGACGCAAGGCGTTCATGGATGACCTGGCTATTGTCACCAAGGCAACTGTCGTGGAT 
CCAGAAGTGGGCATCAACCTCAACGAAGCTGGCGAAGAAGTTTTCGGTACCGCACGCCGC 
ATCACCGTTTCCAAGGACGAAACCATCATCGTTGATGGTGCAGGTTCCGCAGAAGACGTT 
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GAAGCACGTCGCGGCCAGATCCGTCGCGAAATCGCCAACACCGATTCCACCTGGGATCGC 
GAAAAGGCAGAAGAGCGTTTGGCTAAGCTCTCCGGTGGTATTGCTGTCATCCGCGTTGGT 
GCAGCAACTGAAACCGAAGTCAACGACCGCAAGCTGCGTGTCGAAGATGCCATCAACGCT 
GCTCGCGCAGCAGCACAAGAAGGCGTTATCGCTGGTGGCGGTTCCGCTTTGGTTCAGATC 
GCTGAGACTCTGAAGGCTTACGCCGAAGAGTTCGAAGGCGACCAGAAGGTCGGCGTTCGC 
GCACTGGCTACTGCTTTGGGCAAGCCAGCGTACTGGATCGCCTCCAACGCAGGTCTTGAC 
GGCTCTGTTGTTGTTGCACGCACTGCTGCTCTGCCAAACGGCGAGGGCTTCAACGCTGCA 
ACTTTGGAATACGGAAACCTGATCAACGACGGTGTCATCGACCCAGTCAAGGTCACCCAT 
TCCGCAGTAGTGAATGCAACCTCTGTTGCACGCATGGTTCTGACCACTGAGGCTTCTGTT 
G T T G AG AAG C C T GC AG AAG AAG C AG C C GAT G C AC A T G C AG G AC AT CAT C AC C AC 

>RXN004 93-downstream 
TAAAGTTCTGTGAAAAACACCGT 

>RXN00 669-upstream 

TTTACTGCGGGCATTTTACGTATCTGCACCCCGCCCGGCTGCGCTGAGCAGCCGTAAAGC 
GTGGGGCGTGACGTCGAAAAGCAAAAAATGAAAGGCAGAC 

>RXN00669 

ATGGACAATTCAACGGTGCGAATCCGGCTGGATCTAGCGTATGACGGCACGGATTTTCAT 
GGCTGGGCGAAGCAGGGGACCAGCGATCTACGCACCGTGCAAAAAGTGTTGGAAGACAAT 
TTGAGCATGGTGCTGCGTGAGACTGTTGAATTGACTGTGGCCGGGCGAACCGATGCGGGG 
GTGCATGCGGCGGGCCAGGTGGCGCACTTTGATATTCCGGCACACGCTTTAGAGCAGCGC 
AGTATTGATGGCGATCCAAGCAAGTTGGTTCGGCGCTTGGGTCGGTTGCTGCCCGATGAT 
ATTCGGGTGCATGGCGTACGTTTTGCCGAGCCCGGGTTTGATGCGCGATTTTCCGCGATG 
CGCAGGCACTACGTTTATCGCATTACGACGCATCCCGCCGGCGCGCTGCCTACGCGCCGC 
CACGACACGGCGCAGTGGCCAAAACCTGTCGAACTAGAGCGGATGCAATTAGCCGCCGAT 
GCACTGCTGGGGCTGCATGATTTTGTGGCGTTTTGCAAAGCTAAGCCACATGCGACGACG 
GTGCGTGAACTACAAAAATTTGCGTGGAAAGACGTCTCCACTGACATCGAACCGCAGGTG 
TATGAAGCACACGTGGTGGCCGATGCTTTTTGCTGGTCGATGGTGCGCTCGCTGGTCGGC 
TCCTGCATGGCCGTGGGCGAAGGACGCCGCGGATCAGGGTTTACTGCAGAATTGCTTGAT 
GCAAGCGAACGCAGCCCCATGGTTCCAGTAGCACCTGCGAAAGGTTTGAGCTTGGTTGGC 
GTGGATTATCCTTCCGCTGATAAGTTACAGGAAAGAGCGCTGGAAACCCGAGCTGTTCGC 
GAG T T T C C G G AC GC G T C C G C GAG C C T AAAAC TAG AT GAT GAG 

>RXN00 6 69-downstream 
TAAAAGGGACTAAACTCGTCTCT 

>RXN007 37-upstream 

TCGATATGGTGGCCAAGCGCGGTGATTTGCCTACCCGCGGTGCATTTTGATATTTTCCCC 
ACCACATTGGATTATCCGGTGCGTGTGGAGTTCTGGGGCG 

>RXN007 37 

ATGAAGGTCTCTGACATTAGGCAGTTCTCTGTCGCCGATCAGCGCACCATTCCAGAAATC 
ACCATCAAGAGCATTGAGATTTTCCCGGCACGGGAATTGCTCATTACTGAAGAAGTGGCA 
TCGCGTGCGGAGTCTCTTATTTCTAAGCACCCGGGCAACCCGACGCTTGTGGAGATGCTG 
TCGAGGATTGCGGATTCCCAAGATGTTGATGGCATGGAGGCGTTGATTCCGGCGCTGACG 
GATACGCCGATGGTTCCGATGCTGGAGCTCATGCCGGAAAACACCCATGTGTTGGTGATT 
GCTCCGGAGAAGGTGCGCCGACGCATTGCGGATCTGGAAGCAACCGATGCTGAGTTTTTG 
ATGGCTGGTTGGGAAGCAGCTGCGATGGGTGCTGATGGTCCAGTGGCTGCGGAAGGCCTG 
GACTTGGAAGCTTCTAGCTATCGCAGTTATGAAAGTTTGGAGGTTTCTGCGTCGAAAAGC 
GATGTGCGTTGGTGGACTTTCGCGCCGCCGGGCATGTTTGAGGCCTCGGAGGAGGCGACG 
CTGCCGCTTGATTTTGAAGCCGGGCCGGCGCCGCGCGGTGAGCTGCCGAAGATCGATGCG 
ATGATGGCGCAGCTGCTTGCGCACACAACCGGCGGTGGGCGGGCTGCGTTTATCGCGCCG 
ACCCAAGGTGCGATTAAGCGCATGGTCGATCGTTTCGCGGAAAAGGGCATTCCCACCCAT 
GTGGCGACCCCGGGTTGGGAGCCAACGCCTGGTCAAGTGACTCTTTATCATGCGCTGAGC 
CATGCTGGCCTGGTGTTTCCGAAGGTGCGTAAACACCGCGATGGCGCTGCAATGCCGTTG 
GTGGTTATTACAGAAACCGATCTGACTGGTAACCGTGTTGGCGATATTGCAGGGCGAAAC 
GTCGACCTGCAAAACGCCGCAACAAGGTGGATCCTTTGGCGCTGGAGCCAGGGGATTTGG 
TGGTTCATGAAACCCACGGCATTGGTCGTTTTG 
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>RXN007 37-downstream 
TGAAGATGACTGAACGAACCATT 

>RXN00833-upstream 

AGCTTTTTGCATGTGTCATATCGTACCGTTTGCATAGGCCTGTTCGCGCTTGGTGAACCT 
TTTCTAGCACCAAAACAAAACTCTCCCTAGTATGGGGTCC 

>RXN00833 

ATGGCTAAAACACATTTTCAAGGCAACGAAACTGCTACCTCCGGCGAACTGCCACAGGTC 
GGCGACAACCTCGCAGAGTTCAACCTCGTCAACACCGAACTGGGCGAGGTCTCCTCAAAG 
GACTTCCAGGGCCGCAAGCTTGTCCTGAACATCTTCCCATCCGTTGACACCGGCGTTTGT 
GC7VACATCAGTCCGCAAGTTCAACGAGGCAGCAGCAAGCCTGGAAAACACCACCGTGCTG 
TGCATCTCCAAGGATCTTCCATTCGCACTGGGCCGTTTCTGCTCCGCAGAAGGCATCGAG 
AACGTCACCCCAGTATCCGCATTCCGTTCCACCTTCGGTGAAGACAACGGCATCGTGCTC 
GAAGGCTCACCACTTAAGGGTCTTCTTGCACGCAGCGTCATCGTCGTCGATGAAAACGGC 
AAGGTTGCTTACACCCAGTTGGTTGATGAGATCTTCACTGAACCTGATTACGACGCTGCA 
CTTGCTGGGCTGAAC 

>RXN00833-downstream 
TAATTTACTTCGCTCAGGGGAAT 

>RXN00937 -upstream 

AGCTGCCGGTCAATGAAGAAAATCCTTGGCCGGGAATAACTACAGTCCGCTGAAAGTTGG 
TCTATATATAGACCTTACAAATCTTGAACGGAGATTCTTA 

>RXN00937 

ATGGCAACCATCGATGTAACCGAAGAAACATTTGAGAGCACAGTTACCGGCGACGGAATT 
GTCCTCGTAGACGCATGGGCATCCTGGTGCGGACCTTGCCGCCAGTTCGCCCCAACCTAC 
G AG AAG G T T T C C G AAAC C C AC AC C G AC GC AAC C T T C G C C AAG C T T GAT AC C G AAG C AAAC 
CAGGGCCTGGCTGCAGCACTGCAGATCCAGTCCATCCCAACTCTGATGGTTTTCCGCGAC 
GGCATCATGGTCTACCGCGAAGCCGGCACCATGCCAGCTCCTGCACTGGATGATCTGGTC 
AAC C AG G T T AAG G C AC T C G AC AT G GAT G AC G T T C G T C GC C AG G T C G C AG AG C AG C AG G G T 
TCTGCAGAGGCA 

>RXN00 937-downstream 
TAAGCTTCCAATTGTGTTTTGGT 

>RXN00966-upstream 

TGGTTTCCACATAATTCTTCAAGTCTATCTACTTATTGAGGGGAGGAAGAATTGCCCTCC 
AC AC AT GAG AT GTCCCGTG T AC C T AC T AC AC T G T T T AAC C 

>RXN00966 

ATGACTAACCCGAGCGAAGGCACCACTCCCCTGGCGTTCCGTTATACCCCGGAACTCGCC 
AAC AAG AT C G AAG G T GAG T G G CAGAAT T AC T G G AC T GAC AAC G GC AC AT T C AAC G CAC C C 
AACCCAGTGGGTGATTTAGCGCCTGCGGACGGTAAAGCACTTCCTGAGGACAAGCTCTTT 
GTCCAGGATATGTTCCCGTACCCATCCGGAGCTGGCCTGCACGTAGGCCACCCACTCGGT 
TACATCGCAACGGATGTTTTCGCCCGCTACAACCGCATGCTGGGCAAGAACGTTCTGCAC 
ACCTTGGGCTATGACGCCTTCGGACTGCCAGCAGAGCAGTACGCGATCCAAACCGGTACA 
CACCCACGCACCACCACCATGGCCAACATTGAGAACATGAAGCGCCAGCTCGGTGCGCTG 
GGTCTTGGCCATGATTCCCGTCGTGCGGTGGCCACCACGGATCCTGAGTTCTACAAGTGG 
ACTCAGTGGATCTTCCTGCAGATTTTCAATTCGTGGTTCGATGCAGAGCAGCAGAAGGCA 



>RXN0097 5-upstream 

TATACAGAGACCAATGATTTTTCATTAAAAAGGCAGGGATTTGTTATAAGTATGGGTCGT 
ATTCTGTGCGACGGGTGTACCTCGGCTAGAATTTCTCCCC 

>RXN00975 

ATGACACCAGCTGATCTCGCAACATTGATTAAAGAGACCGCGGTAGAGGTTTTGACCTCC 
CGCGAGCTCGATACTTCTGTTCTTCCGGAGCAGGTAGTTGTGGAGCGTCCGCGTAACCCA 
GAGCACGGCGATTACGCCACCAACATTGCATTGCAGGTGGCTAAAAAGGTCGGTCAGAAC 
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CCTCGGGATTTGGCTACCTGGCTGGCAGAGGCATTGGCTGCAGATGACGCCATTGATTCT 
GCTGAAATTGCTGGCCCAGGCTTTTTGAACATTCGCCTTGCTGCAGCAGCACAGGGTGAA 
ATTGTGGCCAAGATTCTGGCACAGGGCGAGACTTTCGGAAACTCCGATCACCTTTCCCAC 
TTGGACGTGAACCTCGAGTTCGTTTCTGCAAACCCAACCGGACCTATTCACCTTGGCGGA 
ACCCGCTGGGCTGCCGTGGGTGACTCTTTGGGTCGTGTGCTGGAGGCTTCCTCCGCGAAA 
GTGACCCGCGAATACTACTTCAACGATCACGGTCGCCAGATCGATCGTTTCGCTTTGTCC 
CTTCTTGCAGCGGCGAAGGGCGAGCCAACGCCAGAAGACGGTTATGGCGGCGAATACATT 
AAGGAAATTGCGGAGGCAATCGTCGAAAAGCATCCTGAAGCGTTGGCTTTGGAGCCTGCC 
GCAACCCAGGAGCTTTTCCGCGCTGAAGGCGTGGAGATGATGTTCGAGCACATCAAATCT 
TCCCTGCATGAGTTCGGCACCGATTTCGATGTCTACTACCACGAGAACTCCCTGTTCGAG 
TCCGGTGCGGTGGACAAGGCCGTGCAGGTGCTGAAGGACAACGGCAACCTGTACGAAAAC 
GAGGGCGCTTGGTGGCTGCGTTCCACCGAATTCGGCGATGACAAAGACCGCGTGGTGATC 
AAGTCTGACGGCGACGCAGCCTACATCGCTGGCGATATCGCGTACGTGGCTGATAAGTTC 
TCCCGCGGACACAACCTAAACATCTACATGTTGGGTGCTGACCACCATGGTTACATCGCG 
CGCCTGAAGGCAGCGGCGGCGGCACTTGGCTACAAGCCAGAAGGCGTTGAAGTCCTGATT 
GGCCAGATGGTGAACCTGCTTCGCGACGGCAAGGCAGTGCGTATGTCCAAGCGTGCAGGC 
ACCGTGGTCACCCTAGATGACCTCGTTGAAGCAATCGGCATCGATGCGGCGCGTTACTCC 
CTGATCCGTTCCTCCGTGGATTCTTCCCTGGATATCGATCTCGGCCTGTGGGAATCCCAG 
TCCTCCGACAACCCTGTGTACTACGTGCAGTACGGACACGCTCGTCTGTGCTCCATCGCG 
CGCAAGGCAGAGACCTTGGGTGTCACCGAGGAAGGCGCAGACCTATCTCTACTGACCCAC 
GACCGCGAAGGCGATCTCATCCGCACACTCGGAGAGTTCCCAGCAGTGGTGAAGGCTGCC 
GCTGACCTACGTGAACCACACCGCATTGCCCGCTATGCTGAGGAATTAGCTGGAACTTTC 
CACCGCTTCTACGATTCCTGCCACATCCTTCCAAAGGTTGATGAGGATACGGCACCAATC 
CACACAGCACGTCTGGCACTTGCAGCAGCAACCCGCCAGACCCTCGCTAACGCCCTGCAC 
CTGGTTGGCGTTTCCGCACCGGAGAAGATG 

>RXN00 97 5-downstream 
TAACAATGGC TAC AGT T GAAAAT 

>RXN0098 5-upstream 

TCCGTAAACTGGAAGGCCATACCTGTTTATTGGGCAATTACAAAGCAATAAACTCATTAA 
CCTAAATCCGGATACTTGATAAACAAGTACAGGGGTTAAG 

>RXN0098 5 

ATGGTCTGCGT G AC T G AC C AG AAT AAT GAG AC C AC C AGC C AG AAC C G C GC AG AC AAG C T G 
CCCAAGTCCTGGGATCCTAAAGCTGTAGAAGCTGATTTGTACCAGGGCTGGGTAGACGCC 
GGTTATTTCACTGCCGATCCTGCTAGCGACAAGCCAGGATTCTCCATTGTTCTGCCTCCA 
CCAAACGTGACCGGCCAGCTGCACATGGGACACGCACTTGACCACACCCTGATGGATGCT 
CTTGCACGTCGCAAGCGCATGCAGGGCTTTGAGGTTTTGTGGCTGCCAGGTATGGACCAC 
G C G G G TAT C GC G AC C C AG AC C AAG G T C GAG GAG AT GC T GAAG GAAAC T GAAG G C AAAAC T 
CGCTACGACTATGACCGCGAAGAGTTCATCGCCAAGGTCTGGGAGTGGAAGCAAGAATAT 
GGTGGAAAGATCGGCGAGCAGATGCGCGCCATCGGCGATTCCGTGGACTGGTCCCGCGAG 
CGTTTCACCTTGGATGACGGCTTGTCCCGCGCCGTCCAAACGATTTTCAAGAAGCTTTTC 
GACGCCGGCCTCATCTATCAGGCCAACCGCCTCGTCAACTGGTCGCCCGTACTAGAAACC 
GCGGTTTCTGACATCGAAGTTATCTACAAGGATGTCGAAGGCGAACTGGTATCCATTCGC 
TATGGTTCCCTCAACGACGATGAACCACATGTCATTGTTGCCACCACCCGTGTGGAAACC 
ATGCTCGGCGACGTCGCTGTTGCCGTGCACCCAGACGATGAGCGCTACAAGGATTTGGTC 
GGACAGACCCTGCCTCACCCATTCCGCGATGACCTGAGCCTGAAGGTTGTTGCTGATGAT 
TACGTCGACCCAGAGTTCGGCTCCGGTGCCGTCAAGATCACCCCAGCACACGACCCTAAT 
G AC TAC GCTCTTGGCCTGCGC C AC AAC C T G G AC AT G C C T AC CAT CAT G G AC AAG AC C G G A 
CGCATTGCCGATACCGGAACCCAGTTTGATGGCCTGACCCGCGAAGAAGCACGCATCAAG 
GTCCGCGAAGAACTCGCAGCCCAGGGTCGCATTGTCAAGGAAATTCGCCCATACGTCCAC 
TCCGTCGGACACTCCGAGCGTTCCGGCGAAGCTATTGAGCCTCGTCTGTCTCTGCAGTGG 
TTCGTCAAGGTCGAAGAGCTGGCCAAGATGTCCGGCGATGCCGTGCGCGAAGGCGACACC 
ACCATCCACCCGAAGTCCCTGGAGCCTCGCTACTTTGACTGGGTTGACAACATGCATGAC 
TGGACCATTTCCCGTCAGCTGTGGTGGGGACACCGCATCCCAATTTGGTATGGACCAAAC 
GATGAAATCATCTGCGTTGGGCCTGATGAGCAGGCACCTGAGGGCTACGTCCAAGACCCA 
GATGTTCTAGATACCTGGTTCTCTTCTGCGCTGTGGCCATTTTCTACAATGGGTTGGCCA 
GAAAAGACCCCTGAGCTGGAGAAGTTCTACCCAACCTCCGTGCTGGTCACCGCCTACGAC 
ATCCTGTTCTTCTGGGTTGCCCGCATGATGATGTTCGGCACCTTTGCAGCCAAGGAAACC 
CCAGAACTTCTGGGCGAAGGCAAGGATGGACGCCCACAGGTTCCATTCACCGACCTCTTC 
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CTGCACGGCCTGGTTCGCGATGAGCACGGCCGCAAGATGTCCAAGTCTTTGGGCAACGGC 
ATCGATCCGATGGATTGGGTGGAGAACTACGGCGCGGATGCGTTGCGCTTCACCCTTGCC 
CGTGGCGCTAACCCAGGCGTCGACCTGCCTGTCGGTGAAGACTCTGCACAGAGCTCCCGT 
AACTTTGCCACCAAGCTGTTCAACGCAACCAAGTTTGCGCTGATGAACGGTGCAGTGTCC 
GAAGGCCTGCCAGCACGTGAAGAACTCACCGACGCTGACCGCTGGATCGTGGACCTCCTT 
GAGCAGGTTCGCCTCGACGTTGATGCTTACCTGGACAACTACCAGTTCGCGAAGGCCAAC 
GAGGAGCTCTACCACTTTGCGTGGAACGAGTTCTGTGACTGGTACCTGGAAATCGCGAAG 
GTTCAGATCCCACGCGAAGGCACCTCCGCTCAGGGTGAAAACACCCAAAAGGTGCTTGGC 
CATGTCTTGGATGCACTGCTTCGTCTGCTGCACCCAGCTATGCCTTTCGTCACCGAAGTT 
CTGTGGCAGGCACTTACTGATCGCACCTCCATCGTGGTGGCCTCCTGGCCAACCGCAGCT 
GACACCAACGGCGGAGTCGCCGTGGACGCTGATGCAGCTAGGCGCATTGGCGACGTCGAG 
AAGCTTGTTACTGAGGTTCGTCGTTTCCGCGCTGACCAGGGTGTGAAGCCTTCCCAGAAG 
GTTCCAGCACGCCTTGATTTCGTGGCATGTGACCTGCAGGATCTGGAAGATTCCGTGCGC 
TCCCTGGTTCGCATCGAGCAACCAGAAGATGATTTCGCAGCTTCTGCCAGCCTGGAGATC 
CGCCTGAGCCAAGCAACCATCACGGTGGAGCTTGACACCTCTGGAACTGTTGACGTTGCA 
GC AG AG C G C AAG C G C C T G G AAAAG GAC C T G G C T AAC GC AC AGAAG GAAT T G G AAAC C AC C 
GCAAAGAAGCTGGGTAATGAGGCTTTCCTGTCCAAGGCACCTGATGCAGTGGTAGACAAG 
ATCCGTGGCCGTGCGCAGATTGCCCAAGAAGAAGTTGAGCGCATTAACAAGCGTCTGGAG 
GAATTGGCC 

>RXN00 98 5-downstream 
TAG T G G C T AAC AAC GAC G GAAT C 

>RXN01061 

ATCTCTCGGTACCGAGAGCAGTTCTGCAACATCGAAAATGAACGCTACTGGACCGGCCCA 
CGCCCAGAAACCCACGGACCAAACGATCCAGGCGGCGTAGACCTCTACGTCGGTGGCGTC 
GAGCACGCAGTTCTCCACCTGCTCTACGCACGTTTCTGGCACAAGGTCCTCTTCGACCTG 
GGCCACGTCTCCTCCAAGGAGCCATACCGTCGCCTGTACAACCAGGGCTACATCCAGGCC 
TTCGCCTACACCGATTCCCGTGGCGTCTACGTGCCTGCCGATGATGTCGAAGAGAAGGAC 
G G AAAG T T C T T C T AC C AG G G C G AAG AAG T C AAC C AG GAAT AC G G AAAG A T G GG C AAG T C C 
CTGAAGAACGCCGTTGCCCCAGACGATATCTGCAACAACTTCGGTGCTGACACCCTGCGC 
GTTTACGAGATGGCCATGGGACCTTTGGACACCTCCCGTCCATGGGCAACCAAGGACGTC 
GTCGGTGCGCAGCGCTTCCTCCAGCGTCTGTGGCGTCTCGTCGTCGATGAAAACACCGGC 
GAAG T G C T C AC T C GC GAT G AAG T C C T C AC C GAC GAT GAC AAC AAGC AAC T G C AC CG C AC C 
ATCGCAGGCGTCCGCGACGACTACACCAACTTGCGCGTTAACACCGTGGTTGCCAAGCTC 
ATCGAATACGTCAACTACCTGACCAAAACATACCCAGACACCATCCCAGCTGGCGCAGTC 
CTGCCACTGATCGTCATGGTCTCCCCTATCGCACCACACATCGCGGAGGAACTCTGGAAG 
AAGCTCGGCCACGACGACACCGTCACCTACGAACCATTCCCCACCTTTGAGGAAAAATGG 
CTCACCGACGATGAAATCGAACTGCCAGTCCAGGTCAACGGCAAGGTCCGCGGTCGCATC 
ACCGTTGCAGCCGACGCCAGCCAGGAGCAGGTCATCGAGGCAGCGCTTGCCGACGAGAAG 
GTGCAGGAGCAAATCTCCGGCAAGAACCTGATCAAGCAGATCGTTGTTCCAGGACGCATG 
GTTAACCTTGTGGTGAAG 

>RXN01061-downstream 
TAATCCCCCTCGGTTTAGATTCC 

>RXN0 128 4 -upstream 

ATCTGTGTGCTCAGTCTTCCAGGCTGCTTATCACAGTGAAAGCAAAACCAATTCGTGGCT 
G C G AAAG T C G T AG C C AC C AC GAAG T C C AGG AG GAC AT AC A 

>RXN01284 

GTGGCAAAGGCGAAGTTCGAGCGTACCAAGCCCCACGTAAACATCGGCACCATCGGTCAC 
G T T G A C C AC GG T AAG AC C AC C AC C AC C G C G GC TAT C AC C AAG GTTCTGGCT GAC AC T T AC 
CCTGAGCTCAACGAGGCTTTCGCCTTCGACTCCATCGATAAGGCTCCTGAGGAGAAGGAG 
CGTGGCATCACGATCAACATCTCCCACGTTGAGTACCAGACTGAAAAGCGCCACTACGCA 
CACGTTGACGCTCCAGGCCACGCCGACTACATCAAGAACATGATTACCGGCGCTGCTCAG 
ATGGACGGCGCAATCCTCGTTGTTGCTGCTACCGACGGCCCAATGCCTCAGACCCGTGAG 
CACGTTCTTCTTGCTCGCCAGGTTGGCGTTCCTTACATCCTCGTTGCTCTTAACAAGTGC 
GACATGGTTGAGGATGAGGAAATCATCGAGCTCGTCGAGATGGAAGTTCGTGAACTTCTT 
GCTGAGCAGGACTACGACGAAGAGGCTCCAATTGTTCACATCTCCGCTCTGAAGGCTCTT 
GAG G G C GAC GAG AAG T G G G G C AAG C AG 
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>RXN0134 5-upstream 

CATAACCTCATTGAACATGCAAAACTAATGCTTTTGGGGGGTATGCATAAATTCGTTTCG 
TTCCACTGCACAGCCCGAAAATGCTGCTAGGGTCAAGTTC 

>RXN01345 

ATGCGTTTTGGACTTGACTTGGGAACTACCCGCACAATCGCGGCCGCCGTGGACCGCGGA 
AACTATCCCATCGTCACTGTGGAAGATTCTTTAGGCGACACCCACGATTTCATTCCATCT 
GTGGTGGCCCTCAAGGCAGATAGGATTGTCGCGGGTTGGGATGCTATTGAGGTTGGGCAG 
GACCACCCTTCCTTCGTACGTTCTTTCAAACGCCTACTCTCTGAACCCAATGTCACGGAA 
GCCACCCCGGTCTACTTGGGCGATCATGTACACCCTTTGGGCGCCGTCCTGGAGGCTTTT 
GCGGAAAACGTGGTCACTGCGCTGCGTGCATTTCAGACGCAATTGGGAGATACCTCCCCG 
ATCGAAGTAGTCATTGGTGTGCCCGCCAACTCCCACAGCGCCCAGCGACTGCTCACCATG 
TCCGCCTTCAGCGCCACAGGCATCACCGTTGTCGGTTTGGTCAATGAGCCCAGCGCCGCA 
GCTTTCGAGTACACCCACCGCCACGCCCGCACCTTAAACTCCAAGCGCCAAGCCATCGTG 
GTTTATGATTTGGGAGGCGGAACATTCGACTCCTCGCTCATCCGCATCGACGGCACCCAC 
CACGAGGTTGTGTCCTCCATTGGCATTTCACGCCTTGGTGGCGATGATTTCGATGAAATC 
CTCCTCCAATGCGCGCTCAAGGCCGCAGGCAGACAGCACGATGCGTTTGGCAAGCGTGCT 
AAAAACACGCTTCTCGACGAATCCCGCAACGCGAAGGAAGCTCTTGTTCCGCAATCCCGT 
CGCTTGGTTCTAGAAATTGGCGACGACGACATCACCGTTCCAGTGAACAAGTTCTACGAG 
GCTGCCACTCCCCTGGTGGAAAAATCCTTGTCCATCATGGAACCCCTCATCGGCGTCGAT 
GATCTTAAAGATTCCGACATCGCAGGCATCTACCTTGTTGGTGGAGGATCCTCGCTCCCA 
CTCGTTTCCAGGTTGCTCCGCGAGCGTTTCGGCCGCCGTGTCCACCGCTCCCCATTCCCC 
TCAGGTTCCACTGCGGTGGGTCTGGCCATCGCGGCTGACCCTTCCTCTGGTTTCCACCTA 
AGGGACCGCGTTGCGCGAGGCATCGGTGTGTTCCGTGAGCACGATTCTGGTCGTGCCGTG 
AGCTTTGACCCGCTGATCGCCCCGGACACCGATTCTGCGACCGTGGCGAAACGATGCTAC 
AAGGCGGTGCACAACATTGGTTGGTTCAGGTTCGTGGAATACTCCACCGTGTCCGAGGAT 
GGCAGCCCCGGAGATATTTCCCTGCTCAGTGAAATCAAGATTCCTTTTGATAGCTCCATC 
ACCGATGTGGATGCTACCGAGATTTCACGTTTCGATGGCCCAGAAGTAGAAGAAACCATC 
ACAGTCAATGACAACGGCGTGGCTTCCATTTCCATCAAGATACTCGGCGGCGTTACCGTC 
GAGCACACAATT 

>RXN0134 5-downstream 
TAGTTACCATTTTGGTGCTGGTG 

>RXN01404 

CAGAAGATGAGCACATCCCGCCCCACAATTTATGACGTCGCCAAAGCCGCAGGCGTCTCC 
AAATCCTTGGTTTCTCTCGTGCTTCGCGGCTCCCCCAACGTGAGCAAAGAATCCGAAGCC 
GCGGTCAAGACCGCGATAAAAAAGCTCAACTACCAGCCAAATCGCGCCGCATCAGACCTT 
GCGGCCAAGCGCACGCAGCTCATTGCAGTGCTTATCGACGACTACTCCAACCCGTGGTTC 
ATCGACCTGATTCAAAGCCTCAGCGATGTGCTCACCCCCAAGGGGTACCGACTGTCCGTC 
ATTGACTCATTAACCTCTCAAGCCGGCACCGATCCCATTACCAGTGCACTATCAATGCGC 
CCCGATGGAATCATCATCGCCCAAGACATCCCCGATTTCACTGTCCCCGATTCCCTACCC 
CCATTTGTCATCGCAGGCACCAGAATCACCCAAGCCAGCACCCATGATTCAGTGGCCAAC 
GAT GAC TTCCGGGGCG C AG AAAT AG C C AC AAAAC AC C T CAT C GAT C T T GGAC AC AC C C AC 
ATCGCCCACCTACGCGTGGGAAGCGGCGCTGGCTTACGACGCTTCGAAAGCTTTGAGGCA 
ACCATGCGTGCACATGGCCTGGAGCCGCTTTCCAACGATTACCTCGGCCCCGCCGTTGAG 
CACGCCGGGTACACCGAAACCCTCGCACTACTCAAAGAGCACCCGGAGGTCACCGCCATT 
TTCTCCTCAAACGACATCACCGCCATCGGAGCACTCGGTGCCGCCCGTGAACTAGGTTTA 
CGCGTACCTGAAGATCTATCAATAATCGGATATGACAACACTCCCCTCGCCCAAACCCGA 
CTGATCAACCTCACCACCATCGACGACAACAGCATCGGCGTCGGCTACAACGCCGCTCTC 
TTGTTGCTGAGCATGCTTGATCCCGAGGCACCCCACCCGGAGATCATGCATACGTTGCAG 
CCCTCGCTGATTGAACGGGGCACGTGCGCGCCACGTGGA 

>RXN0 14 04 -downstream 
TAGCTACCCCAAATACTTGGACT 

>RXN014 90-upstream 

CACACCAATGGTGACTACTGATCCTTGAAGATCAGCCGGAACGCTGTCTAGTCCACTCCA 
AA T A T C C AC T G T T T TAG AC T AC G G CAT AG AC T C AAC AG AC 
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>RXN01490 

ATGAATGCTCCTGCCCCTAAACCTGGACTCGTGATCGTCGACAAGCCCGCCGGAATGACA 
TCCCATGACGTGGTGTCCAAATTGCGCCGCGCATTTTCCACCCGCAAAGTAGGCCACGCA 
GGCACCCTCGACCCCATGGCAACCGGCGTGTTAGTCGTCGGAATTGAGCGCGGAACCCGC 
TTCCTGGCACACATGGTGGCCTCCACCAAAGCCTACGACGCCACCATTCGACTCGGCGCC 
G C C AC C AGC AC C GAT GAT G C AG AAG G C GAG G T TAT C T C C AC AAC AG AC G CAT CCGGCCTC 
G ACC AC AG C AC CAT C C T T G C T G AAAT C G T C AAC C T C AC C G G C G AC AT CAT G C AAAAAC CC 
ACCAAAGTCTCCGCCATCAAAATCGACGGCAAACGCGCCCACGAACGCGTCCGCGACGGC 
GAAGAAGTAGACATTCCCGCACGTCCCGTCACCGTCAGCGTCTTTGACGTGCTCGACTAC 
CACGTCGACGGTGAATTTTATGACTTAGATGTGCGCGTCCACTGCTCCTCCGGCACCTAC 
ATCCGCGCGCTCGCCCGCGACCTCGGCAACGCTTTGCAGGTCGGCGGCCACCTGACCGCG 
CTTAGGCGCACAGAGGTCGGCCCTTTTACGCTTAACGACGCGACCCCCCTCTCCAAACTC 
CAAGAGAATCCAGAACTCTCCCTCAACCTCGACCAGGCACTCACCCGCAGTTACCCAGTC 
CTTGACATCACCGAAGACGAAGGCGTTGACCTGTCCATGGGCAAATGGTTGGAACCTCGC 
GGACTGAAAGGCGTCCACGCTGCAGTAACACCATCAGGAAAAGCCGTGGCGCTCATCGAA 
GAAAAGGGCAAACGCCTGGCCACCGTGTTTGTTGCTCACCCCAACACTCTT 

>RXN014 90-downstream 
TAGTTGGTCTGCCAGAAGCCGAT 

>RXN014 96-upstream 

ATGAAGCATCAGCGATGAACGTCAATAATTAACGCTAGAGGTCAAAGGTCCCTTACCTTT 
T AAG G GC C T T C GAAC C T C T G G C AAGAAC TAG AG G AG AG AA 

>RXN014 96 

GTGCCCGGAAAGCTACGTGTACATGAGCTTGCTAAGCAACTCGGTATTACCAGCAAGGAA 

CTACTTGCCACCCTTAAGGATAAAGGCGAGTTTGTTAAAACCGCATCATCCACAATTGAA 

CCCCCAGTTGTGAAGAGGATGCAGGAGCACTACGGTTCGAGCGGTTCGGATAAGTCCGAC 

ACCGCTGCGAAGCCTGCAGCGGCAAAGCCTGCTGCGCCAAAACCAGCTGCGTCAGCAGCT 

CCAAAGCCAGGTGCTCCAGCAAAACCTGCAGCACCTGCAGCAAAGCCTGCCCCAGCTGCT 

CCTTCTGCAGCTTCTGCAGCAAAGCCAGGCGCAGCACCTAAGCCAGGCGTTCAGGCAAAG 

CCTGCAGCAGCCGCTAAGCCAGGCGCTCCAGCAAAGCCAGCAGCACCTGCAGCTCCTTCT 

GCCGCTAAGTCAGGTTCAGCTTCAAAGCCTGCAGCAGCAGCTAAGCCAGCATTTTCTGGC 

CCAACTCCAGGCGATGCATCTAAGAAGGCAGAGCCAGCAGCTAAGCCAGGCGCGGAAGCA 

CCTCGCCCAGGCGGCATGCCACGTCCAATGGGCAAGCCTGCTCCAAAGCCAGGCGCACGT 

GCACCACGTGTAGCTAACAACCCATTCTCCACCGGTGGTGGCGAGCGTCCAGCTCCTCGC 

CCAGGTGGCGGCCCACGTCCTGGTGGCGGACCTCGCCCAGGCGGTGGACCACGTCCACAG 

GGCCAGGGTCGTCCAGGTGGCCAGCGAGATGGTCAGCGCGACGGACAGCGTGATGGTCAG 

GGTAACCGCGGCGGTCAGCGTCAAGGCGCTGGCGCAGGTGGACCACGCCCACAGGGTGGA 

CCACGCCCTCAGGGCGGTTCACGCCCACAGGGTGGCTCCGCTCAGGGTGCTCAGGGAGCA 

CCTTCCCAGGAGCGTCAAGGTGGCGGACGTCGTCCATCCCCAGCAATGATGCCTCCAACC 

CCAGGTCAGATGCCTGCTAAGGCACCTGGCAAGGGTGGTCGTGGTGGCCAAGCCGGCGGT 

GGCGCTGGTGGCGGATTCAACCGTGGTGGCGGAACCGGTGGCGGCGCAGGCCGTGGCGGT 

CGTCGTGGCGGTACCGCAGGTGCATTCGGCCGTCCAGGTGGTGCTCCACGCAGGGGACGT 

AAG T C G AAG C G T C AG AAG C G C AAC G AG T AC G AAT C AAT G C AG G C AC C GAAC G T CAT T G G T 

GGCGTTCGTTTGCCAGACGGCAAGGGTGCAACCATCCGCCTCGCGCGCGGTGCATCTTTG 

GCTGACTTCGCTGACAAGATCGGCGCAGACGCAGCAGCATTGGTTCAGGCTCTGTTCAAC 

TTGGGTGAAATGGTCACCGCAACTGCATCGGTTTCTGATGAAACCTTGCAGCTGCTCGGT 

GAGGAAATGAACTACAAGGTTCAGGTTGTTTCCCCAGAAGATGAAGACCGTGAGCTGCTC 

GAAAGCTTCGACCTTCAGTTCGGTGAGGACGAAGGTGGCGAGGCTGACCTTGCTAAGCGT 

CCTCCAGTGGTTACCGTCATGGGTCACGTTGACCACGGTAAGACTCGTTTGCTGGATACT 

ATCCGTAAGGCAAATGTGGGCTCCGACGAAGCCGGCGGCATTACCCAGGGCATTGGTGCA 

TACCAGGTCAAGGTAAATGTCGAGGACACTGAGCGCACGATCACCTTCCTGGATACCCCA 

GGTCACGAGGCCTTCACCGCAATGCGTGCCCGTGGTGCAAAGTCCACAGATATCGCGGTT 

CTGGTTGTTGCAGCAGACGACGGCGTTATGCCTCAGACTGTGGAAGCAATCAACCACGCT 

AAGGCTGCAGATGTACCAATCGTGGTTGCAGTGAACAAGATTGATAAGCCAGAAGCTTCT 

CCAGAGAAGATCCGTGGTCAGCTGACCGAATACGGATTGATCCCTGAAGAGTACGGTGGC 

GACACCATCTTCGTTGACATCTCTGCAAAGCAGGGACTGAACATCGATGAGCTGCTCGCT 

TCTGTCTGCCTGACCGCAGACGCTGAGCTTGACCTTGTTGCTAACCCAGAAATGGACGCA 

CAGGGTGTTGCAATTGAAGCTCACCTCGACCGTGGTCGTGGACCAGTGGCAACCGTTATC 

GTCCAGCGCGGTACCCTGCGCGTCGGTGACTCCATCGTTGCAGGCGATACCTACGGACGT 



Appendix A, Page 81 



Attorney D< 



No.: BGI-127CP 



GTTCGCCGCATGGTGGACGAATACGGACGCGACGTTGAAGAGGCCGGACCTTCCCGTCCT 
GTTCAGGTTCAGGGTCTTAACGGTGTCCCAGGCGCCGGCGACAACCTTCTGGTTGTTGAA 
GATGACCGCATTGCACGTCAGATTGCTAACCAGCGCAACGCCCGCAAGCGTAACGCTCTG 
GCAGCACGCTCCCGTAAGCGCGTCTCCCTCGAGGATCTGGATTCAGTTCTTAAGGAACAT 
AGCACCCTTAACCTCATTCTTAAGGGCGACAACGCAGGTTCCGTGGAAGCACTGGAAGAA 
GCATTGCTAAAGATTGAGATGGACGATGAAGTCCAGCTCAACATCATCGACCGCGGTGTG 
GGTGCAGTTACCCAGACCAACGTCACCCTTGCAGCTGCATCCGACGCTGTCATCATCGCC 
TTCAACGTTCGCGCTGAAGGTAAGGCAACTGAGGAAGCAAACGCAGAAGGCGTCGATGTT 
CGTTACTACACGATCATCTACCGTGCTATCGAAGAGGTCGAGGCGGCCCTCAAGGGCATG 
CTCAAGCCAATCTACGAAGAGCGCGTTATCGGACATGCTGAGATCCGTGCGATCTTCAAG 
GCTTCCTCTGTCGGCCTCATCGCAGGTTGCATGGTTGAAGACGGCAAGGTGCGCCGAAAC 
GCCACAGTCCGCATTATTCGCGACGGCAACGTCATCGCCGAGAATGCAAAGATCGTGTCC 
CTTCGCCGTGAGAAGGACGATGCCACCGAAGTCTCTGCAGGCTACGAGTGCGGTATGGTT 
CTGTCTTACCCAGACATCTCCGTCGACGACAAGATCGAGGTCTACGAAATGGTTGAGGTT 
CCACGCGAAGCT 

>RXN014 96-downstream 
TAAGCATTTCCGGCTCGGGGCAT 

>RXN0154 1-upstream 

TTGATACACCCGATGATGAACTAGAGGGGTTACCTGTCTATAACCTCTCAGGTGAACACC 
T C T ACAACCAT CAT GAGC AT C C AGAAAGCGCGGAAATAT A 

>RXN01541 

ATGACCACACCTCACTCCCACCGCGCACCACGTCTGGCATCCACGGTCATTATTGCCCGC 
GAGTCTGCTGACTCAGGTACCTTAGAATTCTTTATCCAGCAGCGACAATCCACTATGGCT 
TATGCAGCAAACGCTGTTGTTTTCCCAGGCGGCGGTGTTGAGGACAGCGATTATCCCTTT 
ATGCTCCCCCACCGCGATCAGCACATGTCGCCTGAACACATCAAGCATCATGCCAGCCGA 
CTCCACATGGACTCAGAAACTATGGCAGCTCATATTTCCGCTGCACGCCGGGAAGTATGG 
GAAGAAACAGGCGTTGATCTCGGTAATTACAACCATGAACTCATCCCGATCGACCGCTGG 
ATCACACCTGATATTCCTGCTTTTAGGCGCCGTTACGACACCGCCACCTTTGTACTTATT 
C T AAG C AAAG AC AG C AC T AAC G C AG C T C T G C AG C AC C AG CAT C AAAC C AC C GAG G C C AC C 
C A T T C T TAT T GG G C AAC T G C AG AAG AAC T G C T C AC T C AAT G G T C AAC A GG T CAT C T C AAC 
C T G T T G T T AC C AAC G T GG T G G CAT AT C AAC C AG C T C AAT C AC C T C C AC AC G C T AAAC C AG 
CTGTATAGCTTTGCCCAGCGTACCCATAATCCGCAGCACACTCCACCCACAGTGTTTGCT 
AACTGGACTGCACCGGCTGATGAGGCCGCCATGCAGCACTATGGGTTCCCTGATCCCGAT 
G C G T AC T T T G AC CAT G C C AC TAT C G C AG G AAAAC AC C AC AC AC T C A T C AC AAG AAAG 

>RXN0154 1-downstream 
TAGGTCTCACCATGACTTTTGCA 

>RXNO 155 9-upst ream 

GTCTGGTTGATTGGAATTGAAGGAGACTTTCTTGGCTCGGCAAAAAAAGAGTGCCGCTAG 
CGCCTGGGAACGATGGCCAAAACGCGCAATAGCGTTGTTT 

>RXN0155 9 

GTGCTCATCGTCGTTGGTGTTTATGCGTTGGTGCTGTTGACAGGCGATCGTTCTGCCACA 
CCAAAATTGGGTATTGATCTGCAAGGCGGAACCCGAGTGACCCTCGTGCCGCAGGGGCAG 
GATCCAACTCAGGACCAGCTGAATCAGGCACGCACCATTCTGGAAAACCGTGTGAACGGC 
ATGGGCGTTTCAGGTGCAAGCGTGGTCGCTGACGGTAACACGCTGGTGATCACTGTTCCC 
GGGGAAAATACCGCACAGGCGCAATCCCTAGGACAGACCTCCCAGCTGCTGTTCCGTCCC 
GTTGGTCAGGCAGGAATGCCCGATATGACCACGTTGATGCCAGAGCTGGAAGAGATGGCC 
AACAGGTGGGTTGAATACGGCGTCATCACCGAAGAGCAGGCAAATGCCTCCTTGGAGGAA 
ATGAACACCGCTGTTGCATCGACCACTGCGGTGGAAGGCGAAGAAGCAACTGAGCCAGAA 
CCCGTCACCGTGTCGGCGACCCCTATGGATGAGCCAGCCAACTCCATTGAGGCAACACAG 
CGACGCCAGGAAATCACGGACATGCTGCGCACCGACCGCCAGTCCACCGATCCCACTGTC 
CAGATCGCTGCAAGTTCTTTGATGCAGTGCACCACTGATGAGATGGATCCTTTGGCCGGC 
ACCGATGATCCACGCCTGCCATTGGTGGCATGTGATCCAGCTGTAGGTGGCGTGTATGTA 
CTTGATCCTGCACCTTTGCTCAACGGCGAAACCGATGAGGAAAATGGTGCGCGCCTAACC 
GGTAATGAGATCGATACCAACCGTCCCATCACCGGTGGATTCAACGCCCAGTCCGGCCAG 
ATGGAAATCAGCTTTGCCTTCAAATCCGGCGATGGGGAAGAAGGCTCTGCAACTTGGTCC 
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TCTCTGACCAGCCAGTACCTGCAGCAGCAGATCGCCATCACCCTGGACTCTCAGGTGATT 
TCTGCACCCGTGATTCAGTCAGCAACCCCTGTGGGTTCTGCAACATCCATCACCGGTGAC 
TTCACTCAAACTGAAGCCCAAGATCTGGCGAACAACCTGCGCTACGGTGCATTGCCCCTG 
AGCTTCGCAGGTGAAAACGGCGAGCGCGGCGGAACTACCACCACCGTTCCGCCATCACTA 
GGCGCAGCATCCTTGAAGGCCGGACTGATCGCAGGCATCGTCGGCATCGCGCTGGTCGCC 
ATCTTCGTGTTCGCCTACTACCGCGTCTTCGGATTCGTTTCCCTGTTCACCCTGTTTGCC 
GCAGGCGTGTTGGTCTACGGCCTTCTGGTACTGCTGGGACGCTGGATCGGATATTCCCTA 
GACCTTGCTGGTATCGCCGGTTTGATCATCGGTATCGGTACCACCGCCGACTCCTTCGTG 
GTGTTCTATGAGCGCATCAAGGATGAGATCCGTGAAGGAAGATCCTTTAGATCTGCAGTA 
CCTCGTGCATGGGAAAGCGCCAAGCGCACCATCGTCACAGGCAACATGGTCACTTTGCTC 
GGCGCTATCGTGATTTACTTGCTCGCGGTCGGCGAAGTCAAGGGCTTTGCCTTCACCCTG 
GGTCTGACCACCGTATTCGATCTCGTTGTCACCTTCCTGATCACGGCACCACTGGTTATC 
CTGGCATCACGCAACCCATTCTTTGCCAAGTCATCGGTCAACGGCATGGGACGAGTGATG 
AAGCTCGTTGAAGAACGCCGCGCCAACGGTGAATTGGATGAGCCTGAGTACCTGAAAAAG 
ATCCATGCCAAGAATGCGGCAGCTGATAAGGCTTCCACTGACAATTCTTCCACTGACAAT 
T C T G AAG C AC C T G GC AC C GAT AC G AAC C AAG AG GAG GAGAAG 

>RXN0155 9-downstream 
TAG C CAT G AC T GAT T C C C AG AC T 

>RXN015 83-upstream 

TGCCATCGTCTGATTTGGACTCAGGTTATGTCCGCGTCGGCTTTGAAACCGAAGGCTACT 
GGCCAATCCCTGAAACCACCGGACCACTCGTTTTCGGCGC 

>RXN01583 

GTGGAAACCATCGAAGAGCTCACCGAGTTCAAGAAGCCCATCCGCCACTGCCACGTCAAT 
GTTGGCGACGCCAACGGAACCGGCGAACTGCAGTCCATCGTTTGTGGCGCCCGCAACTTC 
AAGGAAGGCGACACCGTTGTCGTGTCCCTTCCTGGCGCTGTGCTGCCTGGCGATTTCGCG 
ATCTCTGCTCGTGAAACTTACGGACGCATGTCTGCAGGCATGATCTGTTCTGCCTCTGAG 
CTGGGTCTTGCTGATAAGCAGAACTCCGGCATCATCACCCTGGATCCTTCTTACGGCGAG 
CCTGGCGAAGACGCACGTCAAGCACTGGGACTTGAAGATACCGTTTTCGATGTCAACGTC 
ACCCCAGACCGCGGTTACGCACTGTCTGCTCGTGGCCTGACCCGCGAACTGGCATCGGCT 
TTCAGCCTGACCTTCACCGACCCTGCGATCGAGCCAGCTGTAGCAGGCATTGAGGTCAAG 
G T C C C AG C AG T T G AAG G T T C C T T GAT T AAC G T G GAG C T G C G T G AAG AG AC C AAG G C AAT C 
CGTTTCGGTCTGCGTAAAGTCTCTGGCATTGATCCAGCAGCAGAATCCCCATTCTGGATG 
CAGCGTGAACTCATGCTCTCTGGTCAGCGACCAGTCAACGCCGCCACCGACGTCACCAAC 
TACGTCATGTTGCTGCTCGGCCAGCCGATGCATGCTTTCGACGCAGCCAAGGTTACTGGC 
GATCTTGTTGTCCGCAACGCAACTGCAGGCGAGAAGTTCGAAACCCTCGATCACGTCAAG 
CGCACCCTCAATGAGGAAGACGTTGTGATCACCGATGACAACGGCATTCAGTCTTTGGCT 
GGCGTTATGGGTGGTCTCACCTCCGAGATCTCTGACACCACCACCGATGTCTACTTCGAG 
GCCGCAACCTGGGACACCATCACCGTTGCGCGCACCTCACGTCGCCACAAGTTGAGCTCC 
GAAGCTTCTCGACGTTTCGAGCGTGGCGTTGACCCTGCGATCGTGGAAATCGCCCTCGAT 
ATCGCAGCAACCCTTCTCGTGGAGATCGCAGGCGGCACCGTCGATGCGGGTCGCACCCTC 
GTTGGTGATGTCCCTGCCATGCAACCCATCACCATGAAGGTCACTCGACCTTCCGAGCTC 
GCAGGCGTGGATTATTCCGCAGAAACTGTGATCGCTCGTCTGGAAGAGGTCGGATGCACC 
GTCGCTGTTTCCGGCGACACCTTGGAAGTAACCCCTCCAACCTGGCGCGGTGACCTCACC 
ATGTCCGCTGACCTCGTGGAAGAAGTACTCCGCCTCGAAGGTTTGGAAGCAATTCCAACC 
ATCATCCCAACCGCACCAGCAGGCCGTGGACTAACCGATGCACAGAAGCGCCGCCGCGCC 
GTTGGCCACGCTTTGGCTTACGCTGGCTACGCCGAAATCATCCCAAGCCCATTCATGGAC 
CCAGAGGTCTTCGATGTATGGGGACTCGCAGCAGACGACGAGCGCCGCAAGACCGTTTCC 
GTTCTCAACCCACTTGAGGCAGAACGCAACGTCCTGAGCACCTCCTTGCTGCCCTCCATG 
CTCGATGCTGTCAAGCGCAACGTTGCACGTGGACACAACGATTTCTCCCTGTTCGGCCTG 
CAGCAGGTCGCCTTCGAGCACGGATCCGGCGTTTCCCCAATGCCATCTGTTGCTTCACGC 
CCTGAAGAGTCTGTCGTGGCAGAACTGGTGGATTCACTGCCAAACCAGCCACTGCATGTC 
GCAACCGTGGGCACCGGCAACATCGAGTTCGAAGGCCCATGGGGCAAGGGCCGCGCCTAC 
ACCTTCGCCGACGCGATTGAATCCGCGCGCGCAGTCGCCCGCGCTGCTGGCGTCACCTTG 
GAGCTGGCCAACGCCGACGCGCTTCCTTGGCACCCAGGTCGTTGCGCCGCATTGCTTATC 
GACGGTACCCCCGTCGGTTACGCTGGCGAACTTCACCCACAGATCCTGGAAAAGGCCGGT 
CTACCAGCACGCACCTGTGCAATGGAACTGGATCTCAGCGCACTGCCACTGGTAGAAAAC 
CTCCCAGCGCCAGTCCTGTCCTCCTTCCCAGCACTGCACCAAGACATCGCCCTAGTTGTG 
GATGAGACCATCCCGGCCGAAGATGTCCGCGCAGTTGTCGAAGCCGGCGCCGGCGAACTG 
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ATCGAAACGGTCGAGCTTTTCCACGTCTTCCGCTCCGAACAGCGCGGCGAGAACAAGAAA 
TCCCTCGCGTTCTCCCTGCGTTTCCGCGCAGCCGGCCGCACCCTCACCGATGAGGAAGCC 
AACGAAGCACGACTTCAGGCAGCAGAGCTAGCAAAGGAGAAATTCAACGCTGAAATGCGT 
GGC 

>RXN01583-downstream 
TAGTTTCACATAGGTTCTATAGG 

>RXN01670-upstream 

CTTATTTATATTAGGTTGTCCTATCCTGAAAGTGCCGATTCCCGCAGGCCACGCTTAGTT 
TTTTATCAAATCGGCACACCGGCTACTAAGGTTGGTGATT 

>RXN01670 

ATGCCTGAAGGACACGTGATTCATCGACTAGCTGGGGAACTCACCAAGAATTTTGGCGAT 
ACCATTTTGGACGCCACTTCACCTCAAGGACGCTTTACTTCTGAAGCGGCGATCATCAAC 
GGTCACCGCATCGCGGTTGCGGAGGCTTACGGCAAGCACCTGTTCGTCGAGTTCGATGCG 
GATCACCCTGAGCACATTTTGTATATCCATTTGGGGCTGATTGGCACGTTGCAGTTTGAA 
CCTGCGGAAGAAACCCGCGGGCAGATTCGCCTGCACCTTTCCGACGGGGAGATCGCAGCT 
AATTTGCGCGGACCCCAATGGTGCAGGTTGATCACCGATGCAGAGCGCACCCAGGCCATT 
GGAAAATTGGGCGCTGATCCGATTCGCGATGATGCCGATCCGGAACCAATTCGGATTAAG 
GTGCAGCGCTCAGGGCGAAGCATTGGTTCGTTGTTGATGGATCAGAAGCTTTTCGCAGGT 
GTGGGAAATATCTACCGTGCGGAGACACTTTTCCGCCTGGGGATTTCACCGTTCACCATT 
GGAAAAGACATCACCACGGCACAGTTCCGATCCATTTGGGCGGATCTTGTTGGGTTGATG 
AAAGACGGTGTTGTGACTGGTCGGATTGATACTGTGCGCCCGGAACACACACCGGAGGCG 
ATGGGTAGGCCACCGCGGAAAGATGATCACGGCGGTGAGGTTTACACCTATCGGCGAACC 
GGTCAAGAGTGCTTTCTGTGCGCAACTCCCATCAAGGAGCAGGTCATGGAGGGTCGCAAC 
TTATTTTGGTGTCCCGGCTGCCAACGC 

>RXN0167 0-clownstream 
TAGACAGATTCACCTTTTGCTGT 

>RXN01671-upstream 

TCTAAAAACACATTTTTAAGCCCTCCCGGCGCAGCTGAAAACTCAGTCGCCGGGAGGGCT 
TTTTTGTACCCGAATTTGTACCCGAATTTAAGGAATCGCT 

>RXN01671 

ATGAATCATGTTGTTAATTTTGCTTCACATTTGGAAGACGCAGCCCTGAAGCAAGCCGAA 
GCTACTGCCACCATGCCGTTTATTTACCCGCATGTGGCGTTGATGCCTGATGCTCACTTT 
GGGCTGGGTTCGTCGGTGGGAACGGTGTTCGGCACCAAGGGTGCGATCATTCCGGCGGCT 
GTGGGTGTGGATATAGGTTGCGGAATGATAGGAGTGTGTACCAATTACACGGCCTCTGAC 
CTGGAGGGACGTGATTTGGTGACGCTTCGGGATTACATCGAGCGGGTGATTCCGTTGTCT 
CCTGGAAATTACAATTCCACCACCTTGAAGGAAACCGCGAAGGTGAAGGTCGCGGAGTTG 
GAGGAACTCGCGGAGCGCGATGGTGTAGATTTGTCGCACTCTCCGACGTGGAAGCGCCAG 
TTGGGTTCGCTTGGTGGAGGTAATCACTTCATTGAGTTGTGTCTTGATGAGTTGGATCGG 
GTGTGGATGTTTTTGCACTCTGGTTCCCGCGGTGTGGGTAACAAGATTGCCCAGAAGCAC 
ATCAAGATCGCGCAGGCCGAGTGTAAGAATGAGGAGCTTCCCGATAAGGATCTTGCGTAC 
TTGACCGAGGGGACTGAGGAGTTTGAGTCTTACATCAAGGAACTGAATTGGGCGCAGCGT 
TTTGCGTTCCTCAACAGGGAAGAAATGATGGACAGATTCGCACGGGAGCTGGGTTTTTTC 
GTCGACAAGCAGCTTGAAGAGGTCGAGCGCATCAACTGCCACCATAACTACACGGTCCAG 
GAGGAGCACTACGGCGAGACCATTTGGCTCACCCGTAAGGGTGCCGTGTTGGCGGACGAA 
GGCACGCCGGCGTTGATTCCGGGGTCGATGGGCACCGCGTCGTACGTGGGCAGTGGCAAG 
GGCAACGCCGAGGCACTGCGGTCGGCGCCGCATGGGGCGGGCCGGAGGATGTCGCGCAAC 
CAGGCTAAAAAGCGCTTCTCGACGGCCGACCTGGATTCTCGGATGGCGGGCATCGTCTAC 
CGGCCCGGCAAGGAGTGGATCGATGAAATTCCCGACGCTTACAAAGACATCGATCAGGTG 
ATGGCCGATGCTGCCGATTTGGTGACAATTCGCCATAAATTGCGCCAGATCGTCAACGTG 
AAAGGCACC 

>RXN0 1671 -downstream 
TAAAGCGCATTACGGTAAAGTGC 

>RXN0 1 67 6-upst ream 
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AGTTACAGCTTTTCTCGGTGGCACACTCGCGCTACTTAGCCCTTGTGCCGCACTCCTTTT 
ACCAGCATTTTTTGCATCCTCAGTGGGTGCTGGCCCGCGC 

>RXN01676 

ATGATCCTTCACGGTGTTGTGTTCTACGCAGGACTTCTAGTACTTCTCGTGCCACTTGGC 
CTTGGTGCGGGAATCCTCGGCGAGCTGTTTATCACCCAACGCCAGACCATCATCGTGGTT 
TCATCGATCGTGCTGATTATCCTAGGTTTTGTCCAGATCTTCGGCGGCGGATTCGACTTC 
GGAAAAGCACTCCCAGGATTAGATCGTCTGCAATCTAAGGCCACTGTGACCTCAGGTCTA 
GGAAAGAGCTTTTTACTAGGAATGACCAGTAGTATTGCCGGTTTTTGTTCCGGACCAATC 
CTCGGCGCCGTTCTTACTTTGGCTGCCACCAGTGGAAACTCCATCACCTCAGCACTCATT 
TTGAGTGCTTATGGTGCGGGAATGGTGCTGCCCCTGATGGCTATTGCAGCGCTCTGGGCC 
AAACTCGGACAGCGTGGACAGCAGATGCTCCGCGGCCGGGAATTCACCTTCTTGGGCAGG 
CAGTGGCACATTGTTTCTGTCATTAGCGGTGCCCTGATCATCGCTGTCGGAATCCTCTTT 
TGGTCCACGAACGGCCTTGTCAGCATGCCGGAGCTCGTTCCAATGGACACCCAGATCTGG 
CTACAGGAAGCCACATTCTCACTCGGGTCACCACTCTTTGACATCGCATTGATCATTGTC 
GCCGCTGGCTTGTTCTTGTACTTCTGGAACAAACGACAAi\AGCGAA7\AGAAGAAGCTCAG 
CGACCCAAAGAAAGTGGATGGGTTATTAACCCTCGC 

>RXN0167 6-downstream 
TAATTAT TAGTTTTGGAGCGAGG 

>RXN0168 0-upstream 

AAGAGTTCTACCTCACCTACGGGGACTGGCTTAACGAACGCACCTACCGCGCTGATGTAC 
C AG C AC A T G C C A T C C C G AAAC A T AT C C GC C C C AA T C AG AA 

>RXN01680 

ATGGCAGGTCACACCCACAAAACCCACCGGACTGCTTATAAGCAGTTGGAAGCCTTGGCC 
CGCAATGGGCATTTGTTTACCTATATTGATCCACCAGCAGAGGTTGACGGGGTGGTGAAA 
TCAACAACGAACTGTTTGGAAGGTGGTATCAACGCTCAGATTAAAGCGTTGGCGAGAAAC 
CATCGGGGGATGTTTGATGAACATCAACGTATCGCGGTGGATTGGTGGTTATTGATGCAT 
ACGCAGTTGCCTGGCGATCCGGTTGAGATCGCCAGGCAACAAAACTGGGGTCAAGACGGA 
C T C G C C AAC G T C C C C G AC T T G A T C C AAC AAG AAC AAC C AC AC G AC C AC T AC GGGCGCCCG 
GTTACCTATGACACCGGAATCGATGCCACAACGACACGCCGTAAAAGCAAG 

>RXN01680-downstream 

T AAAAA T C C C G G C C C AC C AAC AA 

>RXN01704 

CGAGGAATTGGCAACGCCGGGAAGGGGGTTAAGGTAACCACCGCGTCTGCTGATCGTGTC 
GATTCCCGGTGCCCAGCAGCGGCAGCAGGTGCTGGTTGCTGTGACTATGCAGAACTCAAC 
CCAACTGTGGAGCTTGAGATCAAGTCCCGCGTGCTTCGTGATCAGTTGGAGCGCATCGGT 
GGAATCGATGAGCTTCCTGAATTTGAGCTTCAAGATCTGGAGCCAACAGCTGGTTGGCGT 
ACCCGCGTTCGCCTCGGCGTTGATGCGTCTGGTCGTGCCGGGTTCCGCAAGCTGAAGTCC 
AATGAGTTGGTTACTGAGGTTGCGTGTTCTCAGGTTGTGCCAGAGCTTCTTGAGGGCCTT 
GTGGGTGAGGGCGCTCGTCGTTTCACCCCTGGCGTGGAGATCATTGCAGCTATTGATGAT 
GCGGGTCAGCGCCACGTTGTGGAATCCCGTAAGGCTCCTCGTGGTCGTCGTACTGAAACT 
GTGTTGAAGGTGCTGGAAGGCACTGGCGAGGTGGAGCAGAAGGTAGGCGATTACACCTGG 
AAGTTCCCAGTTTCTTCCTTCTGGCAGGCGCACACC7U\GGCCCCTGCGGCGTATTCAGAG 
TTCATCGCCGAAGCGTTAACCGGATTGGAACTGGTTGACGTCGATAAGCGTGGCCCTGTT 
GCGTGGGACCTTTATGGCGGCGTCGGCCTGTTCGCGCCGATTATCACCAGCAAGCTGCAG 
GCAGCTGTCCACTCTGTGGAGCTGTCCCCAGGTTCAGCGGAGGCTGGCGAAGAGGCGTTG 
GCTGGTTTGCCTGTCACTTTCCACACTGGTCGGGTAGAGGGCATGGCGTCCCAGCTGCCT 
TCGCCAAACGTGGTTGTTTTGGATCCTCCTCGCACCGGTGCAGGCAGTGACGTGTTGAAG 
AGCATCGCGGAGGCTAAGCCTCAGCTGGTTATCCACATTGGTTGTGACCCGGCGACTTTC 
GCTCGCGACGTTGCCGATTGGAAGCTCAACGGCTACGAAATGGATCAATTGGCTGTTTTT 
AACGCGTTCCCTGGAACTCACCACTTTGAGACGATTGGTGTATTTGTCCGCGTTTCC 

>RXNO 17 04 -downstream 
TAAGGCGGATTAAGCCTTGGCTA 

>RXN01724 
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CGTGCGACACAGCCTTCCGCACCGGTTGAGCAAGCACAAGAAGCTCCCGCGCAAACTTCA 
ACTGCACCTGCTTCAGCACCATCTGAAGAGACTCCCGCAGCTCCCGCTCGTCGTGGACGT 
CGCCGTGTAACCACCACCGCGACCACCCCAGAGCCAGCAGCGCCTGCACAATCCCAGCCT 
G C AG AAG C T C AAC C AG C AC AG AC T C AG G C T G C AC AG C AAG AAG AAC T T C C T G T T GC AG C G 
AAG GAG T C C G C AC C AG C T AC AG AAAAC AC T C AG G G C C AAG C T C AG G G C C AAG C T C AGG G C 
CAAGCTCAGGGCGATGAGCACGATGATCGTTTTGAGTCCCGTTCTGCTGCACGCCGAGCA 
CGCCGCAACCGTCAGCGCCAGATCCACCGCGATGGCGATGACAATGCGAATGCAAACACA 
GAG T C T G AGC AGAAC AC C C C T G C C C AG AAC G C AAC C GC AC AG G C T GAG T C T GAG C AGAC T 
G C AG C T C C T G C AC AGGC T G AAG C AG C T GAG C AG AAC C AG AAC GAT AAC AG C GAG T C C T C C 
GAGAACCGCAGCGATAACTACCGCAACAACAATCGTCGTTCCCGCAACAACCGGAACAAT 
CGCAATTACCGCGATAACAACGAGTCCTCTGATAATGCAGGACAGTCCAGCAATGATGAT 
GCCGACAACAATCAGGCACGGTCTGAGGACAATAACGACGATCGCCGTTCTCGTAATAAC 
C GT AACAACGACCGCAAT GAT CGTAACGAT C GCAAT GACCGC GACAACGACGACAACGAT 
GATCGCCGCAACCGTCGCGGACGCCGCAATCGCCGTGGACGCAACGACCGTAACGATCGC 
G AC AAC C GAG AT AAC C G G GAT AAC C G C G AC AAC AG C AAC GAT G G C G AC AAC AAC C AG C AA 
GATGAGCTGCAGCAGGTAGCAGGCATCCTGGACATCGTGGACCATAACGTCGCATTCGTG 
CGCACCACCGGTTACCACGCTGCACCTTCTGACGTGTTTGTCAGCAACCAGCTGATCCGC 
CGTATGGGTCTTCGTTCCGGTGACGCCATTGAAGGTCAGGTTCGTATGAACCAGGGTGGT 
GGCAACCACAACAACCATGGTCGCAACCGTCAGAAGTACAACAACTTGGTGCGCGTGGAG 
ATGGTTAACGGTCTTCCTGCTGAAGAGACTCGCAACCGTCCTGAGTTCGGCAAGCTGACT 
CCTCTGTACCCGAACCAGCGTCTGCGTTTGGAAACTGAGCAGAAGATTCTTACCACTCGT 
GTGATCGACTTGATCATGCCTATTGGTAAGGGACAGCTGTGCTTTGATTGTGTCGCCACC 

>RXN01 724 -downstream 
TAAGGCTGGTAAGACCACGATCC 

>RXN01725-upstream 

CTGTACCCGAACCAGCGTCTGCGTTTGGAAACTGAGCAGAAGATTCTTACCACTCGTGTG 
ATCGACTTGATCATGCCTATTGGTAAGGGACAGCTGTGCT 

>RXN01725 

TTGATTGTGTCGCCACCTAAGGCTGGTAAGACCACGATCCTGCAGAACATTGCGAACGCT 
ATTTCCACCAACAACCCAGAGTGCTACCTCATGGTTGTTTTGGTTGATGAGCGTCCGAAA 
GAAGTTACTGATATGCAGCGCTCCGTCAACGGCGAAGTGATTTCTTCTACTTTCGATCGT 
C C AC CAT C AG AG C AC AC TGCGGTTGCT 

>RXN01725-downstream 
TGAGCTGGCGATTGAGCGTGCGA 

>RXN017 30-upstream 

TCTGGGCTGCATGCCCGCCCTTTTTGGGCGGTTGAGCTTATTGTTTAAGGCTCCAGAAAC 
CAT C G AC T GAT C AAAAC C AAGC G G AAG G AC T T C C AC C AAC 

>RXN01730 

GTGCTGCGCACTCATCTCTCAGGCGAGCTTCGTAAAGAAAACGCAGGCCAGTCAGTTACT 
CTGACCGGCTGGGTCAATCGTCGCCGTGACCACGGTGGCGTGATCTTCATCGATCTTCGC 
GACCGTACTGGCATTGCCCAGGTTGTTTTCCGCAATGAGGACGTTGCTGAGCGTGCACAC 
GCACTGCGCAGCGAATTCGTCCTACGCGTCACCGGCGTCGTCGAAGAGCGCCCAGAAGGC 
TCTCAAAACCCTAACCTTGCATCCGGCGACATTGAAGTCAGCGTCACCGAATTTGAGGTA 
CTCAACGAGTCCGCTCCACTTCCTTTCCAGATCGAGGATTCCTCCTCTGCTGGTGAAGTC 
GGCGAAGAGACCCGTCTGAAGTACCGCTACCTGGACCTGCGTCGCCCAGTTCAGGCGAAC 
GCCCTGCGTCTGCGTTCTGCTGCCAACAAGGCTGCACGCACCGTGCTGGACAGCCACGAT 
TTCACCGAGATCGAGACCCCAACCTTGACTCGTTCCACCCCAGAAGGCGCACGTGACTTC 
CTGGTGCCAGCTCGTCTGCGCCCAGGCACTTTCTACGCATTGCCACAGTCCCCACAGCTG 
TTCAAGCAGCTGCTGCAGGTTGCTGGCATGGAGCGCTACTACCAGATCGCTCGTTGCTAC 
CGCGATGAGGATTTCCGTGCAGACCGTCAGCCAGAGTTCACCCAGCTGGACGTTGAAATG 
TCCTTCGTGGACCAGGATGATGTCATCGCACTGGGCGAGGAGATCATCTCTGAGGTGTGG 
AAGTTGATCGGATATGAGATCAAGACTCCAATCCCACGCATGACCTACGCCGATGCAATG 
CGTCGCTACGGCTCCGACAAGCCAGACCTGCGCTTCGACATCGAAATCACCGAGTGCACC 
GAGTTCTTCCAGGACACCACATTCCGTGTGTTCAAGAACGAATATGTCGGCGCAGTTGTC 
ATGACCGGTGGTGCTTCCCAGCCTCGCCGTCAGCTCGACGCATGGCAGGAATGGGCCAAG 
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CAGCGCGGTGCTAAGGGACTTGCTTACATCCTCGTTGGTGAAGACGGCGAGCTGTCCGGA 
CCTGTGGCTAAGAACATCACCGACGCTGAGCGCGCAGGAATCGCAGCTCACGTTGGCGCA 
CAGCCAGGCGACTGCATCTTCTTCGCAGCAGGAGACACCAAGTCTTCCCTCGCACTGCTC 
GGTGCAGCTCGTGGCGAGATCGCTAAGAAGCTCGACCTGATCAAGGAAGGCGACTGGGCA 
TTCACCTGGATCGTTGACGCTCCAATGTTCGAGCCAGCAGCAGACGCCACCGCATCCGGT 
GACGTTGCACTGGGTAACTCCAAGTGGACCGCAGTCCACCACGCCTTCACCTCACCTAAG 
C C AG AG T T C C T G G AC AAC T T T G AC AC C AAC C C AG G T G AC G C AC T T GC T TAT G CAT AC G AC 
ATCGTGTGCAACGGCAATGAAATCGGTGGCGGTTCCATCCGTATCCACCAGCGCGACGTT 
CAGGAACGCGTTTTCGAGGTTATGGGCATCACCGGTGAAGAAGCACGCGAGAAGTTCGGC 
TTCCTGCTTGACGCCTTCGCATTCGGCGCACCTCCACACGGCGGAATCGCATTCGGCTGG 
GACCGCATCGTGTCCCTGCTGGGCGGCTTTGACTCCATCCGCGACGTCATCGCGTTCCCT 
AAGTCCGGTGGCGGAATCGACCCC 

>RXN01733-upstream 

ATCTCAATCGGACAAAAGCAGGCGCGTTATCCAATCCACTTCCCACCGACTAAAAGGAGG 
TCAGACCCG 

>RXN01733 

ATGCACATCCGTTCTTTGGAATTACGTGATTACCGTTCCTGGCCTGAACTCAAAGTGGAT 
TTGGAACCTGGAATTACAGTTTTTATCGGCCGCAACGGTTTTGGTAAAACCAACATCGTC 
GAGGCCATCGGCTATCTTGCGCATTTGTCATCGCATCGGGTGTCCTCTGATGCGCCATTG 
GTGCGGGCGCACGCTGAAAACGCCCGAGTTTCGGCGGTTGCTGTTAATCAAGGCCGAGAA 
TTGGCAGCTCACTTGCTGATCAAACCCCATGCTGCGAATCAGGCAAGTTTGAATCGCACA 
AAAGTCAGGACTCCCCGGGAGCTGCTTGGTGTGGTGAAAACGGTGCTGTTTGCGCCGGAA 
GATTTGGCATTAGTCAAAGGCGAGCCAGCAGAACGTCGCCGCTATTTAGATGACATTATT 
GCCACTCGCCAGCCTCGGATGGCGGGGGTCAAGGCCGACTACGACAAGGTGCTGAAACAA 
AGGAACGCCCTGCTCAAGACCGCCACCATTGCGCTTCGTCGAGGTTACGGCACCGAGGAA 
GGCGCAGCTGCGCTGAGTACTTTGGATACCTGGGATGGCCAGTTGGCACGCCTGGGTGCT 
GAAGTGATGGCAGCCAGATTTGCCCTGCTCAATGAGTTGGGGCCGAAAATCTATGAGGCT 
TACACCACGATCGCCCCGGAATCCCGGCCAGCTGCGGTGAATTACAAAACCACCATCGAT 
CAAGGCCTGTCGCAGTTTTCCGAATTCGATGCCGGCATCATCGAAGCCACGCTGCTGACA 
GAATTGGCAGCGAAACGTCAACGAGAAATCGAACGCGGCTCAAGCCTGGTCGGCCCCCAC 
CGCGATGATGTCGATTTAATGCTCGGCGATCAGCCCGCCAAAGGCTTTGCCAGCCACGGC 
GAGACCTGGTCTTTCGCGCTTTCACTGCGAATTGCAGAATTTAACCTGCTGAAATCCGAT 
GGCACCGACCCGATCCTCATCTTGGATGATGTGTTTTCCGAGCTCGACGCCGGCCGTCGC 
GAAAAACTCGTGGGCATAGCGCAAGAGGTGGAACAGGTGCTCATCACCGCTGCAGTCCAC 
GACGATCTGCCGGAGAATCTCAAGAAAGTGCTCACTGCGCAGCACACCGTCACCGTCCAA 
GACACCGGCACCGGGCGGATTTCACTCCTGGATGTGCAACCA 

>RXN017 33-downstream 

T G AC AG AT C C AAT T GAG C AGGC A 

>RXN017 8 4-upstream 

GGGCATCTTCTCCGGTCGGCATTTCCCTCGCGAGATCCATCCTGTGGGCGGTGCGGTGGT 
ACTGCCGCTACGGGGTGAGCTGACCTAAGATCTCGAAGAG 

>RXN0178 4 

ATGATGACTGAACGTGGTGTGCCAGTCGATCACACCACCATCTACCGCTGGGTCCAGAAA 
TACGCCCTTGAGCTGGATAAGCAGACTCGCTGGTACCGGCAGGTTCCTGACTGGCAGGCC 
AGTTCCTGGCGGGTGGATGAGACCTATATCCGGGTCGGCGGCACGTGGTGCTATCTCTAC 
CGGGCTATTACCGCGGGTGGGCAGACCCTGGAGTTTTATCTCTCACCAAAACGGAATGTG 
GCTGCGGCCAAGCGTTTCCTGGCCAAGACGCTGCGATCGAATACGACAGCCGGGTCCCCG 
CGGGTCATCAACACCGACAAGGCACCAGCTCTGGCCAAGGCAATATCCGAGCTGAAGGCG 
GAGGGAATCTGCCCTCAGACGGTGGAGCACCGGCAGGTGAAATACCTCAACAACGTTATC 
GAGGGAGATCATGGCCGACTTAAAAGAATCCTGGGGCCGAAGGGAGCGTTCAAAAACCGA 
ATTTCCGCCTACCGGACGTTGAAAGGGATGGAAGCGATGCATTCATTACGGAAAGGCCAG 
GGCACGATGTTTGACCTCACGGGCACCCGAACCCAGACGCGG 

>RXN0 178 4 -downstream 
TGATCGTCAGCCGGATATTCGAG 
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>RXN017 95-upstream 

AGACCATATTGAAGACCTCGAAGCTGTTGAGCCTGGCTACATCGTCAAGCCTCGCCTGTA 
CAACTTCGCTGAATACGGTGTCCCACAATTCCGCGAACGT 

>RXN01795 

GTGCTCATTGTTGGCATTCGCCGTGACACCGGCTTTGATTTCAAGCACCCAGCTCCTACC 
CATGGCCCTCGCGGTGACATGCCGTATAAGACTGCCGGCGAAGCGCTCAAAGGCGTGAAG 
GAT G T C C C C AC AAAC AAC AAC C AC A T G AAG AT CAT G C C T C G C AC C G T T G AAG T G C T T AAG 
CGCATCCCTGAGGGCGAAAACTTCACCGCGATCCCCAAAGATGACCCCTACTACGTCAAG 
GGCATGATTAGTCACGTTTACCGTCGCTTGCACCGTGATGAGCCATCCAAAACCCTTATC 
GCCGGTGGCGGCGGGGGTACATGGGGATACCATTATGAAAAAAATCGAGCATTGACCAAC 
CGCGAGCGGGCTAGAATTCAATCGTTCCCCGATGACTTTGAGTTTTTGGGATCAAACACC 
GAAGTCCGCCGCCAAATCGGTAATGCTGTTCCTCCTGTAGGTATGCACGCTGTGGGTGAG 
C G AC T GAT G AAC C T G T AC AC C GG G AAT T A C AC T C C C G T C GAT C TAG AG G AAC AGC AC G C G 
TACCTGCAGACGCTCTCCATTAAGGAACGTCTCGCGCTGGCTGATCAGGAAGCTGAT 

>RXN017 95-downstream 
TAAGTAGATATATGAAGCCCACC 

>RXNO 18 37 -upstream 

CCCCCATCATTCCCTCAAGGTGTGAAGATACGGTTAGGATAGAAAAGAATTTTTTTGACG 
TTGGACATTCTCAAAATCAAGTAGCAAGGGATCAAACTCT 

>RXN01837 

G T GAG T AC T AAT AAG G AAC G AC G C C AAC AGGC G C T T T C C C AG C T G G AG AAAG AAAT C AAA 
AGCCGGGACCGCAAAGAAAAGACCAAGCCACTAACCGTGGTCTTTGCTTCCCTGGCTGTC 
ATCCTGGTTGTCGTTGGCGGTATCTGGTACGCAGCTACCCGCAGCACCGAAGACGAAGTC 
A T C AC C G C T GAT G AAAC AT C C AC C AC C G C AG AG AC C C C T G AC T AC C AG C C AC TGGCGCTG 
ACCCGCACCACCGCGCTCGGCGACTCCGTGACCTGTGAGTACCCAGATGCTGGCGAGGCT 
TCCAAGGATGTCTCCAAGCCTGCTACTGAAAACGTGCCAGCAACCGGCACCGTGACCGTC 
AACCTGACCACCGCCCAGGGCAACATCGGCATGGAACTTGATCGCTCCGTATCCCCTTGT 
ACCGTCAACGCTGTTGAGCACATGGCTTCCGAGGGCTACTACAACGATACTGTCTGCCAC 
CGCATCACCACCTCTGGCATTTACGTTCTCCAGTGCGGCGATCCAAGCAGCACCGGCGCA 
GGCGGCCCAGGGTTCAGCTTCGCCAACGAATACCCAACCGACGAAGCAACTGACCTAACC 
ACCCCAGTCATCTACGAGCGCGGCACCATCGCCATGGCCAACGCTGGCGCTGACACCAAC 
GGGCTCCCAGTTCTTCCTCAACTACGAGGATTCCCCACTGGCACCGAACTACACCTACTT 
CGGCCAGATCACCGAAGAAGGCCTTGCAACCCTCGACGCCATCGCAGAAGTTGGCAC 

>RXN0 18 37 -downstream 
TGAAGGTGGAACCGGCGACGGAG 

>RXN018 63-upstream 

GGTATCATACCGATATGAACCAAATAGAAAGAAGGAAGTTTAAGACG 
>RXN018 63 

ATGAATAGCGTCAAATTGAAGCAACCTGTTAGCATTTACAATGATCCATGGGAATCATAT 
AACGATGTTAAAGAACATGGCCAATTAACTTTAAGTAACATCGAATTTACAACTACAAAT 
CTTTGTAATATGCGTTGTAGCCACTGTGCAGTTGGTTATACTTTACAAACTGTCGACCCC 
GAGCCTTTAGATATGGACTTAATT TAT CGTAGACTTGATGAAATTCC AAAT CTGCGAACG 
ATGTCAATTACAGGTGGCGAACCAATGTTTTCTAAAAAGTCTATTAGAAATGTTGTTAAA 
CC T C TAT T AAAG TAT G C AC AT C ATCGAGG T AT AT AT AC AC AAAT G AAT T C AAACC T AAC A 
TTGCCTCAAGATCGTTATTTAGATATTGCTGAATATATCGATGTTATGCATATCTCACAT 
AAC T G G G G AAC AAC T GAT G AAT T C G C AAAT GTTGGCTTTGGCG C AAT G AAG AAG C AAC C A 
CCGTTAAAAGCTAAGTTAAAATTATATGAACAAATGATTTCGAATGCACGTACATTATCA 
GAACAAGGAATGTTTGTATCTGCGGAAACAATGCTCAATCAAAGTACGCTACCACATTTA 
C G AAAAAT AC AT C AAG AAG T C G T T CAT GAT AT G AAAT G TAG CAG AC AC GAG AT T C AC C C T 
ATGTATCCAGCTGACTTTGCAAGTCAATTAAATGTGTTAACTCTAGCGGAAATGAAAAAG 
ACAATTCATGATATATTGGATTTCAGAGATGAAGATATTTGGATGTTATTTGGTACTTTG 
CCTGTGTTTCCATGCTTAAAGGATGATGAAGATCAAAAGTTACTATCACGTTTAAGAAAT 
GCTAACAATGTAACGACTAGAAATGACCCGGATGGCCGTAGTCGTTTAAATGTCAATGTA 
TTTACAGGTAATGTAATCGTAACTGATTTCGGAGATGAAACAGGTACAATTTCGAATATA 
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CAAAAAGATAAATTAACAGATGTATTTGATAAATGGTTATCCTCTGATCTTGCTAAATCA 
TTAAATTGTCATTGTTCCGAGTTTAGTTGTTTAGGACCAAATGTTCTTGTTAAAAATATG 
T AC TAT C C G AAT AT G GAT T T T AAAG AT AAT GAG C G T CAT AT G C AC AAACAAC C AC AAAT T 
ATACAATTT 



>RXN018 63-downstream 
TAAAAACTCTTAATTATGCGGAG 



>RXN01872-upstream 

ATTGCTTGGCTCATGGAGTTCATCATGCGCCAACAGCAAATATTAGTAAAATGTTAGAAA 
TAGCTGTTTTTGATTCACTTTGTGCATGTAGGCTGTGACC 



>RXN01872 

ATGGGCAACGACGGCGGAGACCTGCGAATCGACGACCTACGCAGCTTCATTTCAGTCGCT 
CAATCAGGCCACCTAACCGAAACTGCCCAAAGATTAGGCATCCCGCAGCCCACACTTTCC 
AGACGAATCAGCCGAGTGGAAAAACACGCAGGCACCCCACTTTTCGACCGCGCCGGCCGC 
AAACTCGTCCTCAACCAACGAGGCCACGCCTTCCTCAACCACGCCAGCGCCATCGTCGCA 
G AAT T C AAC T C C GC C G C AAC T G AAAT C AAAC G C C T C AT GG AC CC AG AAAAAGG C AC AAT C 
CGACTGGACTTCATGCATTCCTTGGGCACTTGGATGGTCCCCGAACTTATCCGAACATTC 
CGCGCCGAACACCCCAACGTAGAATTCCAACTCCACCAAGCGGCAGCAATGCTCCTGGTA 
GATCGTGTTTTGGCTGATGAAACTGACCTCGCATTAGTTGGCCCCAAACCTGCCGAGGTT 
GGTACCTCTTTAGGGTGGGCGCCACTGCTTCGTCAACGACTTGCCCTAGCTGTTCCCGCA 
GATCACCGGCTTGCCTCCTTTTCTGGCCAAGGAGAATTGCCGTTGATTACTGCGGCGGAA 
GAACCTTTCGTGGCGATGCGAGCAGGTTTCGGCACCCGACTCCTCATGGATGCATTAGCC 
GAAGAAGCCGGTTTTGTTCCCAATGTGGTTTTCGAATCCATGGAACTCACCACCGTCGCA 
GGGCTTGTCAGCGCAGGTCTCGGCGTTGGTGTGGTTCCGATGGATGATCCCTACCTTTCC 
ACAGTGGGAATCGTGCAACGCCCACTTAGTCCACCCGCTTATAGGGAA 



>RXN01926 

CTGCGAAGCTTCTACACCCCAGAACAAGCCATCGAACGCGAAGGCGACGTCTGGAAAGCC 
GCCACCGAAGAAGCAGAACTCCTCGCAGCTGACGGCGCCGTCCACGACCAGGAACTCTTC 
CTCAACTGCACCACCTCCCCACTGATCTTCGCCTCCGCGATGCTCAACTTCGGCGTCCAC 
CAAATCCTGGACACCCTCTGCCAACTCGCACCATCCCCCGCCGGCCGCGACGCAGACCCC 
AAAGCCCTCGAAGCCGCCACCTCCGCAATGGACGACCACCGCGACACCACCGACGACTTC 
TCCGGCGTCGTCTTCAAAGTCCAAGCCGGCATGGACAAAAACCACCGCGATACCCTCGCC 
TTCATGCGCGTCGTCTCCGGCGAATTCGACCGCGGCATGCAAGTCACCCACTCCCAATCC 
GGCCGCAGCTTCTCCACCAAATACGCCCTCACCGTCTTCGGCCGCACCCGCTCTACCGTC 
GAAACCGCCTTCCCCGGCGACATCGTCGGCCTCGTCAACGCCGGCGCCCTCGCACCAGGC 
GACACCATCTTCGAAGGCCGAAAAATCCAATACCCACCAATGCCAAAATTCGCGCCAGAA 
CACTTCCGCATCCTGCGCGCCAAATCACTCGGCAAATACAAACAGTTCCGCAAAGCCCTC 
GAGCAGCTGGACTCCGAAGGTGTCGTCCAGATCCTCAAGAACGACCTGCGTGGCGACGCC 
AACCCAGGTCATGGCCGGTGT 



>RXNO 193 8 -upstream 

ACACAATAAGCATGCATGAGAGGATACTGTAAAAGCCTTGCCTCTTAAATCGAGGGGGCA 
GGGCAGTCGAAGCCAAGTTGAGAGGGTATATTTGTCACCT 



>RXN01938 

ATGATCACACGTCTTTCCACGCTGTTTTTGCGCACCCTGCGCGAAGACCCTGCAGATGCA 
GAAGTTCCAAGCCACAAGCTGCTTGTCCGTGCAGGATATATCCGCCGAGTTGCCCCAGGT 
ATCTACTCCTGGTTGCCACTGGGTTTGCGCGCAGTGCGCAACATTGAAGCTGTCGTACGC 
GAGGAAATGGATGCGATCGGAGGACAGGAGCTGCTCTTCCCAACACTCCTGCCACGTGAG 
CCTTATGAAACCACACAGCGTTGGACAGAATACGGCGATTCGCTGTTCCGTCTGAAGGAC 
CGCAAGGGTGCCGACTACCTGCTCGGACCAACCCACGAGGAAATGTTCGCCGCCACGGTG 
AAG G A T C T G T AC AAC T C C T AC AAG G AC T T C C C AG T C AC C T T G T AC C AG AT C C AG AC C AAG 
TACCGCGATGAGGAACGCCCACGCGCAGGCGTGCTCCGCGGACGCGAATTTGTGATGAAG 
GATTCTTACTCCTTCGACATCTCGGATGCTGGTTTGGACGAGTCCTACGCAAAGCACCGC 
GCAGCGTATCAGCGCATCTTTGACCGCCTTGGCTTGGAATACGCCATCTGCCAGGCAACC 
TCTGGTGCCATGGGCGGATCCGCTTCCGAGGAATTCCTTGCAGTATCTGAAAACGGCGAA 
GATACCTTCGTGCGCTCTACCTCCGGCAATTACGCCGCAAACGTGGAAGCTGTTGTTACC 
CAGCCAGGCGTTGAGCGTGACATCGAAGGCCTGCCAGAACCAGTCACCTACGAAACTCCT 
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GTTTCTGAAACCATCGATGCTTTGGTTGATTGGGCTAACTCCATCGACGTGCAGATCGAG 
GGCCGCGAGGTCACCGCAGATGACACCCTCAAGTGCATTGTGGTGAAGGTCCGCGAGCCA 
GGTGCCGAAGAAGCAGAACTCACTGGAATCTTGCTTCCAGGTGACCGCGAAGTAGACATG 
AAGCGCCTCGAGGCATCACTTGAGCCAGCAGAAGTTGAACTCGCAGTGGAATCCGACTTT 
GCCGACAACCCATTCCTGGTCAAGGGCTACGTCGGACCAGTTGGCCTGGCCAAGAACGGC 
GTGAAGGTCCTTGCCGATCCTCGCGTTGTCACCGGTACCTCCTGGATCACCGGCGCCGAT 
GAAAAGGAACGCCACGTCGTAGGCCTCGTCGCCGGACGCGATTTCACCCCAGACGGCTTC 
ATCGAAGCTGCAGAAATCAAGGAAGGCGACCCAGCGCCAGCAGGCGAGGGCACCCTCACC 
CTTGCTCGCGGCATCGAAATTGGCATATCTTCCAGCTCGGCCGCAAGTACACCGAAGCCT 
TCGACGTCCAAATCCTGGACGAAAACGGCAAGCGCGCCATCCCAACCATGGGCTCTACGG 
GCTCGGTGTCACCCGCCTGCTCGCCGTCCTGGCAGAACAGCGCCACGA 

>RXN0 1938 -downstream 
TGACGCTGGCCTCAACTGGTCCG 

>RXNO 1969- upstream 

GCGTCGTGGTTTAAGCCAGGATCCGTTGTATAAAAACCGGAATTCCTTGTTGACCACGCA 
GAAGTGGTTTAGTCCTCGTCAGCAAGAAAGCTTGGAGCAG 

>RXN01969 

TTGTGGGCGTATGACAAAGCCTACGGGGCGTTAAAGCTTGCGTGGCTTGCGTATCAGGCG 
ATTATTGATTGTTATCAGATGGGTAATAAGCGTGAAGCGAAGAAGAAAATGCGGACCATT 
ATTGATCAGCTTCGGGTGTTGAAGGGGCCGAATAAGGAACTCGCGCAGTTGGGTCGTAGT 
TTGTTTAAACGACTTGGTGATGTGTTGGCGTATTTCGATGTTGGTGTCTCCAACGGTCCG 
GTCGAAGCGATCAACGGACGGTTGGAGCATTTGCGTGGGATTGCTCTAGGTTTCCGTAAT 
TTGAACCACTACATTCTGCGGTGCCTTATCCATTCAGGGCAGTTGGTCCATAAGATCAAT 
GCACTC 

>RXN01969-downstream 
TAAAACAGGAAGAGCCACTTAAG 

>RXN02002-upstream 

AAGTGGCAAAAAACGTTTCAAGCAGGCAACGCCGGCGTACAACTTCGCTGAGCTGGGGCG 
ATTATGGCCCAGCGCCCACAACCCGCTATTCTTAATACCC 

>RXN02002 

AT GAG C AAC G C C AAT T C C G AC AC C AC C G C C G C C GAG G C AC AT C G C C G C AG AAC A T T C G C C 
GTAATCGCACACCCCGACGCCGGTAAATCCACCCTCACCGAGGCATTGGCGCTGCATGCA 
CACATCATCTCCGAAGCCGGCGCCACCCACGGCAAAGCAGGCCGCAAAGCCACCGTTTCC 
GACTGGATGGAAATGGAAAAAGACCGCGGCATCTCCATCGCCTCCTCCGCACTCCAATTC 
GAG T AC G C AC C AG AAGG C C AC G C AG G C G AGC C C T T CAT GAT C AAC C T C G T G G AC AC C C C A 
GGCCACGCCGACTTCTCCGAAGACACCTACCGCGTCCTCATGGCCGTCGACGCAGCAGTC 
ATGCTTATGCACTCCGTC 

>RXN02004 

CGCGTCGGCCGTCTGATGCGTCAGAACGGCATTCTCATCATCCGCAGCCGGAAGTTCAAG 
C GC AC G AC C G G C AG C GAT CAT AC C T T C AAC AT C G C AC C G AAC T T T C T G C AG C AG G AC T T T 
ATGGCGAGCAGGCCGAACCAGAAGTGGGCGGGCGACATCACCTATGTCTGGACGCGCGAG 
GGCCTGGGTCTATCTGGCCGACATTCT 

>RXN02004 -downstream 
TGACCTTTATCCCCGCCGGGTGA 

>RXN02 2 67 -upstream 

TGCGCTCGGCAAGTGTTTTGCTTATCGACGTCTCCCCACATAACAATCCCAACTCGAAGC 
AC C AAC GAT T C AAG C C T TAT C AG T T T T G T AC AG G AAAAT A 

>RXN02267 

G T G C AAAAAT G G GG T T T AAG C T T C GT G GAG AG GAT T G T CAT C G T G AAC AAC G T G C AAC AG 
TTTCATCGATTTTTTGATGATTCCGCAGTCTATTATCCCTGCTTCGTCCCGCTTGACCGA 
GCCATCGGCGAACACTTTGATCGTCAGAACAAACCGATGTCCAGATTCATCGGAACGCTC 
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ATTCTGCCGTTAGCCAAACTGGAAGAAGCCGCCCAATACACCGGCGATGAAGTCCTTCGC 
GTGTCGGCAGTAATCAGTACTGATGGGCTCGCTGATCTGCGAAGGGATTTTTACGAACTC 
CCCAACATCGACATCGCCTCGGTGGAAATCAAGCTGGTCGGCGCAGCCCTCACCAACACC 
GCTTGGTTGGGAGATGTGGAAAAACTCATCCAACAACATCGCAACACTTTCGTATGGGTT 
GAGATTCCGACAGCCCTGGTCACCGCAGATATTGTCCGAAAACTCCGCCACATGGGAGCT 
GGCCTGAAATACAGAACTGGAGGTGATAGGGAAGAGCTCTTCCCCTCACCGCAGGACTTG 
GTCACTGTGCTGCGCACCGCCATCGATGCTGCATTGCCGTTTAAACTCACTGCAGGCCTG 
CATCGTGCTCTCAGGTATCGTGACGAGAAAACCGGCCGACTTCACTTCGGATTCCTCAAC 
ATTGCAGCCGCCGTGGCGACACTTCGTGCTGGAAAAGGCGAGGCAGAGGCACTGAAGATC 
CTTGAAGGCGATGATGCCGCTCCGCTTATTCACGCACTACAAAGCGGCGAAAACTGGCGG 
GATTCCTTCCGCAGCTTCAGTACCTGCAATGTTGTTGAACCACTCAACACTCTGATTGAT 
CTTGATGTGTTGGCGGAAGGAGACGTACATCCC 

>RXN02 2 67 -downstream 

T AAG GAT C G AC G C T AG T TAG AT C 

>RXN022 8 0-upstream 

CGCGATTGCGTCATCGATCGTTGTTGCTTCCATGCGCACCACACTATCTTTCTGCACGCC 
CTGATGCCCTGTGGATTCAAAACTGTGCTTTTATAGGCGT 

>RXN02280 

ATGCAAGAATCCTCACGTGATAATTTCCAAGTTGACCTCGGCGGCGTTGTTGATCTTTTG 
AGTCGCCACATTTATTCCGGTCCGAGGGTGTATGTGCGTGAGTTGCTGCAGAATGCGGTT 
GATGCTTGTACTGCACGTTCTGAACAGGGTGAGGAGGGCTACGAGCCGAGTATTCGTATT 
CGGCCGGTGACCAAGGATCGTGCCACGTTTTCACTGGTTGATAATGGTACGGGCCTGACC 
GCGCAGGAGGCGCGGGAATTGCTGGCGACGGTGGGGCGGACGTCGAAACGCGATGAATTC 
GGTCTGCAGCGGGAAGGTCGCCTGGGGCAATTTGGCATCGGGCTGCTTAGTTGTTTCATG 
GTGGCGGATGAGATCACCATGGTGTCGCATGCGGAGGGTGCGTCGGCGATTCGGTGGACT 
GGTCATGCGGATGGCACCTTTAACCTGGAGATTCTTGGGGATGACGCAACGGATGTCATT 
CCGGTGGGCACGACTGTGCACCTGACTCCGCGCCCTGATGAGCGCACGTTGCTGACGGAA 
AATTCCGTGGTCACCATTGCTAGTAATTATGGCCGCTACCTGCCGATTCCTATTGTGGTG 
C AG G G T G AG AAAAAC AC C AC CAT C AC T AC AT CGCCGGTGTTTG C AAAG GAT AC T G A T C AG 
CAGCACAGGCTGTATGCCGGCCGGGAGCGCCTTGGTAAAACTCCTTTTGATGTCATCGAT 
CTCACCGGTCCTGGCATCGAGGGTGTGGCTTATGTATTGCCGGAGGCCCAGGCTCCGCAT 
ATGTCCAGGCGTCACAGTATTTATGTCAACCGCATGTTGGTCTCTGATGGGCCTTCCACG 
GTGCTGCCCAACTGGGCGTTCTTTGTGGAATGTGAAATCAATTCAACCGATTTGGAACCC 
ACCGCATCGCGTGAAGCGCTCATGGATGACACCGCGTTCGCGGCAACCAGGGAACATATC 
GGTGAGTGCATTAAATCGTGGCTGATTAATCTCGCCATGACCAAGCCTCACCGCGTGCGG 
GAATTTACTGCGATTCATGATCTTGCCCTGCGCGAGCTGTGCCAATCGGACGCGGACCTG 
GCTGAAACCATGTTGGGTCTTCTCACCTTGGAGACCTCCCGTGGTCGCATCTCGATCGGT 
GAGATCACCACGTTGTCCATCACCGAGGATGTGTCGCTGCAGCTGGCTACCACGTTGGAT 
GATTTCAGGCAGCTCAACACCATTGCGCGCCCGGACACCTTGATTATTAATGGCGGCTAC 
ATTCACGACAGCGATCTGGCTCGGCTCATTCCCGTTCACTACCCACCGCTTACGGTATCT 
ACTGCTGACCTGCGCGAATCCATGGATCTGATGGAGCTTCCGCCGCTGCAGGACATTGAG 
AAAG C C AAG GC AC T GG AT G C G C AG G T C AC G GAAT CAT T GAAG GAT T T T C AGAT C AAG G G C 
GCAACGAGGGTTTTTGAACCCGCAGATGTTCCTGCCGTGGTGATCATTGATTCCAAGGCG 
C AG G C C T C AC G G G AT C G C AAT GAAAC AC AAAGC GC AAC C AC T GAT CGTTGGGCT G AC AT T 
T T GG C AAC G G T G G AT AAC AC G T T GAGC C G T C AAAC AG C C AAC AT T C C AC AG GAT C AG GGA 
CTGTCGGCGTTGTGCTTGAATTGGAACAATTCGCTGGTCAGGAAATTGGCGTCCACTGAT 
GACACCGCCGTGGTGTCGCGCACGGTGCGTTTGCTCTACGTTCAGGCATTGTTGTCCAGC 
AAGAGGCCACTGCGGGTGAAGGAACGCGCGCTGCTTAATGATTCGCTGGCAGATCTGGTT 
TCTTTGTCTTTGTCATCCGATATC 

>RXN022 8 0-downstream 
TAAGACAATCCTCCGCTAATCTT 

>RXN02 2 87 -upstream 

TTGAAAAAGGAACATTAGTGCCAGTAACAAGAGCCCAGTTGAATTCAAGCGGGCAGAGAC 
ACATCTGGCCCTCAAAATTTTCCTTTTACTGGAGACCACT 

>RXN02287 
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GTGTACTCAATTTCAGAAACTATCGCCCGAACTCTTATGCCCCGCACCGATCACGTTTTC 
GACCTGATGGGCAACGGAAACGCCTGGTTCGTCGATGCCCTAGAACGCCTCGGGCGAGGC 
ATCATCACCGTCCGCCCCACAGTTGAAACCGTGGCCGCCGCGGACACCTACCACCGCGTC 
ACCCGCCGCCCGGCGGTCGCTACCACCACCTATGGTGCTGGTTTCACCAACACCATGACC 
ACGCTTGCCGACGTCGCCCTCTCCCGTATCCCACTTCTTTTAGTTGTGGGCACTGCCCCG 
AGCGCCGGGCCTCGCTGTTTCGACATTGACCGGCAAGGACTCGCACGTGCCGTAGGTGTG 
GAAACCTTCACCGTGCATGCAGATGACGTTGCTGCGGTAACTCTTCAGGCTTGGAATAAT 
AC G C C G G AAAAC AC AC AC G T GAT C C T GG AAAT C C C C TAT G AC C T AGC AG C T G C C AC AG C C 
ACCGATCCAACAGTGACTACATACCTGCTGCGCCCCGGATTTCAGAAACTCCCGATGTCA 
CCGACCTTGTCC 

>RXN02287-downstream 
TAGCTCTACGCAATGCCCAAAAT 

>RXN022 91-upstream 

TTGTCCATATCCTCCATTGTGCAGGAGAACTTTAGTGCCTACGCTTTTCGACGATCCCCT 
CCACCAACTTCCCAGACCACCGCGCAGGGTTGCAGCTGGC 

>RXN02291 

GTGGTGCACCTGCCCAACTTCCTCGGCTTGGCCGAGCAAAAGGCACTGGTCGCCCAGGCT 
CGAGACCTTGCGCGTGAAGTTGTGGGCACACCGTTGGCGATGGTCCGACCCAAGCTGAAA 
AGTGGTCAGATGAGTGTCCATATGTTGCATTTAGGAAAGTACTGGGCATCCAATCCTTAT 
CGCTATGTGGATGTCGTTGATGGTTTTCCAGTGCCACCACTGCCGGATTCTTTCGTGGAC 
TTGGCACACCGAGCATTGCTGTCTGCAGGATCTTTAAGCAATTCACTTCAGTCTTGGTCG 
GAGGCATATCGAGCAGAAGCGGCATTGGTGAATTACTACTCGCCAGATGCTTCAATGGGC 
ATGCACCAAGACGCTAATGAAGAATCGGAAGCCCCTGTGATCTCCCTATCGATCGGTGAT 
ACCGGAATCTTTCGACTGGGCGGCACTCTAAACCGCAATAAACCGTGGACAGATATCCCA 
CTAATGAGTGGTGATCTCATCGTTTTCGGAGGTGCAAACAGGCAAGCATTTCATGGCATT 
CCCTCTATTGAGGCCAATACTGCACCTGCAGGATGCGGGTTGAAAGAAGGGGAATCAACA 
TCACGATCCGCCAACTTGCACTATAAAACTCCAGGTAGAGGTATGTCTCGGGGG 

>RXN02 2 91 -downstream 
TGAAATAGCCCCGCAATGTCCCA 

>RXN02325-upstream 

CAGAGATTTGAAGATGGAGACCAAGGCTCAAAGGGAATCCATGCCGTCTTGGTTTAATAC 
TGCACCCGTCTAATGAAAATCATTACTATTAGGTGTCATG 

>RXN02325 

ATGGACCATGCACACGATTCCTGCTCACCAACTCTGCGCCGTGATTTGGAGGTCACTGGC 
CAGCTCCAACCTGAGAAAGCTGTCGATTTAGCAGCGCCGCACGAAGGGAAGGTTGCCAAT 
A T AAC G AAG G T G AC C T C C T C AAA TAT G GAG C AC AC CAT C AC G C AG G C C T C AAAAG C T AAG 
GAGGTGGTGGTGCTCATTGGTCACTCCCTGCTGCCCACATTTCAGGATTTGGAAAAAGAC 
ATTCTGCACTTTCAGGCAGGTAATAAAGGGCGATTTTCTGTAGCGATTGTTGATCCTGAT 
CGCAGTGCAGATGTGGTTGCCAGATTTAGGCCAAAACAGATTCCGGTGGCATACGTGGTG 
AAAGATGGCGCCAGCATTGCGGAGTTCAACTCGCTCAACAAGGAGCCGGTTGCACAATGG 
CTTGATCATTTTGTGTCGCGGGAAACGATCCCCAATGAAAAAGAGGGGGACGTCGATAAG 
CAAATAGACCCGCGCCTGTGGCGGGCAGCGGAATTGGTGAACGCCGGTGATTTTCGCGCG 
GCGTTGGCGTTGTATGAGCAGTTGCCGCAGGATGCGACGGTGAAGCGGGCGCACGCGGCG 
GTGTCGGTATTGGCGCGGATGTCTGTGGCGGATCGGGGAGAGGATCCGATCGAGAAGTCG 
CGCCGGGATCCAGACGATGTGAACAAGGCGCTGGCGGCGGCGGATATGTATGTGTTGATG 
AATCAGCCGGACACAGCGCTCGCGCACCTTGCAGCACTATTGCCAAAACCGGAGGCTGCC 
CGGCGGATCGTGGAGTTGCTGAACTTGTTTGATCCGCTGGACCTGGTCGCATTGGAAATC 
AGGGCGCAGGTGGGGAATGCAATGAGC 

>RXN02325-downstream 

T AAG AAAAC AC T T T AAAT AT T C T 

>RXN02 38 6-upstream 

CAGATTTCCATCAAGCATGCGTTGATCGTGTGCATGGATCTCGTTGTGGCTTTTTGTCGG 
TTGGTTTTTCACCCGTGAGAAACCCGTGAATCCACCCACC 



Appendix A, Page 92 



Attorney D< 



No.: BGI-127CP 



>RXN0238 6 

ATGGCGGCGTTGGCGGAAAACTATCAAACACCGGCGCCGAGTTCGCAGGTGGTGGTGTCT 
GTGGTGGGGCACGTGGCTAAACCCGGCCTGGTCACGCTCGCTGAGGGCTCGCGGGTGGCT 
GATGCCCTGGCCATTGCAGGTGCCTTGCCAGACGCCGATCTGACGGCGCTCAACTTGGCG 
CAATTGCTTGTCGACGGCACCCAGATCCATGTTTTAGCTATCGGCGAGGTACAACCTATT 
TCGGTTGATGCTGCTGCGACTTCTGCTTCTGGGTTGATTTCCTTGAATACCGCCACTGTT 
GCTGATTTGGTGACGCTGCCTGGGGTGGGGGAGAAGACAGCGCAGGCGATCATTGACTTT 
CGGGAGAGCAACGGTGGGTTTAGCACCGTGGAGGATTTACTGCAGGTCAAGGGGATTGGG 
CCCTCAAAGTTTGAGCAGATCTCTGGATTGGTGTCCCCA 

^>RXN0238 6-downstream 
TGATTGAGGTGCGTTTGGTTCCC 

>RXN0238 8-upstream 

TTCGGGAGAGCAACGGTGGGTTTAGCACCGTGGAGGATTTACTGCAGGTCAAGGGGATTG 
GGCCCTCAAAGTTTGAGCAGATCTCTGGATTGGTGTCCCC 

>RXN02388 

ATGATTGAGGTGCGTTTGGTTCCCGTGGCGGCTGTGATGTGGATGGCTGTCGCTGCGTTG 
ATTATCAATGGTTCGTGGGTGTTGTCGGTGGGGATTGTTGGCATCGCGATCATTGCTGCT 
TGTGTGTTTAAACACTGGGGTCAAGCTGTGGTGATAGCTGCACTGGGCGTTGGTGCCGTA 
GTGATGGCTGCGTTGAGAATCAGCAGCGCGAAGGCATTTGAAGCACCGCAAACCTGGGTG 
GGTACCGCAGAAACCATCAAGTTTTTAGACAGCGGTGATCAACTAATCGGTTTGAGAGTA 
GAAGGCTATCCAGCGCCGATTCCAGTGTTTTACTCTGGTAGCGACACCATTGAGAAAGCC 
TCTCTCATTGCAGTGTCCGGTCGGATTAAACCAGATAGTTTCCCTGGGGTGGGTGATCTG 
ACCATTTCCACTGAAGACATTGATCAGTTGGAACCGACCACTGGTTATAGCGCATGGGTG 
AACCAGGTGCGTGACGGGTTTTCCCAAGCCGTGGAAGAAACCGTGGGGGAGTCTTCCCGT 
GGACTGATTCCAGGCATGGTGTTGGGGGATACGCGGTTGCAGGGGTCAATTGAAGCCCAA 
ACCTATATTGATACGGGGTTGTCTCACCTGTCAGCTGTTAGTGGAAGCAATGTAGCCATT 
GTGGTGTCCTCTGTGGTGGTGTTGTCGTATTTTCTCACCGCTGGGCCACGCATCAGGGTG 
GTGGCGTCATTGCTGTCCTTAGTTATTTTTGTCTCCCTCGTGGGGTTTGAACCAAGTGTG 
CTTCGTGCTTCGGTCACAGGCATCGTGGGGCTTCTGGCAATCATCAACTCTTCTCGGATG 
GAGCCGATGCATGGGTTGAGTCTTTCGGTGATTTGCTTACTGTTTTATGATTCCAACCTG 
GCGGTGCATTACGGATTCTTACTCTCGTGTGCAGCAACTGCTGGCATTGTGATGCTTCAA 
CCACTGCTGTACCGTGCCATCGGTCCACCACTGGCGGTGTGGAAAGTACCAGACATCGTG 
GTGCGCGCTTTCGCGGTGTCCATTGCCGCTGATCTGGTGACCATCCCGATTATCGCTCTG 
ATGGCTCGCCAAATATCCCTCGTGGCAGTGCTGGCCAACGTGTTGGTTGAATTAGCTGTT 
CCACCCATCACGTTGCTTGGGTTGATTGCCGTGCTGGCAAGCCTTCTTCCCTGGCCAGTG 
GAATACCCACTCTTGAAAATCATTGAGCCCTTCACCTGGTGGATTCATCACGTGGCCAAG 
TGGTGCCAACAATTACCCAATTCGACGCTGGAAATAAGTGCTGGTTGGGCAGGGATTGCC 
TGGGCGTGTATGGCAGCGGTGTGGGTGGTGGTGATTATCTACAAAGGATATGTGCGCACC 
CTTGCAGTGTGTTGTGTCTGCTTCTTTCTTTTCGGCGCGTGGAATAACAGACTGCCAGCC 
CAAATAGATCCGACAGAGCTGCGGTTTGTCATCATCGCCGATGATTCTGAGCTCACTGAT 
GTGCCCGAACATGCAGAATTGATCATCGTGGAAGACCCCCACGGCAGCATGTCCGATCGC 
CCCATCGTCACCAGAGAAGGAATCCCTGTGCTGTATCCATACCGCGATGGGGAGGTCAGC 
C T T CAT AT T G A T G G C AC C C AG C A T G C AGC G G AC G G GAG AT T T 

>RXN0238 8-downstream 
TAACGACACTTGTGGCACGATGG 

>RXN02416-upstream 

AGCGGAAACACCTTGTTCGATGCTATGTTCGAAGGTGTATTTTTTGAAGCGACAAAAATC 
GATTTTGAAGGGCAGTTGAGCATTGGCTGATCGCCTCGTA 

>RXN02416 

GTGCGCGGAGCGCGTGAACATAACCTAAAAGGCGTGGATATTGATTTGCCACGCGACTCG 
ATGGTGGTGTTCACCGGCCTGTCAGGTTCCGGTAAATCATCACTGGCCTTTGACACCATC 
TTTGCGGAAGGCCAGCGCCGTTACGTGGAGTCGTTGTCCAGTTACGCCCGCATGTTCTTG 
GGGCAGATGGACAAGCCGGACGTGGATTTGATTGATGGATTATCCCCAGCGGTCTCCATT 
G AC C AAAAAT C C AC C AAC C G C AAC CCTCGGTC C AC AG T C G G T AC CAT C AC GG AAG T C T AT 



Appendix A, Page 93 




Attorney D< 



No.: BGI-127CP 



GACTACCTGCGTCTTCTGTACGCCCGCGCTGGTACCGCACACTGCCCAGTGTGTGATGCC 
CGCGTGGAGCGTCAAACCCCCCAGCAGATGGTGGACCAAATCCTTGGCATGGAGGAGGGA 
CTGAAGTTCCAAATCCTTGCGCCTGTGGTGCGTACCCGTAAAGGTGAGTTCGTTGATCTT 
TTCGCAGATCTTGCATCCCAAGGTTATTCCCGCGTGCGGGTTGATGGGGAAGTGCACCAG 
CTCTCGGATCCTCCAAAGCTAGAAAAGCAGATCAAGCACGATATTGATGTTGTGGTTGAC 
CGTCTGCAGGTAAAAGCCAGCCAAAAGCAGCGCCTGACAGACTCTATGGAAACCGCACTT 
CGCCTGGCCGATGGCGTGGCTGTGCTGGAGTTCGTTGGCCTGGAGGAAGATGATCCGAAT 
AGGCTTCGTCGATTCTCTGAAAAGATGAGCTGCCCTAACGGTCACGCGTTGACGGTTGAT 
GAGCTGGAGCCTCGTGCTTTTTCCTTCAACTCTCCTTATGGCGCGTGTCCTGCCTGTGAT 
GGCTTGGGTGTGCGCACCGAAGTTGATATTGATCTGATCATCCCAGATCCAGATGCACCT 
GCAACTAAAGCGGTTCAGCCCTGGAACTCCAGCCCAAACCACTCTTACTTTGAAAAGCTC 
ATTGAAGGCCTGGCGAAAGCCCTCGGATTTGATCCGGAAACTCCGTACAGTGAGCTCACC 
GCAGCTCAAAAGAAGGCTCTGGTCTATGGATCGAAGGAAGAAGTAAGCGTTCGATACAAG 
AACCGCTACGGACGCGTGCGTTCTTGGACTGCGCCTTTTGAAGGTGTCATGGGCTACTTT 
GAT C G C AAG T T G G AG C AG AC T GAT T C C G AAAC C C AAAAAG AC C G AC TGTTGGGC T AC AC C 
CGTGAAGTGCCCTGCCCAACCTGTAAAGGCGCACGCCTCAAGCCGGAAATCTTGGCCGTT 
CGCCTAGACTCCGGAAGCCATGGAGCGTTGTCCATTGCTGGACTAACCGCGCTGTCGGTG 
CAT G AAGC AT T C GAG T T T T T G G AT AAC C T C AC AC T GG G C AAG C G C GAG G AAAT GAT C GC G 
GGAGCTGTGCTGAAGGAAATTCACGCCCGCCTGAAATTCCTGCTTGACGTGGGCCTTTCC 
TACCTCACCCTTGATCGCGCCGCAGGCACCCTGTCTGGTGGTGAAGCGCAGCGTATCCGC 
CTGGCTACTCAAATTGGTTCCGGTCTGGCTGGTGTGCTCTACGTCTTGGATGAGCCATCC 
ATTGGTCTGCACCAACGTGACAACCAGCGCTTGATCACTACCCTTGAGCATCTCCGAGAT 
ATCGGAAACACGCTCATTGTTGTGGAACACGATGAAGACACCATCAGGCGCGCAGATTGG 
CTCGTGGATATTGGTCCTCGAGCTGGTGAATTTGGTGGCGAAGTGGTCTACCAAGGTGAG 
CCGAAGGGCATTTTGGACTGCGAAGAATCCCTCACAGGTGCTTACTTGTCTGGTCGTCGA 
ACCCTGGGTGTTCCTGATACTCGCCGTGAGATCGACAAAGAGCGACAGCTCAAGGTGGTT 
GGTGCTAGGGAAAATAACCTGCAGGGCATCGATGTGAAAATCCCACTGGGTGTGCTGTGC 
TGCATCACTGGTGTGTCGGGATCTGGTAAATCCACGCTGGTCAATCAGATTTTGGCCAAG 
GTTCTGGCCAACAAACTCAACCGCGCACGCCAAGTGCCTGGTCGCGCAAAGCGGGTGGAA 
GGCCTCGAGCACTTGGATAAGTTGGTCCAAGTGGATCAGTCGCCAATTGGTCGTACTCCA 
CGTTCAAACCCAGCGACGTACACGGGTGTGTTTGATAAAGTCCGTAACCTTTTTGCCGAG 
ACCACTGAAGCGAAGGTCCGCGGTTACAAGCCTGGCCGCTTCTCCTTCAATATTAAGGGT 
GGACGCTGCGAAGCATGTCAGGGCGATGGCACGCTGAAGATCGAAATGAACTTCCTGCCC 
GACGTGTATGTTCCGTGTGAAGTCTGTGATGGTCAGCGCTACAACCGCGAGACCCTCGAG 
GTGAAGTACAAGGGCAAAAACATCGCTGAAGTATTGGGCATGCCGATCTCTGAGGCTGCG 
GACTTCTTTGAGCCCATCACCTCAATTCACCGATACCTAGCAACGCTGGTTGATGTCGGC 
CTTGGCTATGTCCGTTTGGGCCAGGCAGCAACAACCTTGTCTGGTGGTGAAGCCCAGCGT 
GTGAAACTTGCCGCTGAGCTGCAGAAGCGTTCCAACGGTCGCACCGTTTACATCCTCGAT 
GAGCCAACTACTGGTTTGCACTTTGAAGATATTCGCAAACTCATGATGGTGATCGAAGGC 
CTGGTGGACAAGGGTAACTCCGTGATCATCATCGAGCACAACCTCGACGTGATCAAGGCT 
GCCGACTGGATCGTGGACATGGGTCCAGAGGGCGGAAGCGGCGGTGGAACCGTGGTCGCT 
GAAGGAACCCCAGAGCAAGTTGCTGAAGTTGCGGGTTCCTACACCGGCCAATTCCTTAAA 
GAGTTGTTG 

>RXN02416-downstream 
TAGGAGAAGATGAGGGGCTTTCA 

>RXN02431 

GATCCACTTCCTGTGGGCGCACTTTGGGGAGTGGGTCCTGTGACAGGCTCCAAGCTTGCC 
TCAATGGGGGTGGAAACAATTGGTGATCTAGCAGCGCTAACCCAAAAAGAAGTAGAAATC 
AGCCTCGGTGCAACCATCGGAATATCACTGTGGAACCTTGCCCGAGGAATCGACGACCGC 
C C T G T G GAAC CCCGCGCC G AAG C AAAAC AGAT C T C C C AAG AG C AC AC C T AT GAAAAAG AC 
CTCCTCACCAGGCAACAAGTAGATGCTGCCATCATTCGATCAGCCGAAGGCGCACACCGA 
CGGCTCCTCAAAGACGGACGCGGTGCCAGAACTGTCAGCGTGAAACTGCGGATGGCCGAC 
TTTCGTATTGAGTCTCGTTCCTACACCTTGTCCTATGCCACCGATGATTACGCAACTCTT 
GAGGCAACAGCATTCCGACTTGCCCGCTACCCCGGAGAAGTAGGCCCCATCCGCCTTGTC 
GGAGTAAGTTTTTCTGGTTTGGAAGAATCCCGCCAAGACATCCTCTTCCCGGAACTTGAC 
CAACAAATCATCGTACCACCAGCACCCGACACCGATTATGAGGTAGGCGTGCAATCCTCT 
TCTAGTTCCGAAAGTACTCAAGTTGAAGCGCCGCAAGATGTCGCGTTGAGTATGTGGTGC 
GCAACGCAAGATGTCTACCACCCAGAATATGGCCACGGTTGGGTACAAGGTGCCGGTCAC 
GGTGTTGTATCAGTACGTTTTGAAACCCGCAGCACCACAAAAGGGCGAACTAAAAGTTTT 
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TCCATGGATGACCCGGACCTCACCCCGGCAGACCCTCTAGATAGTTTGGATTGGGCTGAC 
TGGTTTGCTGAAAATGGTGAAACGGGGGATGACGAA 

>RXN024 31 -downstream 
TAGGGTTTCATCGGGTTTCGGGG 

>RXN024 62-upstream 

TCCATCCTCATCGACGAAGCCCGCACCCCACTGATTATCTCCGGGACCAGTAGACGGCAC 
ATCGCAGTTCTACAACGTCTTCGCACAGATCGTCCCACGC 

>RXN024 62 

AT G AC C AAG G AC G T T C AC T AC G AAG T C G AC G AAC G T AAAAAG AC CGTCGGTGT G AAAG AA 
GAAGGCGTCGAATACGTCGAAGACCAACTCGGCATCGACAACCTCTACGCACCTGAGCAC 
TCACAGCTGGTCAGCTACCTGAACAACGCCATCAAGGCACAGGAACTGTTCACCCGCGAC 
AAGGACTACATCGTCCGCAACGGCGAAGTTATGATCGTCGACGGCTTCACCGGCCGTGTC 
CTTGCCGGCCGCCGATACAACGAAGGCATGCACCAGGCGATCGAAGCCAAAGAGCGCGTA 
GAGATCAAAAACGAGAACCAGACCCTGGCGACCGTTACCCTCCAGAACTACTTCCGCCTC 
T AC AC C AAAC T C G C C G GC AT G AC C G G T AC C G C AG AG AC C G AAG C AG C AGAGC T C AAC C AG 
ATCTACAAGCTCGACGTCATCGCGATCCCAACCAACCGACCAAACCAGCGCGAAGACTTG 
ACCGACTTGGTGTACAAAACCCAAGAGGCTAAGTTCGCAGCAGTCGTCGACGACATCGCA 
GAACGCACCGAAAAGGGCCAACCAGTCCTCGTCGGTACCGTCTCCGTCGAGCGCTCCGAA 
TACCTCTCCCAGCTGTTGACCAAACGAGGCATCAAGCACAACGTCCTCAATGCGAAGCAC 
CACGAGCAGGAAGCACAGATCGTTGCTCAGGCAGGTCTTCCAGGCGCCGTCACCGTTGCC 
ACCAACATGGCGGGCCGTGGAACCGACATCGTGCTCGGCGGAAACCCAGAAATCCTCCTC 
G AC AT C AAAC T C C G C G AAC G T G G AC T T G A T C C T T T C G AAG AC G AAG AAAG C T AC C AGG AA 
GCCTGGGACGCTGAACTTCCAGCAATGAAGCAGCGATGCGAAGAACGTGGCGACAAAGTC 
CGCGAAGCCGGAGGACTCTACGTCCTTGGCACCGAACGCCACGAATCCCGACGCATCGAC 
AACCAGCTGCGCGGTCGTTCTGCACGTCAGGGCGACCCAGGATCCACCCGCTTCTATCTC 
TCTATGCGCGACGACCTGATGGTTCGCTTCGTCGGCCCAACCATGGAAAACATGATGAAC 
AGGCTCAACGTCCCAGACGATGTGCCCATCGAATCCAAAACCGTCACCAACTCCATCAAG 
GGCGCCCAAGCTCAGGTGGAGAACCAGAACTTCGAAATGCGTAAGAACGTTCTGAAGTAC 
G AC G AAG T CAT G AAC G AAC AG C G C AAG G T TAT C T AC AG C GAG C G AC G C G AAAT C C T C G AA 
TCCGCAGACATCTCCCGCTACATCCAAAACATGATCGAAGAAACAGTCAGCGCATACGTC 
GACGGCGCCACCGCCAACGGCTACGTCGAAGACTGGGACCTCGACAAACTCTGGAACGCC 
CTCGAAGCCCTCTACGACCCATCGATCAACTGGACCGACCTCGTCGAAGGCAGCGAATAC 
GGCAAACCAGGGGAGCTGTCCGCCGAAGATCTACGCACCGCACTCGTCAACGACGCCCAC 
GCCGAATACGCAAAACTCGAAGAAGCCGTATCCGCAATCGGCGGCGAAGCACAGATCCGC 
AACATCGAACGAATGGTGCTCATGCCAGTCATCGACACCAAATGGCGCGAACACCTCTAC 
G AAAT G G AC T AC C T G AAAG AAG G CAT CGGCCTGCG C GC AAT G GC AC AG C G C G AC C C AC T G 
G T C G AAT AC C AAAAG GAAGG C G G C GAC AT G T T C AAC G G CAT GAAAG AC GG CAT C AAGGAA 
GAAACCGTCCGCCAGCTCTTCCTCTCCGCAAGCAGTTCATCAAGCAAGACGCGGAAGTCG 
CTGACTAACTCAGAACCC 

>RXN024 62-downstream 
TGAAATTCAGCATCCGCCACATG 

>RXN02 54 3-upstream 

CTCAATGAGGAGTTTTTCTTACCGGCGAAAGTCGGTGGGAAGCAAGTCAAAGCTCAAGCC 
G T G GAC AG T AC T AAAAT C AC C T AAAAC AGG AG G C AC CAT T 

>RXN02543 

ATGGGACGTGCAGTAGGAATTGACCTTGGAACCACCAACTCTGTGGTTTCCGTACTTGAA 
GGCGGCGAGCCAGTAGTTATCGCAAACGCAGAAGGCTCACGCACCACCCCTTCCGTCGTT 
GCATTCGCAAAGAACGGTGAAGTTCTAGTCGGCCAGTCCGCTAAGAACCAGGCGGTCACC 
AACGTTGACCGCACCATTCGCTCCGTCAAGCGCCACATCGGCACCGACTGGTCCGTTGCT 
AT C G A T GAC AAG AAC T AC AC C T C AC AGG AAA T CTCGGCTCG T AC C C T GAT G AAG C T G AAG 
CGCGACGCTGAAGCATACCTGGGCGAGGACGTCACTGATGCTGTTATTACCGTTCCTGCA 
T AC T T C GAGGAC T C AC AG C G C C AG GC AAC C AAG G AAG C T GG T C AGAT C G C AG GC C T T AAC 
GTTCTGCGTATTGTTAACGAGCCAACCGCGGCTGCACTTGCATACGGCCTTGAGAAGGGC 
GAGCAGGAGCAGACCATTCTGGTATTCGACCTCGGTGGCGGCACCTTCGACGTCTCCCTC 
CTAGAGATCGGCGACGGTGTTGTTGAGGTTCGCGCAACCTCCGGCGATAACGAGCTCGGT 
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GGCGACGACTGGGATCAGCGTATCGTTGACTGGCTGGTAGAGAAGTTCCAGTCCTCCAAC 
GG CAT T GA C C T G AC C AAG G AC AAG AT GGC C C T GC AG CGTCTGCGT GAGG C AG C T GAG AAG 
GCAAAGATCGAGCTGTCCTCTTCCCAGAGTGCAAACATCAACCTTCCTTACATCACCGTT 
GATGCAGACAAGAACCCACTGTTCTTGGATGAGACCCTTTCCCGTGCCGAGTTCCAGCGC 
ATCACCCAGGACCTCCTGGCCCGCACCAAGACTCCTTTCAACCAGGTTGTTAAGGACGCT 
GGCGTGTCCGTCTCGGAGATCGACCACGTTGTTCTCGTCGGTGGTTCCACCCGTATGCCT 
GCTGTTACCGAACTGGTCAAGGAACTGACCGGTGGACGTGAGCCAAACAAGGGTGTTAAC 
CCAGATGAGGTTGTTGCAGTTGGTGCAGCACTTCAGGCCGGTGTTCTCCGCGGCGAGGTC 
AAGGATGTTCTTCTTCTTGACGTCACCCCACTGTCCCTCGGCATTGAGACCAAGGGTGGC 
GTGATGACCAAGCTCATCGAGCGCAACACCACCATCCCTACCAAGCGTTCCGAGACCTTC 
ACCACCGCAGAGGACAACCAGCCTTCTGTTCAGATCCAGGTCTTCCAGGGCGAGCGTGAA 
ATCGCAACCGCCAACAAGCTGCTCGGATCCTTCGAGCTCGGCGGCATCGCACCTGCACCA 
CGTGGCGTCCCACAGATCGAGGTCACTTTCGACATCGACGCCAACGGCATCGTCCACGTC 
AC C G C AAAG G AC AAG G G T AC T G G C AAG G AAAAC AC CAT C AC CAT T C AGG AC GGCTCCGGT 
C T C T C C C AG GAT G AAA T T GAT C G CAT GAT C AAG GAT G C T G AAG C T C AC GC T GAT GAGG AC 
AAGAAGCGCCGCGAGGAGCAGGAAGTCCGCAACAACGCTGAGTCCCTGGTTTACCAGACC 
CGCAAGTTCGTTGAAGAGAACTCCGAGAAGGTCTCCGAAGACCTCAAGGCAAAGGTCGAA 
GAGGCAGCCAAGGGCGTTGAAGAAGCACTCAAGGGCGAGGACCTCGAGGCAATCAAGGCT 
GCAGTTGAGAAGCTGAACACCGAGTCCCAGGAAATGGGTAAGGCTATCTACGAGGCTGAC 
GCTGCTGCTGGTGCAACCCAGGCTGACGCAGGTGCAGAAGGCGCTGCAGATGACAATGTT 
G T T G AC GC T GAAG T T G T C G AAG AC G AC G C AG C T G AC AAT G G T GAGG AC AAG AAG 

>RXN0254 3-downstream 
TAAATGACTACCCCTAACGGAAT 

>RXN02 651-upstream 

CGATTTCTTGCGGCGTCGTGGTGTTCCTGATCGGAATGTTCCTTGAGGACCGTGAAAACG 
C C C AG CAT G C C AAAGC AAC T G AC GAG AAG G A T GAG G C C T G 

>RXN02651 

A T G AAC AAC C G AC AAAG C AG AAC CCTTCCCG T AC C AG AAG G AC T G G C AG G C A TGCGTGTG 
GACGCAGCACTGTCCAAGTTGCTGGGAATTTCACGCACCGTAGCTGCAGAACTCGCCACC 
GCCGGCGATGTCAGCGTTGATGGGGCTGTGGTAGGTAAAAGCGAGCGGCTCGTTGCCGAT 
TCCATGCTGGATGTCTTGCTGCCTGAACCAGCAGCTCCGTTGATGCCCAAGGAAGAAATC 
GTTCCCGGCCTGGATATTTTGTACTCTGATGACGATGTCATCGCAGTCAACAAACCCGTC 
GGCGTGGCGGCACATCCCACCGTGGGTTGGGAAGGCCCAACTGTGGTGGGCGGACTTGCA 
GCTGCAGGTTTCCGCATTTCCACCTCCGGCCCACCAGAGCGCAAGGGTATTGTGCAGCGC 
CTTGACGTTGGCACGTCTGGCGTGATGGTGGTTGCTGCCTCTGAACGTGGATACACCGTG 
CTCAAGCGCGCTTTCCGGGACCGCACCGTGGACAAGACCTACCACGCGTTGGTGCAAGGC 
CACCCTGATCCGCTGACCGGAACCATCGAAGCACCGATCGGCCGCCACCCCTCAGCAGGT 
TGGCGTTTCG C AG T AAC AAC T GAAG G C AAAC AC G C C G T C AC AC AC T AC G AAAC C C T GG AG 
GCCTTCCAAGAGGCAACCCTGCTGAAAATCCACCTGGAAACTGGCCGCACCCACCAGATC 
CGCGTGCATTTCTCCGCGCTGCACCACCCATGCTGTGGCGACCCCATGTACGGCTCTGAT 
CCTGCGTTGTCCGAGCGCCTTGGCCTTAACCGTCAGTGGCTGCACGCCGTCTCGCTTGGA 
TTCAACCACCCAGCAGATGGCCGATGGATGGAAATCGTCTCCCCATATCCAACTGATCTC 
CAACACGCTTTAGACGTTCTCCGCGAGCAA 

>RXN02 651-downstream 
TAATGGATGGTGTCGATAAAGGG 

>RXN027 32-upstream 

AGCCCTTAAACTCTCATTCTTTTGTTAGACTTGTTCACTAATTACAGACATCCAGGGGCT 
TAG A T T T T T AAC C C C T G T CAT AAG T T T T T GG G AAG G T C AC 

>RXN02732 

ATGAGCGAGAATTACAGCAAGATTGTCGTTGGCACTGATGGATCTAAGTCGTCCCTTCTA 
GCAGTTGAACGAGCTGCCCGAATCGCCGCAGCTTTCGACGCCACTTTGATCATCGGATGT 
GCATACTACGAAAGCAAGGAAGACGCTTCAGAGACTTTGCGCCAGGATTCTGTAACAATC 
CTCGGCGATGATCCTGCTCGTGAAAACCTGGACAAGGCAGCAGATGCAGCACGCGCTGTC 
GGCGCAACCTCCATCGAGACTGAGGTTCGTACTGGCACTCCAGTTGAGGCTTTGATGGCA 
ATCGTTAATGATCACCAAGCTGACCTTCTTGTGGTTGGTAACCGTGGAATCAACTATTTG 
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ACCGGCCGTTTGTTGGGTTCAGTTCCAGCTGATGTTGCACGCCAATCAGACTGCGATGTC 
ATGATTGTTCACACCGTGAGC 

>RXN027 32-downstream 

T AAAAAAAC C AAAC C AAAAC C G G 

>RXN0273 6-upstream 

CAGAGGATTACCCAGCGGGTACGTGGGGTCCAAAGAGCGCTGATGAAATGCTTTCCCGCA 
AC G G T C AC AC C T G GC G C AGG C C AT AAT T TAG G G G C AAAAA 

>RXN02736 

ATGATCTTTGAACTTCCGGATACCACCACCCAGCAAATTTCCAAGACCCTAACTCGACTG 
CGTGAATCGGGCACCCAGGTCACCACCGGCCGAGTGCTCACCCTCATCGTGGTCACTGAC 
TCCGAAAGCGATGTCGCTGCAGTTACCGAGTCCACCAATGAAGCCTCGCGCGAGCACCCA 
TCTCGCGTGATCATTTTGGTGGTTGGCGATAAAACTGCAGAAAACAAAGTTGACGCAGAA 
GTCCGTATCGGTGGCGACGCTGGTGCTTCCGAGATGATCATCATGCATCTCAACGGACCT 
GTCGCTGACAAGCTCCAGTATGTCGTCACACCACTGTTGCTTCCTGACACCCCCATCGTT 
GCTTGGTGGCCAGGTGAATCACCAAAGAATCCTTCCCAGGACCCAATTGGACGCATCGCA 
C AAC GAC G CAT C AC T GAT G C T T T G T AC GAC C G T GAT GAC GC AC T AGAAG AT C G T G T T GAG 
AACTATCACCCAGGTGATACCGACATGACGTGGGCGCGCCTTACCCAGTGGCGGGGACTT 
GTTGCCTCCTCATTGGATCACCCACCACACAGCGAAATCACTTCCGTGAGGCTGACCGGT 
GCAAGCGGCAGTACCTCGGTGGATTTGGCTGCAGGCTGGTTGGCGCGGAGGCTGAAAGTG 
CCTGTGATCCGCGAGGTGACAGATGCTCCCACCGTGCCAACCGATGAGTTTGGTACTCCA 
CTGCTGGCTATCCAGCGCCTGGAGATCGTTCGCACCACCGGCTCGATCATCATCACCATC 
TATGACGCTCATACCCTTCAGGTAGAGATGCCGGAATCCGGCAATGCCCCATCGCTGGTG 
GCTATTGGTCGTCGAAGTGAGTCCGACTGCTTGTCTGAGGAGCTTCGCCACATGGATCCA 
GATTTGGGCTACCAGCACGCACTATCCGGCTTGTCCAGCGTCAAGCTGGAAACCGTC 

>RXN02736-downstrearn 
TAAG G AG AAAT AC AACAC TAT G G 

>RXN02 827-upstream 

CGGTTTACTTTTATTTATCGAATGAATCATGTACATAGAATAATAAGCATTAAAGGGGGG 
GCGGGTAGGAAGAAGCAGCCGTGTCGCATATGCTTACTTT 

>RXN02827 

AT G T A T G AGC AGC AG AAG AT C C T T AAC G AAG T C AG T G AAAAAC G T C T T C AG G C AA T C AAA 
GATTTTACAGAACTGGGATCTGGATTCAAGATTGCGATGCGGGATCTTTCCATTCGCGGT 
GCAGGTAATCTCTTAGGTGCTCAGCAGCATGGATTTATTGATGCAGTCGGTTTCGATATG 
T A T T C T C AAAT G C T AAG C G AAG CTGTTTNTC G T AAAC AAG G AAAG AAT AG T C AAG T G GAG 
AAGNCCNCTGTTGAGATCGACCNCGGTGTCGATGCGTATCTACCTGAAACATACGTGGCA 
GAT CAN C GG C AGAAAAT C GAG AT C TAT AAAC GAAT T C G T G AAC T T GAT T C GC AAG AAAT G 
C TAG AT G AAC T AGAAG AT GAT C T G C T C GAC C G T T T T G GAG AAC AN C C AG AAGAAG T AGC A 
CAT 

>RXN02 915-upstream 

CACTTAATGCCATGACCTTGTGCATGCATAGTGTCATGACCTTGTGCACACCCCAGACCT 
AC AC C AC AG GC AT AG T C C T AG G C T G C T C AC AAT T GAC AT C 

>RXN02915 

ATGCCTAAACCCCTACCCCCAGAAACCCGACGCAAGATCATCGATTTCGATCCGTTCGCA 
CCGAACAGCCCCTCGATCGAAGAGTTCTGCAGTCGGCTAAAAATATCGCGGCGCAGCTTC 
TACAACATCCGCAACCGATACCAACAAGACGCCAACGCAGCACTGCATTCACACTCCAGC 
GCCCCAATCACCGCCCGGCGAACGTACGATGAATCCATCACCAGCACCTTGCTGTCCATC 
CGCGCACGCCTGAAAGCCCAAGGATGGGAGTACGGCCCGATCTCTATTCGATTCGAAGGC 
ATCTTCACCCGGGAACTGACTGCACCGATTCCATCTGTTTCAACCATTGCTCGTTTGTTA 
CGCGCCGCAGGAGCTGTT 

>RXN02 919-upstream 

ATTTCCCTCGCGAGATCCATCCTGTGGGCGGTGCACAGGTCACTGCCGCTACGGGCTCAG 
C T GAC C TAAG AT C T C GAG G AAAT GAT GAC T T C AG C G C G G A 
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>RXN02919 

GTGCCGGTCGATCACACCACCATCTACCGCTGGGTCCAGAAATACGCCCCTGAGCTGGAT 
AAGCAGACTCGCTGGTACCGGCAGGTTCCTGACTGGCAGGCCAGTTCCTGGCGGGTGGAT 
GAGACCTATATCCGGGTCGGCGGCACGTGGTGCTATCTCTACCGGGCTATTACCGCGGGT 
GGGCAGACCCTGGAGTTTTATCTCTCACCAAAACGGAATGTGGCTGCGGCCAAGCGTTTC 
CTGGCCAAGACGCTGCGATCGAATACGACAGCCGGGTCCCCGCGGGTCATCAACACCGAC 
AAGGCACCAGCTCTGGCCAAGGCAATATCCGAGCTGAAGGCGGAGGGAATCTGCCCTCAG 
ACGGTGGAGCACCGGCAGGTGAAATACCTCAACAACGTTATCGAGGGAGATCATGGCCGA 
CTCAAAAGAATCCTGGGGCCGAAGGGAGCGTTCAAAAACCGAATTTCCGCCTACCGGACG 
TTGAAAGGGATGGAGGCGATGCATTCATTGCGGAAAGGGTCAGGGAACGATGTT 

>RXN02 919-downstream 
TGACCTCACGGGCACCCGAACCC 

>RXN02 938-upstream 

ACCATCGTGGTTTCTCCAGACGGCAATGTAGTGGACACCTTCCCGCAGCCTTTCGAAACC 
ATCGATGACCTCGAAACCGCTGTGGCAGGGGCGCTGCAGA 

>RXN02938 

ATGCGTAACTACCCTGATTTACCGCATGATTTCCCAGGTCAT^AACACAGAGCTCACCCCC 
GCAAAGGCACCCGTGTGGATGCACCGACTCTTAGACCGCATCCACACCGGCCGCATGGCC 
AACCCGCTGGACGGTGCGGAAACGCTCGGCGACACAGACTCCGAAAAGCGCGCTGCCGTG 
CTCATGCTATTTTCTGGCTCGGTVAACCTCCTTTGACCTGCCCAATGACGCCTCCGTGCTG 
CTGACGCACCGCACCCCGACGATGCGTTCCCATGCAGGTCAGATTGCCTTTCCCGGTGGC 
CGAATCGACCCCACCGATACTAACGCCGTGGACTGCGCCTTCCGCGAGGCCTGGGAAGAA 
ACCGGGCTGGATCGCCGCACCGCAACCCCATTAGCCCAGCTCAACGAGGTGCACATCCGT 
GCCACCGGATACCCCGTCTACCCAATCCTTGGACACTGGCACACCCCATCACCCGTCGCC 
GTGGCCAGCCCACACG7VAACCGACGAAGTTTTGGACGCCCCACTCTACGACCTCATCGAC 
CCCAAAAACCGCCTCATGGTCGGCTGGCGCGAATGGCACGGACCAGCGTTTCGAATCAAC 
GACTACATCATCTGGGGATTCACCGGCGGACTACTCTCCGCGATCCTCGACACCGCCGGC 
TGGGCCACCGAATGGGACACCGACCGCATCTTCGACCTGGAAAATACATTGTCAACATCT 
CGCAACAATGAGCGTATGCGT 

>RXN02 93 8 -downstream 
TAGGCTGACGGGCTCCGGTGGCC 

>RXN0294 9-upstream 

ACTCTCGAAGGTTGAACACAGGGCTGCGATTGTGCTGGATCAAATGTCTGCACGAAAAAT 
TGTTATCGCCCCTGGATGAGTAGTGATTTAGAGGAGTGCT 

>RXN02949 

GTGAGCGACGAGCAGAATTCTGGCGTAGGCGGAACGTCTCGCCCAACGGGTAAACGCCAG 
CTGTCGGGTGCTTCCACTACCTCTACCTCTTCTTATGAGGCTAAGCAGGTATCTACACAG 
T^AGAAGTCATCCGGTTCGGATTCTAAGCCTGGCGGCGGTGTTATTTCTTTTCTGCCTGAG 
GTTGTGGGAGAAGTCCGTAAGGTTATTTGGCCTACTGCGCGCCAGATGGTCACGTACACC 
CTTGTCGTTTTGGGATTCTTGATTGTTTTGACCGCTTTGGTGTCTGGTGTGGATTTCCTA 
GCTGGTCTTGGAGTTGAGAAGATTCTGACTCCG 

>RXN02 94 9-downst ream 
TAGGTAGGATGTGTAACATCTTT 

>RXN02 963-upstream 

AACCTGGGCTAGCGGTGTAGACCCGAAAATAAACGAGCCTTTTGTCAGGGTTAAGGTTTA 
G G T AT C T AAG C T AAC C AAAC AC C AAC AAAAG G C T C T AC C C 

>RXN02963 

ATGAAGTCTACCGGCAACATCATCGCTGACACCATCTGCCGCACTGCGGAACTAGGACTC 
ACCATCACCGGCGCTTCCGATGCAGGTGATTACACCCTGATCGAAGCAGACGCACTCGAC 
TACACCTCCACCTGCCCAGAATGCTCCCAACCTGGGGTGTTTCGTCATCACACCCACCGG 
ATGCTCATTGATTTACCCATCGTCGGGTTTCCCACCAAACTGTTTATCCGTCTACCTCGC 
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TACCGCTGCACCAACCCCACATGTAAGCAAAAGTATTTCCAAGCAGAACTAAGCTGCGCT 

GACCACGGTAAAAAGGTCACCCACCGGGTCACCCGCTGGATTTTACAACGCCTTGCTATT 

GACCGGATGAGTGTTCACGCAACCGCGAAAGCACTTGGGCTAGGGTGGGATTTAACCTGC 

CAACTAGCCCTCGATATGTGCCGTGAGCTGGTCTATAACGATCCTCACCATCTTGATGGA 

GTGTATGTCATTGGGGTGGATGAGCATAAGTGGTCACATAATAGGGCTAAGCATGGTGAT 

GGGTTTGTCACCGTGATTGTCGATATGACCGGGCATCGGTATGACTCACGGTGTCCTGCC 

CGGTTATTAGATGTCGTCCCAGGTCGTAGTGCTGATGCTTTACGGTCCTGGCTTGGCTCC 

CGCGGTGAACAGTTCCGCAATCAGATACGGATCGTGTCCATGGATGGATTCCAAGGCTAC 

GCCACAGCAAGTAAAGAACTCATTCCTTCTGCTCGTCGCGTGATGGATCCATTCCATGTT 

GTGCGGCTTGCTGGTGACAAGCTCACCGCCTGCCGGCAACGCCTCCAGCGGGAGAAATAC 

CAGCGTCGTGGTTTAAGCCAGGATCCGTTGTATAAAAACCGGAAGACCTTGTTGACCACG 

CACAAGTGGTTGAGTCCTCGTCAGCAAGAAAGCTTGGAGCAGTTGTGGGCGTATGACAAA 

GACTACGGGGCGTTAAAGCTTGCGTGGCTTGCGTATCAGGCGATTATTGATTGTTATCAG 

ATGGGTAATAAGCGTGAAGCGAAGAAGAAAATGCGGACCATTATTGATCAGCTTCGGGTG 

TTGAAGGGGCCGAATAAGGAACTCGCGCAGTTGGGTCGTAGTTTGTTTAAACGACTTGGT 

GATGTGTTGGCGTATTTCGATGTTGGTGTCTCCAACGGTCCGGTCGAAGCGATCAACGGA 

CGGTTGGAGCATTTGCGTGGGATTGCTCTAGGTTTCCGTAATTTGAACCACTACATTCTG 

CGGTGCCTTATCCATTCAGGGCAGTTGGTCCATAAGATCAATGCACTC 

>RXN02 963-downstream 

T AAAAC AG G AAG AG C C AG T AAAC 

>RXN02 985-upstream 

GAGTACGGTTCCAAGATTCACCGTGCGGTGAAGGAAATACTCGCTGAGTTTGAATCTTAA 
AAAGGAAACCGCCTTCCACATTGTGGGAGGCGGTTTTCTC 

>RXN02985 

ATGCGATTAGAATCTTATGCCATGGCTAAGAAAGTAGACACCTCGAACGCTACCCCCGCT 
CTAGCCCTTCTTACGGAGAGGCAGATTCCTTTTGAGCTGGATGTTCATGATGTAGATCCA 
AAATCATCAAAGGGCTTTGCATTGGATGCCTCTGAAGTAATGGGTGTGGAGCCGGAAGTG 
GTGTTTAAAACGCTCATGGCAGATATTGATGGTGAACACGTGGTCGCGATTGTTCCAGCC 
AGCAGAACGTTGAATCTCAAGCAGTTGGCTAAGGCTGGAAAAGGTAAGCATGCAAACATG 

ATGGATCGCAGCCGTGCACAGGTAGTTACGGGG 

>RXN02 98 5-downstream 
TAAGTCCCTGGTGGAATCTCACC 

>RXN02 98 6-upst ream 

AGGTAAGCATGCAAACATGATGGATCGCAGCCGTGCACAGGTAGTTACGGGGTAAGTCCC 
TGGTGGAATCTCACCGATTGGGCAGAAGAACAAGCACCGC 

>RXN02 98 6 

GTGTTTTTGGATGAGTCTGCAATTCTCCAGGAGCGAATCTACGTCAGCGCAGGGCGACGC 
GGGTGGTCCCTGATTATCGCCCCGGATGATGTTCTTCTGGCTACCGATGGTGTTTACGCG 

GAT AT T G C T GAT C A T T C A 

>RXN02 98 6-downstream 
TAAAAGGTAAAACCCACCCCCGC 

>RXN02 98 8-upstream 

AGCGGCAAATATGTGCGGCTTGGCATAAACTGTGTCCATCGGTACCTGTGTAATAGACAC 
AC G G T AAAC AC G C AC AAG AT AAAAC AT T G C GAG AT T T T T C 

>RXN02988 

ATGAGTACAAAACCCACTATTGTGTCCACATTTTCTGGTTGCGGTGGCCTCGATCTTGGC 
CTCCAAGAGGTCGGATTCGACCCCATTTGGGCCAACGACTTCTCAGAAGAAGCAGTCCAA 

AC C TAT AAG C AC AAC AT C G G T G AC C AC AT T G T T C AC G G C G AC AT C AC T G AAAT T GAT C C G 
TTTACTGATGACACCATCCCTGACGGCGATCTCGTCACCGGCGGCTTCCCGTGCCAGGAC 
TTCTCCATGATCTGGAAGCGTCCTGGACTCGACGGCAAGCGTGGCACCCTGTACCAAAAC 
TTCCGTGACTTTGTTGCAGCAAAGAAGCCTAAAGCCTTTATCGCAGAAAACGTGAAGGGC 
CTACTCACTGCTAACCAGCACAAGGCTATTAAGACCATATTGAAGACCTCGAAGCTGTTG 
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AGCCTGGCTACATCGTCAAGCCTCGCCTGTACAACTTCGCTGAATACGGTGTCCCACAAT 
TCCGCGAACGTGTGCTCATTGTTGGCATTCGCCGTGACACCGGCTTTGATTTCAAGCACC 
CAGCTCCTACCCATGGCCCTCGCGGTGACATGCCGTATAAGACTGCCGGCGAAGCGCTCA 
AAGGCG 

>RXN02 98 8 -downstream 

T GAAG GAT G T C C C C AC AAAC AAC 

>RXN02 98 9-upstream 

AGGGGTCACTGCTGCAGTGCTGTTTTAGTCAGTGCTGAAGTGATGCAACCGTAGGAATTT 
TCGTCCACATCAACGTCAATAAAACTAAGAGGAATTAAAA 

>RXN02989 

AT G G C T C C C AAG AAG AC AG C AAC AAAG G C AAC T G C C G C C AAG G G G AAT G AT C G T C AG AAG 
GCACTTGATGCCGCACTAGCCCTGATTGAGAAGGATTTCGGTAAAGGCGCTGTCATGCGT 
CTGGGTGATGAGAATCGTCCGCCAATCCAGACCATCTCATCTGGTAACACCGCGATTGAT 
ATTGCCTTGGGTATCGGTGGATTCCCACGTGGTCGAATCGTTGAGGTGTATGGCCCAGAA 
TCATCAGGTAAAACCACCGTTGCACTGCACGCAATTGCGCAGGCACAAAAGGCCGGCGGC 
ATCGCTGCATTCATTGACGCCGAGCACGCGTTGGATCCAGATTATGCTCGCAAGCTTGGT 
GTAGATACTGATGCGCTTCTGGTTTCGCAGCCAGACACTGGTGAGCAAGCACTAGAAATC 
GCCGACATGCTGGTTCGTTCCGGCGCAATCGACATCATCGTGATTGACTCGGTGGCTGCG 
CTGACACCAAAGGCTGAAATTGAAGGCGAAATGGGCGATAGCCACGTTGGTCTTCAGGCC 
CGCCTCATGAGCCAGGCGCTTCGTAAGATGACAGGTGCGCTGTACAACTCGGGTACCACC 
GCGATCTTCATTAACCAGCTGCGTGAAAAGATCGGTGTGATGTTCGGTTCCCCAGAAACC 
ACCACCGGTGGTAAGGCCCTGAAGTTCTACGCATCTGTTCGTTGTGACATTCGACGAATC 
CAGACTCTGAAGGACGGACAGGATGCCATTGGTAACCGCACCCGCTTGAAGGTCGTTAAG 
AACAAGGTCTCCCCACCGTTCAAGATCGCTGAATTCGACATCATGTACGGCGAAGGCATC 
TCCCGTGAATCCTCCGTCATTGACTTGGCAGTGGACAACGGCATTGTGAAGAAGTCAGGT 
TCCTGGTTCACCTACGAGGGCGAACAGCTTGGTCAAGGTAAGGAAAAGGTGCGTCTTTCC 
C T C AAG GAG AAC C C T G AAC T C AC C GAT GAG C T G GAAG AT AAG A T C T T C AAG AAG C T G G G A 
GTAGGCAAGTACGCTGCAGCCTCAGATGAACTCACCGACGATCCAGTAGAGCTCGTGCCT 
AAC G T T G AC T T C GAT GAT GAAG C C G AC AC C GAAG C C G AC AC C GAAG C AG AC G C T GAAG AC 

>RXN02 98 9-downstream 

T AAG C AC C AG T T T T AAC AAAG C A 

>RXN03033-upstream 

AAG AC CAT C A G AA T C AAAT G G T GAT C GAT AT C T T G G G AAAAG C TAT T G G G AC C AG G C C C A 
ATCCTGGCGAGGGCTTAGACGAGGAGGACGCCACCTAAAC 

>RXN03033 

GTGGATGAGCAACGCGCCTTTGATCAAGGACTCAAGGAAGAAAACACCTTGATCACAGAT 
CTCACCACCTGTGCCAGGCTGAGCCATAACAAGGCATTACGGCTGATCAAGCTGTCGAAA 
TCAACGGCGTATTACCGCAACAAGCCGCGTCCCCGTCCTGCACCGAAACCTGTCCTGCAG 
GCCGTGCCAGCACCAACAGCACCTGGTGTGGAACCCACACCAGAGCCTTGGCAGGGGAAG 
GAGCCAGCAGTGTCGTCGGTGCGTCAAGCGTTGGCAGAACACGAACGCCAGTTCATTGTT 
GATGCGATCACCGCGTACCCACAACTGAGCGTTAGTGGGGTGTTTAACATGTTGTTTAAC 
AAAGGCATCTACCGCGCATCACTACGTACATGGTGGCGTGTTGCCAAGCAGCACAAGTTG 
TTACACAAAGACCGAGTCAGTGCCCTGTCCCCGGGGAAACGATCACCAACGCCACGGGTT 
AAGCCGAGGTTGGAAGCAACACAGCCTGGTCAGGTGGTGTGTTGGGATGTGACGTTCTTG 
CCGTCGCTGGTACGTGGTAAGACCTATGCGTTGCATCTGGCGATTGATTTGTTTTCCCGC 
AAGATTGTTGGGGCGAAGGTCGCGCCGACGGAAAATACCTCCACCGCGGTGGAGTTGTTA 
ACGCAGGTGTTAGCGGATAATCCGGGTGTGGTGACGGTGCATTCGGATAATGGGTCGGCG 
ATGACATCGACGAGGGTGCGGCGGTTGTTAGCGGATCATGGTGTGGCGTTGTCGTTGATT 
CGGCCGCGGGTGAGTGATGATAATGCGTTTGTGGAGTCGGTGTTTCATACGTTGAAGTAT 
CGGCCGTTTTATCCGAAGGTGTTTGCATCGATGGATCAGGCCCGGGTGTGGGTGGAGGAG 
TTTGTGGTGTATTACAACACGGTTCATCCGCATTCTGGTGTGGCTGGGCATACTCCGCAG 
TCGGTGTTTGATGGTAGTTGGAGGGCGGCTCATAGGTTGCGTGTGCAGGCGTTGGATGCC 
CATTACCGGCAGTTCCCGCAGCGGTATGTGGGGCGGCCGGTGGTTCAGGAAGTTGCTGGT 
GTGGTGCGTCTTAATGGTGCGCGTGATGATGGGTCTGTACAGGAGAGGGTTGGTGGTGTA 
GCGTCGCTGTTAAGTGCT 
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>RXN03033-downstreara 
TGAGTTAGCATGTGTTCTTATCG 

>RXN03035-upstream 

AAGACCATCAGAATCAAATGGTGATCGATATCTTGGGAAAAGCTATTGGGACCAGGCCCA 
AT C C T G G C GAG G G C T TAG AC GAG GAG G AC GC C AC C T AAAC 

>RXN03035 

G T G GAT GAG C AAC GCGCCTTT GAT C AAGG AC T C AAGG AAGAAAAC AC C T T GAT C AC AG AT 
C T C AC C AC C T G T G C C AGG C T G AG C C AT AAC AAG G CAT T AC GG C T GAT C AAG C T G T C G AAA 
TCAACGGCGTATTACCGCAACAAGCCGCGTCCCCGTCCTGCACCGAAACCTGTCCTGCAG 
GCCGTGCCAGCACCAACAGCACCTGGTGTGGAACCCACACCAGAGCCTTGGCAGGGGAAG 
GAGCCAGCAGTGTCGTCGGTGCGTCAAGCGTTGGCAGAACACGAACGCCAGTTCATTGTT 
GATGCGATCACCGCGTACCCACAACTGAGCGTTAGTGGGGTGTTTAACATGTTGTTTAAC 
AAAGGCATCTACCGCGCATCACTACGTACATGGTGGCGTGTTGCCAAGCAGCACAAGTTG 
TTACACAAAGACCGAGTCAGTGCCCTGTCCCCGGGGAAACGATCACCAACGCCACGGGTT 
AAGCCGAGGTTGGAAGCAACACAGCCTGGTCAGGTGGTGTGTTGGGATGTGACGTTCTTG 
CCGTCGCTGGTACGTGGTAAGACCTATGCGTTGCATCTGGCGATTGATTTGTTTTCCCGC 
AAGATTGTTGGGGCGAAGGTCGCGCCGACGGAAAATACCTCCACCGCGGTGGAGTTGTTA 
ACGCAGGTGTTAGCGGATAATCCGGGTGTGGTGACGGTGCATTCGGATAATGGGTCGGCG 
ATGACATCGACGAGGGTGCGGCGGTTGTTAGCGGATCATGGTGTGGCGTTGTCGTTGATT 
CGGCCGCGGGTGAGTGATGATAATGCGTTTGTGGAGTCGGTGTTTCATACGTTGAAGTAT 
CGGCCGTTTTATCCGAAGGTGTTTGCATCGATGGATCAGGCCCGGGTGTGGGTGGAGGAG 
TTTGTGGTGTATTACAACACGGTTCATCCGCATTCTGGTGTGGCTGGGCATACTCCGCAG 
TCGGTGTTTGATGGTAGTTGGAGGGCGGCTCATAGGTTGCGTGTGCAGGCGTTGGATGCC 
CATTACCGGCAGTTCCCGCAGCGGTATGTGGGGCGGCCGGTGGTTCAGGAAGTTGCTGGT 
GTGGTGCGTCTTAATGGTGCGCGTGATGATGGGTCTGTACAGGAGAGGGTTGGTGGTGTA 
GCGTCGCTGTTAAGTGCT 

>RXN03035-downstream 
TGAGTTAGCATGTGTTCTTATCG 

>RXN03038-upstream 

GCGCGGAAAACACCAAGTAAGCCTTACAGTCCGACAGCCTCATAGCGGATGGGATAAGTT 
CCAAACACGTTCAAATCCGTTAAAGTGCCTGTTTAAAACT 

>RXN03038 

ATGCATTCAAAGGAAGAGTTAACAGTGCGTAAAGGAATTTCCCGCGTCCTCTCGGTAGCG 
GTTGCTAGTTCAATCGGATTCGGAACTGTACTGACAGGCACCGGCATCGCAGCAGCTCAA 
G AC T C T G CAT T T G AC T AC G G T A T G GAT C C AAAC A T G AAC T AC AAC C C GAT C GAT G AC AT C 
AAGGATCGTCCCGAAGGATTGTCCAATCTTCCCTACTTCGGAAGTAAATTGACCAGCTGG 
GGCTCATCATATGCCACCGCCTCATCCGGCGTCGTGACCTCCGCGCTCCCGCAGTACACC 
GATCCGCGCTACCCCCTCGGCAAAGACGACCTGCCCAAGGCAACCATCGACATGGAGCCA 
GAAGTTCTTGCGCGCCTTGAGCGATTCGTCGGCGTTGACGGTGATCGCATCCGCCAAATC 
AACGCGTACTCGCCATCAATGGGACGCACCATTCCTCTAGTCTGGGTTGTTCCAGAAGAC 
AACACCGTGCCTGGCCCAACGGTCTACGCACTCGGAGGCGGTGACGGTGGACAAGGCGGC 
C AG AAC T G G G T C AC C C GC AC C G AC C T T GAG G AA T T AAC C AG T G AC AAC AAC AT C AAC C T C 
ATCATGCCGATGCTCGGATCTTTTAGTTTCTACTCTGACTGGGCACGCGAAAGCCAATCC 
ATGGGTTGTGCGCAACAGTGGGAAACATTGCTCATGCACGAACTGCCTGAGCCGCTTGTA 
GCGGCC 

>RXN03039 

GCACTCCCGCAATACACCGACCCACGCTACCCCCTCGGCAAAGACGACCTGCCCAAAGCA 
ACCATCGACATGGAGCCAGAAGCTCTTGCGCGCCTTGAGCGATTCGTCGGCGTTGACGGT 
GATCGCATCCGCCAAATCAACGCGTACTCGCCATCAATGGGACGCACCATTCCTCTAGTC 
TGGGTCGTGCCAGAAGACAACACCGTGCCTGGCCCAACGGTCTACGCACTCGGCGGCGGC 
GACGGTGGCCAAGGCGGCCAAAACTGGGTCACCCGCACCGACCTTGATGAGTTGACCAGT 
GAAAACAACATCAACCTCATCATGCCCATGCTCGGATCTTTTAGTTTCTACGCTGACTGG 
GC AG G C G AAAG C G AAT C CAT GGGTGGTG C GC AAC AG T G G G AAAC AT T C C T CAT GC AC G AA 
CTRCCMGAGCCGCTAGAAGCGGCCATCGGCGCAGACGGGCAACGCAGCATCGTCGGCATG 
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TCCATGTCCGGGGGATCRGTGCTGAACTTTGCGACGCATGACCCCAACTTTTAYTCCTCK 
GTCGGCTCATTTTCTGGATGTGCCGAAACCAACTCCTGGATGGGRCGCCGNTGGCATCGC 
AGCCACTGCCTACAACGGCAATGTCGTGCC 

>RXN0303 9-downstream 

T GAG CAAAT C T T T G G T GAAG TAG 



>RXN0304 0-upstream 

ATTACTCTCGCTATAACGATCCTTNTGCTCAACGCTGCGAAGCTCGAAGAACAAGACAAC 
CTCTACATCTTCGCCGGTTCCGGTGTGTTCTCTGAACTAG 

>RXN0304 0 

ATGTCATNCGGTGACAACGCACCGATTGATGAGGATGCGTTCAAAAACCGCGTCTTGGTT 
GGGTTTGAAATCGAAGCTATGTCCAACACCTGCACCCATAACCTCAAGGCTGCGACCGAT 
CAAATGGGCATCGACAACATCAACTACGATTTCCGACCAACCGGAACCCACGCCTGGGAT 
TACTGGAACGAAGCGCTCCACCGCTTCTTCCCGTTGATGATGCAGGGCTTCGGCCTCGAC 
GGTGGTCCCATCCCGATCTATAACCCTAACGGTGTGACCTCCAGCGAGTCTTCTNTCAGA 
ACTGTCTTC 

>RXN0304 O-downstream 
TGATGTGAGCCTTGGCACCNGTG 

>RXN0304 9-upstream 

ACCAGGGTGCACGTTCCCTGCACTTCATCGCCATGGTGTTGATGACGGGCTTTGTCATCA 
TGCACGTCGGCCTGGTTTTTTGGTCCATGGCGACTACAAC 

>RXN03049 

ATGGTCCACATGGTCTTCGGCGATATGAACACTGACCGTGCGGCGCAGGCCTACATCATC 
GTGATCACCACCATCGTCATGGTGGTGTTGTTCTGGATCGTGCTCAGATATTGGTCGCTG 
GCTGACCGGGCCCGCGCCCAGCGGTTCACCGCCAGCATCACGGAGATCGGACGCAAAATC 
TTCCTCAACCGGCTGCGTCCCCGGATGAGCAGGCAGAACACCTACACGGACAAGGACATC 
TCGCAGTTCCACTGGACCAATGGCCTGCCGCCGACCGATGATGAATCCCCCGAGTGGATC 
GCCGCCCGCGACAACGAGTGGGAGGGATACACCATCACCCTCGGCGACGATCCCAACGGC 
ACCGAGAAAACCATCACCCTCGACGATCTGCGGGAGCTGCCGCAGACCTCGTATGTCGCC 
GTCCACACGTGCATGCAGGGCTGGTCAGCTACCGCCCGGTGGACAGGGGTGCGGTTACGT 
GATGTTTTGTGTCATGACCTTGTGCACACCCTAGACCTTCACCACAGGCATAGTCCTCGG 
C T G C T C AC AA T T GAG AT CAT AC C T AAAC CCCTGCCCC C AG AAAC C C G AT GC AAG A T CAT C 
GATTTCGATCTGTTCGCACCGAACAGTCCCTCGATCGAAGAGTTCTGCAGTCGGCTTAAA 
ATATCGCGGCGCAGCTTCTACAACATCCGCAACCGATACCAACAAGATGCCAGTGCAGCG 
CTGCATCCACGCTCCAGCGCCCAGATCACCTCCCGGCGAACATACGATGAATCCATCACC 
AGTATCTTGTTGGCCATCCGCGCACCGCCTGAAAGCCCAAGGATGGGARTACGGYCCGAT 
CTCTATYCGATTCGAAGGCATCKCCACCGGGGAACTGACTGCACCGATTCCATCCGTCTC 
AACTATCGCTTGCTTGTTACGCGCTGCAGGAGCAGTCGAAAG 

>RXN0304 9-downstream 

T AAC C C T AAG AAG C G AC C AAAG T 

>RXN03051-upstream 

AC AT C C AG AAG TAG T C G T T GAG TAT C AC G AGC AAG T C AAC GAT AG T AAAG AT AAT G T C G A 
GGAACTCCCGCTGCCTAAGCGGGACATAGTTGCAGGGGAC 

>RXN03051 

ATGCGTTCAGATGTTATCGAGTTACCGGAGGGGGTAAGCAAGGAGAAAGCTGACCAGCTA 
GAAG T T G C G G AAGC G C G AC T T AAC GAG G G T G C AC G AC T GAT G GC AA C C AC C G GG T G T GAG 
GTTATGTGGCCAACGGGCTTCTCAGTTTGTGGCCGAATTCTTGACACCTATCGCCAGGTT 
GGAGGTCAGTTGTCATGGCTTGGGCCACCGAAGTCAAACGAGTTGACCAATCCCGACGGT 
GTTGGCAAAAGAAGTGAATTTTTTGGTGGAGCCATCTATTGGCACCCAGACACAGGCGCT 
TATGCAGTGACCTTGGACGGTTTGCGACAGTGGGGGACCTTGAACTGGGAATCAGGGCCA 
T T G GG G T AC C C AAC CTCTGGTCC GAT G GAT AC AAAC TAT C C C C T T AC T C AG C G AC AG AC T 
TTTCAAGGTGGTGACAACTACTACAACCCATTGACTGGCGGTGCTGTGTGGGGCGATATT 
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AAACAGCGCTACGAAGAACTTGGCGGCTCGAATCATGCCATTGGCATCCCGATCACTAAT 
GAGCTACCTAGCGGTACTGAGTATTTTTACAATAATTTCTCCAATGGAACAATTTCGTGG 
CGAAATGATCGTCAGACACGGTTTATGTATTTGGCTACGCAGCGGGTGTGGGATGCGTTG 
GGTCGGGAGACGGGTCGTTTAGGTTTTCCTGAAGCAGATGAAACACCTGAGGTTTCTGGT 
CTATTCCATGTGGCG 

>RXNO 3 052 -upstream 

CCGCTTTATCTACTACGGCCTCAGCCATAGCGTGGTTGGCGAAGTTGTGTTTGCAATAGT 
TTTTTAAATATCCCCAGCCTTCATTCCTGTAACGGTCATA 

>RXN03052 

ATGCCCTTTTCTCACGACAAATCTGAACTCGGTGGGGAAACCCCCTACGGGCTTGTACAT 
GTTAACCCTATGGCTGAAGTGCGACCTGTAAAAGCACAAACCAACGAGCCCCAAGCACTG 
CAGGTTGCTGACATTCAACCCTTTCACGCTGTTATTGCGGCCTCAAAACAATTGACTCTC 
ATCGACGTTGTCGATGTCTGCCTTGGAACAGTGTTGCGAGCATGGGAAGCACTGAGCCTG 
CGATGGGTAGACGTGGTGCTTGACGAGGAGCATCCAAGAATCTTTATCCGAGGCACCATT 
G T C T AC AAC AAAG AAAAAG G T AAC C AC AGAC AAG AT AAAAC AAAAAC GAC C AG C AG TAG G 
CGTGTCATTCAGTTGCCAGAAATTGCCTCAGACGTCTTACGCAAAAGACATGCACTCTAC 
GCCGAACATCTCGAAATGGTGTTCCCTTCCGCTAGAGGCACATATATTTATGAGTCCAAT 
TTCAACAAATTGTTGCGAAAACACCGAAAGGGTACTGCATATGATTGGGTGACCGTGCAC 
AGCATCAGGAAAACCCTTGCATCAATTGTCTCTGAGAACCTTGATTCCAAGGCCGCATCA 
GACGTACTCGGCCATGCTGACTCACGACTCACAGAACGGGTCTACATCGCTAAAACTGAC 
AAAGACGTTCCGATTGGTGATGTCGTCAACCAAGCGCTCAAAGAGGCACGAAAAGTCTCC 
AAAAAG T C T C C AAA T AAAG AAG C TAAAGAAGAAGAA 

>RXN030 52-downstream 
TAGACGCAATAG TTG CAT T T T T A 

>RXN0 305 4 -upstream 

GGTGGAAATACGCGCACAACAATTTTATTCACAGAACTTATGATTTTTTCGGGTTAGGGT 
C AG T T T G T T C AC AT C AAC TAG T AAC G AAAG GAT CAT G T G A 

>RXN03054 

ATGAAACTGTTTTCCAAGGCTGCAGGCGTCATTGCTGCAGCACTTCTTGTTGCAGGTGGT 
AT AG C AC C T G T GG C AC AG G G G C AAG C TAG T C AG G T G G T C AC AC C T G AAG AC C AAG AT G C G 
TATGTTCAACAGTTCCACCACGAAGGGAATACCCCACCTGTGGTAGACGGGGTGGGTGGC 
TACACTGAGCAAGAAATCGCCGAGATCCACGAGGCTATCCGACAAGCCCAAGAATCTGGC 
G C AC C T AAT G AAG AG C T C AT T C C G G G T GAG AT G T G G T C AG AT AAG G T G GAG C T G C C AG T A 
ACTATTGATAAAGCAGCCGCTGATGAGGCAGAGATAGCTATTGCACAGCAACAATCTCAG 
CCACAGACGCGAGGCCTTGCTGCGGCTGCGGCGTGTCAGACGTTTTGGCCGTCACCTCAT 
CAGGTTTGTGGTGCTATTTTAGAGCGCTATATTCAGCAGGGTGCCCAGTTTGGGTGGATG 
TTGTTTCCGAGTGAAGGCCAAACGTTAAATCCTGATGGTCAGGGGTATCGTCAGCGGTTT 
ATGAATGGGTTTGTTTATTGGCATCCGACAACTGGTGCGCATGCTGTTAATAATTACAGT 
GCGCAGGTGTGGGAGCGTAATGGGTGGGAGTCTGGGTGGATGGGTTATCCCACTGGTGGT 
GAAGTCCCTGTGAATGGTTCCAATCCGATTGATGGTGAGTTGAGTGGGTGGGTGCAAACT 
TTCCAAGGTGGGCGAGTGTATCGCAGTCCGGTATTGGACGGTTTCCAGGTGGCCAGTATT 
AATGGGCTGATCTTGGATAAATGGCTTGAATTGGGTGGTCCTGATAGTGACCTTGGTTTT 
CCCATTGCGGATGAGGCTGTGACAGCTGACGGTGTGGGTAGATTTTCTGTTTTCCAGAAC 
GGAGTTGTCTACTGGCATCCGCAACACGGAGCTCACCCTATATTAGGGAATATATACAGT 
AT C T G G AG AGAAG AAGG AG C T GAG AG T G G G G AAT T C G G T T AC C C TAT C G G C GAT C C AG AA 
AAGTATACAGAAAACATGGCTAATCAGGTATTCGAAAAAGGCGAACTTGCAGCTAACCTA 
TACCCCAATCCTCTTGAGGCTTTTATTGAGTTTTTACCCTTTGCTAATCTTGAGGAAGCA 
AT AG AG T AT T T T GAG AAC G GAT T G T C AAAT T C T C G T G TAG AG G C G AAT T C AC T T AAC GC C 
AAG AAAG AT T C GAT T C AAT G T C AAT C G C AA T C C G C T AAC AT T CAT G T GAG AAC G AAG AG T 
GACGGAGTCGGGATTAGGGTTCCAAAGATTGGGTTTAAGGCTAGGATGGATTGCGACCTT 
CCTGGAACTGTCTCAGATGTAGTGGGGTATGGATGGATTTACTACGACTATTGGGGACGA 
TGGGCTCAAGCAGCATATGCACAACAATTCTTCGGTAATAGGAATTCTGTTGTGCAAACC 
AATTTAGAGGCGGGTTGCAGCGGGGAGAAGAATACATTATTTTGGGGTACTTCATATTTT 
CAGGTGACTTATGAAGGTCAGCCGTATTTCGGTCAGTCAGCAACTAATTACGCTTATCTT 
CCGTGTACGATAGACCGTAGT 
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>RXN0305 4 -downstream 
TAACATAAGGAATGGAATAGGAG 

>RXN03069-upstream 
ACTATGCGGAAAAGTGGAAGAGGGTTTGTGATATATGTCACGATCGAGGAATTGGGGAGA 
GATCGAGAAGTTGCGCTCGGGGAGGTACAGGGCACGCTTC 

>RXN03069 

ATGCACGAGGGTAGGCGATACTCTGCCCCGTATACCTTCGGTACCAAGGGTGAGGCGCAG 
GAGTTCTTGGCCTCTGAACGCACGGCCATCATCAATGGCACATGGATGGATTTTGAGATG 
C GG GAG AG G T T C GAG C AG G C AC AGC GC GAAG C C G AAG AAC G CAT GAT G GAG AC C T T C T T C 
AGTTATGCATCGAGGTGGATAGAAACCCGGACAAATGCCCAAGGAAAGAAACTCAGCCAA 
G GG G T G AAAG AT GAT T AC T T T C G T T AT AT AAAAT C AG A T C G AC T AAG T TAT T G G G C T GAT 
TATGCGCTCTGTGAAATCACTGTCGCTGATGTCCGTGAGTGGTATAGCGATACTATTCAG 
GACGGTAAATTGACCTCAATGGCGCGGAGTTACAGCATGATGAAGTCTGTCATGGAGACT 
GCAGTGGAGGATGGCATTATCCCGATGAATCCGTGCAAAGTCCGTGGCGGGGGTAATACG 
AAAACAGGCAAAAAGGTTGATGTCCCAACCGATGCCGAGCTTGAGGCGATCATTGGTGCA 
CTGCCGAGTAAGTACTTTTGTTTGGCTATTGTTGCTGCCGCTGGTGCACTTCGATTCGGT 
GAAATCGTTGCGCTGCGTACCACTGATGTGGATGTTTATTTTGATCGCAGCGGATTTGTA 
GATTGTGTTCGAATAAGGATTTCTCGGAGCATTAGGCACACGAGATACCATGGCCGAGTT 
GAAGGTCCGCCTAAAACTGAAGCTGGTGTTCGTAGCCTCTATATCTATGGCAAAGATGCA 
GCAGAAATTGCCAAGCATGTGGACACGATTGATGTGGGTTTGCGACTATGGAGCTCGATG 
AGAGATCCTGATGAACCCATGCCGTATCACACCTTTAAGCACAACTGGGATAGGGCGCGG 
G AAAG T G T C C AC AG T AAAG C G AC C G T T C AC T C GAT GAG G CAT TAT T C G G G T AC GAAG TAT 
GCACAGGTTGGGGCGACACTCAAGGAGGTGATGGCGCGGCTGGGGCACTCAACACCTAGT 
GCAGCACTGCGTTATCAGCACTCAGGCGAGCGTGATGAAGAGCTAGCAAAGCGCATGGCG 
CGC 

>RXN03 069-downstream 

T AAAC AC T C G GC AG T G AG T T T C A 

>RXN0307 0-upstream 

GTGGATAAAAGGGAAAACATAGGGGTCATGAAATAGAACAAGCACGAGGCCTGGTAAATA 
C G AAT T C G AC C AAG AAAAC G T AAAC AC C C C AG GAG T AC T C 

>RXN03070 

GTGCCTGCCCTTCCATCATCTATCATCGACCCCCTCTGGCGCCAGTTCTCCGCCTTAATC 
CCACCGGTTATCATCACCCACCCACTAGGGTGCCACCGTGCACGCATTGCTGACCGGATC 
ATCGTCGACAAACTCATCGCAGTGCTTGTCCTCGGTGTCTCCTATATCAAGATTTCCGAT 
TCCACCTGCTCAGCCACCACGATACGCACCCGCCGAGACGAGTGGATCACTGCCGGGATT 
TTCAAGAATTTAGAACAGATCTGTCTGGAGTCCTACGACCGTTTCATCGGGTTAGACCTA 
GAAAACTTAAATGTTGATGGCTGCATTGTTAAAGCTCCCTGCGGCGGAGAGGTAGCCGGC 
AGATTCCCGGTTGACCGGGAAAAAGGCACCAAACGCTCGTTAATGGTCGATGGACATGGA 
ATCCCGATCGGGTGCGTGGTCGCCGGAGCCAATCGGCATGATTTACCGTTGTTAGCTGCA 
ACCTTGGACACGCTCGGCCGGTTTGGGGGCTCTCTTCCCGATCAGATCACGGTGCATCTC 
GATGCTGGGTATGACTCGAAGAAAACCCGCAGGCTACTCAGCGAATTTGGTTATAGCTGG 
GTGATCAGCATTAAAGGTGAGCCGCTGCAGGCTGGGACTCGGTGGGTGGTGGAGCGTACT 
AACTCTTGGCATAACCGGGGTTTTAAGAAACTTAGTATCTGCACCGAACGTTGTACCCGG 
GTTGTGGAAGCGTTTATCGCTTTAGCCAACGCGGTGATTATTCTGCGTCGGCTTATCAAA 
CAGGCCTGGACTAGTTACCGCTGGGACACCCGACCGGGCCACAGACCT 

>RXN0307 0-downstream 
TAATCTATCCGCGCAATCTCTAA 

>RXN0307 8-upstream 

TGAACAAAACCCTAAACTTTCGGCCGATAGCAACCCCGCTCGACTGGTAAATGTTGCCTC 
ACCGGAAAAGGTCTGTCCAAGGTGACTACACTGATACAGC 

>RXN03078 

AT G AC G AC G C AGG AT AAA G AT C T C AC C G C AC AAAC C G C T T C C AG AG TCCTTTCTG G AAT T 
CAGCCCACCGCCGATTCCTATCACCTGGGCAATTACTTGGGAGCAGTCAAGCAGTGGATT 
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GACCTGCAAGATTCCTACGATGCCTTCTACTTCATTCCAGATCTCCACGCGATTACCGTC 
GATCAGGAACCAGAAGAGCTGCGCAACCGCACCATTTCCGGCGCCGCACAGCTGCTGGCC 
CTGGGCATTGATCCAGAACGCTCCACCTTGTTTGTGCAGTCGCATGTTCCCGCACATGCA 
GAACTGTCATGGGTTCTGACCTGCCTGACCGGTTTCGGCGAGGCATCCCGCATGACCCAG 
TTCAAGGACAAGTCCTCCAAGCGTGGCGCCGACCGTACCTCAGCTGGTCTGTTCACCTAC 
CCGATGCTGATGGCAGCAGATATTTTGCTGTACCGCCCACATCTTGTCCCAGTCGGTGAA 



>RXN03102-upstream 

CGTGGTCACGGGTCTGCAGTACCTGTGGGATTCACGAAAGTCCGCAGAAAGCTAGACCAT 
GTCGGAGAATCTGGCGGGGCGA 

>RXN03102 

GTGGTGGAGCTGTTGAAATCGCGCGGTGAAACGCTGGCGTTTTGTGAATCCCTCACCGCC 
GGCCTTGCCAGTGCGACGATCGCAGAGATCCCCGGCGCCTCAGTGGTACTTAAAGGCGGG 
CTGGTCACCTATGCCACCGAGCTTAAGGTTGCGCTTGCCGGTGTGCCGCAGGAGCTTATC 
GACGCGCACGGCGTTGTTTCCCCGCAGTGCGCCCGTGCGATGGCAACGGGGGCCGCACAC 
AGATGCCAGGCAGATTGGGCGGTTTCGCTCACGGGCGTTGCTGGCCCCAGCAAACAAGAT 
GGTCATCCGGTGGGGGAAGTGTGGATCGGAGTGGCTGGTCCTGCGCATTTTGGGGCGTCG 
GGAACAATTGACGCGTATCGTGCGTTTGAAAGTGAACAACAGGTAATATTGGCTGAATTG 
GGACGGCATCATATTAGAGAGTCTGCTGTGCAGCAAAGCTTTCGCCTGCTGATTGACCAT 
ATTGAGTCGCAG 

>RXN03102-downstream 
TGACTCAAGTTTCCAGGTAAACT 

>RXN03118-upstream 

ACACTCCCGTCGATCTAGAGGAACAGCACGCGTACCTGCAGACGCTCTCCATTAAGGAAC 
GTCTCGCGCTGGCTGATCAGGAAGCTGATTAAGTAGATAT 

>RXN03118 

ATGAAGCCCACCGTTAATGTTGTGTTCAATGCGCATCACCCCAAAGATACGCAGCCGTTG 
G AT AAG T T C T T C G AT AAAG AAC T T AAAG AC AC AC AT CAT C T C G AT AT AAC G G T G G G T TAT 
ATCAGTGAGAAATCACTACAATATTTGCTTCTTATTGCAGGCACTTACCCCGACCTCACC 
ATTACACTTACCTGTGGAATGCACGCTCGTGAAGGCATGACTGCTGCCCAACTGCATCAT 
GCGCGAGTGCTCCATGACTACTTAAGCGACCATGATCGAGGCGGGGTGTTCGTTATTCCC 
CGATTGCGTTATCACGGGAAAATCTATCTTTTCCACAAGAACCAGCACACAGATCCTATT 
GCTTATATCGGTAGCGCTAACCTCTCAGCCATCGTTCCTGGGTACACCTCTACATTCGAG 
CCCGGCGTCATCTTAGACCCCGCACCTGAAGATCTCGTGCTTCATCTCAACCGTGATGTC 
GTACCCCTATGTGTCCCCATTGACACCGCGCATGTCCCCATCATTAAAGATCAAGAATCC 
CCGATGAAGCACGTCGCTGAAGCAACAGCTGTGTCCACCTCTGATGTTGTTGCCATCATG 
TCCAGCCCATTTACTTATAGTTTTGACCTTAAACTCAAAGCCACTGCCAGCAGCAACCTC 
AATGCTCATAACTCAGGCGGTGGCGCGCGCAAACAGAAAAACGGTAGCTTCCTTGCACGC 
AATTGGTATGAGGGCGAAATCATTGTCGGTGTCGAGACAACAAGACTCCCAGGTTACCCA 
CAAAACAAATCCGAATTCACTGCGGGTCAC 

> RXN 0 3 1 1 8 - down s t r e am 
TGATGACGGCTGGTCATTTGTTT 

>RXN03121-upstream 

CTAGGGGTGGCGGGATTGCAAAAATCCGTCCCCGGTTCGCCATGAAATGCTGATTTTGAT 
CGAATCTTTGCGCTAACTGTAGGGCGGGTTCAGGGGGTGA 

>RXN03121 

AT G C AC C AC GAG C AA C C C G AAGG G T G C GAAG T G G G CAT T C G T AG AAC AAT C C CAG AG GAA 
AGCCGTACGGCTTTCCTCGACATGATCAATCAAGGTATGTCAGGTCTTGCTGCGTCTACA 
GCGGTCGGGGTCAGTGAATTCACCGGGCGAAAGTGGGCGAAGGCCGCCGGGGTGAAACTG 
ACCCGCGGCCCGCGAGGTGGCAATGCTTTTGACACCGCCGAGAAACTTGAGATTGCAGCC 
AGCATGCTAGAGAAAGGATGCCTACCCCGAGAAATCGGCGAGTATGTCGGCATGACTCGG 
GCCAATATATCCCTATGGCGCAAACAAGGCCCAGACAAGCTTCGCCAACGCGCAGCCACC 
TTGCGCACCGGCAAGCGAGCAGCTGAATTCATCCACGCCCCGGTGATGGGCCCTTATTAT 
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GGGCCACGCACACTCCATCAAGTGTTGCGTGAGGACTACACAACACTGTTTGACGAGTTA 
TCTGCGTTGGGGTTGCCAGCACAGGTGTGTGGGGCCTTACTTCATCTTGCTCCACCACCA 
TCATTACGCTTTTCTTATATGTCGTGTGTAGTGCCGTTATTTGCTGATGAAATCAAAATC 
G T AGG AC AAGGC AC ACG AT TAT C GT T AGAAG AG AAAAT GAT G 

>RXN03130-upstream 

AACCTGGGCTAGCGGTGTAGACCCGAAAATAAACGAGCCTTTTGTCAGGGTTAAGGTTTA 
G G T AT C T AAG C T AAC C AAAC AC C AAC AAAAG G C T C T AC C C 

>RXN03130 

ATGAAGTCTACCGGCAACATCATCGCTGACACCATCTGCCGCACTGCGGAACTAGGACTC 
ACCATCACCGGCGCTTCCGATGCAGGTGATTACACCCTGATCGAAGCAGACGCACTCGAC 
TACACCTCCACCTGCCCAGAATGCTCCCAACCTGGGGTGTTTCGTCATCACACCCACCGG 
ATGCTCATTGATTTACCCATCGTCGGGTTTCCCACCAAACTGTTTATCCGTCTACCTCGC 
T AC CGC TGC ACCAACCCC AC AT GTAAGC AAAAG T AT TTCC AAG CAGAACTAAGCTGCGCT 
GACCACGGTAAAAAGGTCACCCACCGGGTCACCCGCTGGATTTTACAACGCCTTGCTATT 
GACCGGATGAGTGTTCACGCAACCGCGAAAGCACTTGGGCTAGGGTGGGATTTAACCTGC 
CAACTAGCCCTCGATATGTGCCGTGAGCTGGTCTATAACGATCCTCACCATCTTGATGGA 
GTGTATGTCATTGGGGTGGATGAGCATAAGTGGTCACATAATAGGGCTAAGCATGGTGAT 
GGGTTTGTCACCGTGATTGTCGATATGACCGGGCATCGGTATGACTCACGGTGTCCTGCC 
CGGTTATTAGATGTCGTCCCAGGTCGTAGTGCTGATGCTTTACGGTCCTGGCTTGGCTCC 
CGCGGTGAACAGTTCCGCAATCAGATACGGATCGTGTCCATGGATGGATTCCAAGGCTAC 
GCCACAGCAAGTAAAGAACTCATTCCTTCTGCTCGTCGCGTGATGGATCCATTCCATGTT 
GTGCGGCTTGCTGGTGACAAGCTCACCGCCTGCCGGCAACGCCTCCAGCGGGAGAAATAC 
CAGCGTCGTGGTTTAAGCCAGGATCCGTTGTATAAAAACCGGAAGACCTTGTTGACCACG 
CACAAGTGGTTGAGTCCTCGTCAGCAAGAAAGCTTGGAGCAGTTGTGGGCGTATGACAAA 
GACTACGGGGCGTTAAAGCTTGCGTGGCTTGCGTATCAGGCGATTATTGATTGTTATCAG 
ATGGGTAATAAGCGTGAAGCGAAGAAGAAAATGCGGACCATTATTGATCAGCTTCGGGTG 
TTGAAGGGGCCGAATAAGGAACTCGCGCAGTTGGGTCGTAGTTTGTTTAAACGACTTGGT 
GATGTGTTGGCGTATTTCGATGTTGGTGTCTCCAACGGTCCGGTCGAAGCGATCAACGGA 
CGGTTGGAGCATTTGCGTGGGATTGCTCTAGGTTTCCGTAATTTGAACCACTACATTCTG 
CGGTGCCTTATCCATTCAGGGCAGTTGGTCCATAAGATCAATGCACTC 

>RXN03130-downstream 

T AAAAC AG G AAG AG C C C G T AAAC 

>RXN03161-upstream 

ACCCACCAGGACGGGTTGTGTGCGGGATTTTCTTATCCTACAAAACGGTGCTGTTGCAAA 
GTTGGGGCAGTAGGAAGACCGGCGTGGAATAATCAGGTCC 

>RXN03161 

ATGGGCATCTTCTCCGGTCGGCAGTTCCCTCGTGAAATCATCCTGTGGGCGGTGCGGTGG 
TACTGCCGCTACGGCGTGAGCTATCGCGACCTCGAAGAGATGATGACCGAGCGGGGAGTG 
CCGGTCGATCACACCACGATCTACCGCTGGGTCCAGAAATATGCTCCTGAGCTGGATAAG 
AAGACCCGGTGGTATCGGCAAGTTCCTGACTGGCAGGCCAGGTCCTGGCGGGTGGATGAG 
ACCTATATCCGGGTCGGGGGAAAGTGGTGCTACCTCTATCGGGCAATCACCGCCGGTAGC 
CAGACCCTGGACTTCTACCTCTCCCCGAAGAGAAACGTCGCGGCGGCGAAGCGTTTCCTG 
GCGAAGACGCTGCGGTCGAATAAT 

>RXN03165-upstream 

GGGGTTAATCATAAGGCGTCCACTGTGACGGAATGCGTTGGTGAAGATC 
>RXN03165 

ATGGGTAATTTGCCGCAGGCGTTGCGTCATAGTTTTACGTGGGATCAGGGTGTGCAGATG 
GCAGAGCATGCCCGGTTAAGCGTGGTGACCAAGTGCCCGGTGTTTTTCTGTGATCCTCAT 
TCGCCGTGGCAGCGTGGGTCGAATGAGAATACGAATGGATTGGTCAGGGATTTTTTCCCG 
AAG G G C AC T AAT T T T G C T AAAG T AAG T G AC G AAG AAG T T C AG C G G GC AC AG GAT AT G C T G 
AATTACCGACCGCGGAAAATGCATGGTTTTAAAAGCGCGACGCAGGTATATGAAATAATC 
GTAGTTGGTGCATCCACGGAT 

>RXN03165-downstream 
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TGAATTCGCCTAGGAGATTGTGC 



>RXN0 3 168 -upstream 

CCCTCGATTATTACAATCCGGCTACTTCGGAAGCGTTTGTGGCCGGATTTTTCTATCCTG 
GAAGGTATTAATACTTCTTTAAGGGTCGGAGGATTTTCGT 

>RXN03168 

ATGTCTACTAGAACAACGCCACAAGACCGTTATACCGACGAATACGGCATCGAACGCGTC 
AACAAGGATGAACCCGGCCTGGTGGACAAACTCCGGGACAAGCACGACTGGTTTGATCAT 
CTCATGCGCATGAATGAACGTTTCGGCGCAAAAGGTGGCAACCAATTGTCGGCGGGTATT 
ACGTATTTCTCCGTGCTGTCGATCTTCCCGATTGCCATGCTTGTCTTCGGTATTGCAGGT 
GTCATCCTTGCCGGAAACCCTGAAGTTCTCACAGATATTCAAAATCGAATCAACGATGCT 
T T AG AAG G C GAG AT C G G T AAC AC C G T C AAC G G C A T CAT T GAT T C C G C GAT T GC G C AG C G T 
GGTGCTGTGTTGGGCATTGGTGGTGTAACTGCCCTGTGGTCTGGACTGGGGTGGATGGCG 
AACCTGCGCTTTGGAGTTTCCCGCATGTGGGCCATTGACCCAACTGAAGGCAACTTCATT 
CAAAAGAAGCTCACCGACTTGGTCGCGCTGATCGTCTTGCTGCTGGCCATGGGCGTAGCC 
TTCGGTATCACGGCGCTCGGTGCTTCCGGACTAACCAAAAACCTGCTGGACTTTGTGGGC 
CTGGGGGAGATTCCGGGCATTAGCTACATCACCTGGGTGGTCGCAGCACTTGTTGGTGTC 
TTGGCTAACTTCCTGGTGTTCATGTGGCTGATTTTCTCCCTGCCACGTACCAAAGTTCCC 
ATGAAACCGGGTCTTCAGGCAGCACTGCTTGGCGCAATCGGTTTTGAGGTGGTCAAGCAG 
GTTGGATCGCTGTTGGCTTCAAATGCATTGAGTAACCCCGCGGGTGCAGCATTCGGTCCG 
ATCATCGGCATCATGGTTGTGCTGTATTTGATCTGGCGCATCCTCATGTATTGCTCTGCG 
TGGGCTGCCACCAGTGAAGAAGCGTTGCGTCTTGCGACTGTTCCAGCACCAGAGCCTGCG 
ATCATTCGGGTTCGCCATGAAATTGATCCAGGTGAAGAAGTCTCCCAATCTGCTCGAAAA 
GTGGGCATTGGAGTGGCCGTGGGTGCCGCGACTGCGGGTGCTTTTGCGCTGTTGCGTAAA 
AAA 

>RXN0 3 168 -downstream 
TAGTTTTTATTAAGGGCATTCCC 

>RXN03169 

GATCTGCAGAACCCCACCGCCAAGATGTCCAAGTCCGGCGACAACCCGAAGGGCATCATC 
AACCTGCTTGATGATCCAAAGGTGTCCACCAAGCGCATCAAGTCCGCAGTCACCGACAAC 
GACGGCGTCATCGCCTACGATCCAGAAAACAAGCCTGGCGTGTCCAACTTGCTGGTCATC 
CAGTCTGCGCTGACGGGTACCTCCATCGATTCGCTTGTCGACGGCTACCAGGGCGCTGGC 
TACGGTGCGTTGAAGGGTGACACCGCCGACGCGCTTGAGGCTTTCACCACTCCTTTGAAG 
GCAAAGTACGACGAGTACATGAATGACCGCGGCGAGCTCGAACGAGTCTTGGCTATCGGT 
GCTGAGCGCGCCACCGAAGTTGCCAACGAAACCTTGGCTGATGTGTACGACAAGATTGGT 
TTCTTGGCGTCTCGTCGC 

>RXN03169-downstream 
TAACAACTAGACCCTCGATTATT 

>RXS00061 - upstream 

TGAAAGCAATATTAGACCATCAATGATTAGGAATGGAAATTAGGGGTCTGGTTTGGGTGAATGTGTCGC 
TAATTTTTCCACTCGCCTACACTCGGGAGGC 

>RXS00061 

GTGACTGAGAAGACTGACCAGACCTTAATGCTTATCGACGGCCACTCGATGGCTTTCCGCGCATTCTTT 
GCTTTGCCGGCTGAGAATTTCTCCACGTCGGGCGGGCAGGCCACCAATGCTGTCTATGGCTTTCTCTCG 
ATGCTGTCCACGTTGTTGAAGGATGAGCAGCCTACTCATGTGGCGGTGGCTTTCGATGTGGGGCGTAAG 
ACGTTCCGTACCGATATGTTCCCGGCGTATAAGGCGCAGCGTGAAGCAACGCCACCTGAGTTTAAGGGC 
CAGGTGGAAATCCTCAAGGAGGTGTTGTCCACTTTGGGAATTACGACTATTGAGAAAATCGATTTTGAG 
GCTGATGATGTGATCGCCACGTTGTCTGTGGCGGCGAAACCTTTAGGCTTTAAGACGCTGATTGTTACG 
GGTGACCGTGATTCCTTCCAGTTGGTCAATGACACCACCACGGTGTTGTATCCGATGAAGGGCGTGTCT 
GTGCTGCACCGTTTCACGCCGGAAGCAGTGGAGGAGAAGTATGGACTGACACCGAGGCAGTATCCGGAG 
TTTGCAGCGCTGCGTGGTGATCCTTCCGATAACTTGCCTAATATTCCTGGCGTGGGCGAGAAGACTGCT 
ACCAAGTGGATTGCCCAGTATGAAACTTTGGATAATTTGCTTGATCACGCTGATGAGATCAAGGGCAAG 
GTTGGCGCCAGCCTGCGTGAGCGCATTGAGCAGGTCCGGATGAACCGCAAGCTCACGGAGATGGTGAAG 
GATCTGGAGCTGCCGCTTGGTCCGGACGATTTTGAGATGAAGCCTGTGCAGGTTGCGGAGGTTGCGGCG 
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AAGTTTGACGATCTGGAGTTTGGTACCAATTTGCGTGAGCGGGTGCTGGCGGTGGTGAAGGCCGAGGGT 
TCCGCTGCCCCCGTGGAGGAAGTGGAAGCGGAACAGGTTGTCGTCGATACGCAATCTTTGGCGCAATGG 
CTGCCTGCTAGGGCTGGCCAGGCGCTTGCTTTAGCGCTGGCTGGAGTGGCTAAACCTGCTGCTGGCGAC 
ACGTATGCGCTAGCGATTGCGGATACCAAGCGCCATGCGGTGTTGGTTGATGTGGCTGATATTTCAGCG 
GAGGATGAAAAGGCGCTGGCCACGTGGTTGGCGTCGGAAGATCCAAAGATGCTGCACGGCGCTAAGGCC 
GCCTATCATATGCTCGCTGGGCGCGGTTTTGAGCTGCACGGCGTGGTGCATGACACGGCGATCGCGGCA 
TACTTGCTGCGTCCGGGCCAACGCACCTATGAGCTTGCCGACGTCTACCAGCGGCATCTTCAACGACAG 
TTGTCTACAAACGACAATGGCGGCCAGCTCACGCTGCTCGACGCAGCTGATGACCAATCGCTTGTTGAT 
GATGTCATTGCAATCCTTGAGCTGTCTGAAGAATTGACCAAACAGCTTCAGGAGATTCAAGCTTTTGAG 
CTTTACCATGACCTGGAAATTCCGCTGTCGGGAATTCTGGCGCGCATGGAGGCCATCGGTATCGCTGTT 
GATGTTGCCACTTTGGAAGAGCAGTTGAAGACTTTCATTGGTCAGGTTGCTCAGGAAGAGGAAGCAGCT 
CGCGAGCTCGCTGAGGATCCAACCCTGAATCTCTCGAGCCCGAAGCAGCTGCAAGTGGTGCTTTTTGAG 
ACGTTCGGAATGCCGAAAACCAAGAAAACCAAGACCGGCTACTCTACGGCTGCCGCGGAAATTGAAGCC 
CTAGCGATCAAGAATCCGCACCCATTCCTAGATCACCTGTTGGCACACCGTCAGTACCAAAAGATGAAG 
ACCACTCTGGAAGGTCTCATCCGTGAGGTGGCTCCTGATGGCCGTATTCACACCACCTTCAACCAGACG 
GTGGCGTCTACGGGACGTTTGTCATCCACTGATCCCAACCTGCAAAACATTCCTGTGCGCACTGAGGCT 
GGCCGAAAGATTCGTTCGGGATTCGTCGTAGGCGAGGGGTATGAAACCTTGCTGACTGCCGACTATTCG 
CAGATTGAAATGCGCGTGATGGCTCACCTTTCCCAGGACCCAGGCTTGATTGAGGCGTACCGCGAAGGC 
GAAGACCTGCACAATTACGTGGGTTCCAAGGTGTTTAATGTGCCCATCGATGGCGTGACCCCTGAGCTG 
CGTCGCCAGGTCAAGGCCATGTCTTACGGTCTGGTGTACGGCTTGTCCGCGTTTGGTTTGTCTCAGCAG 
CTGAGCATTCCTGCTGGCGAAGCGAAGCAGATCATGGAGTCCTACTTCGAGCGCTTCGGCGGAGTACAG 
CGCTACCTCCGGGAGATCGTGGAGGAGGCTCGAAAAGCTGGCTACACGGAAACGCTCTTTGGGCGTCGT 
CGCTACCTGCCGGAACTGACCTCGGATAACCGTGTCGCTCGTGAAAACGCTGAACGTGCCGCACTGAAC 
GCCCCGATTCAGGGAACTGCCGCAGACATCATCAAGGTGGCCATGATCCGGGTGGACCGTTCACTCAAG 
GAAGCTGCCGTGAAATCTCGCGTGCTGCTTCAGGTGCATGATGAATTGGTCGTGGAAGTAGCGGCCGGT 
GAGTTGGAACAAGTCCGTGAGATTCTGGAACGCGAAATGGATAACGCCATCAAGCTGTCCGTTCCTTTG 
GAAGTTTCAGCTGGTGATGGCGTTAACTGGGATGCTGCAGCGCAC 

>RXS00061 - downstream 
TAAGAGGTAACTGCCTTTTCGTC 

>RXS00076 - upstream 

TCTAGGAGTGTTAAACAGCCTGGACTTGAAACACCTTTAACTACTTGATTTTCACACCCTTGTTTCCAT 
AAAAG G G C T C AC G AAAG G C AAC T T C AAAC AC 

>RXS00076 

ATGACAACTCCCCTGCGCGTAGCCGTCATCGGAGCTGGCCCTGCTGGCATTTACGCATCCGACCTCCTC 
ATCCGCAATGAAGAGCGCGAAGTGTTCGTTGACCTTTTCGAGCAAATGCCTGCACCGTTCGGACTCATC 
CGTTACGGCGTTGCTCCAGACCACCCACGCATCAAGGGCATCGTTAAGTCCCTGCACAACGTGTTGGAC 
AAGCCACGCCTGCGCCTGCTCGGTAACATTGAAATCGGCAAAGACATCACCGTCGAAGAACTCCGCGAC 
TACTACGATGCAGTCGTGTTCTCCACCGGCGCAGTTGCAGACCGCGACCTCAACATCCCCGGAATTGAA 
GCAGAAGGCTCCTTCGGTGCCGGCGAGTTCGTTGGCTTCTACGACGGCAACCCACGCTTCGAGCGCTCC 
TGGGATCTGTCTGCACAGTCCGTCGCTGTTATCGGCGTTGGTAACGTCGGCCTCGACGTAGCCCGCATC 
CTGGCTAAGACAGGCGACGAGCTCAAAGTCACCGAAATTTCCGACAACGTCTACGACTCCCTCAAAGAA 
AACAAGGCCACTGAAGTGCACGTTTTCGGACGTCGTGGCCCAGCACAGGTCAAGTTCACCCCACAGGAA 
C T C AAAG AAC T C G AC C AC T C C C C C AC CAT C AAC GTGGTTGTT GAT C C AG AAG AC AT C G AC T AC G AC GGC 
GCCTCTGAAGAAGCCCGCCGCGCATCCAAGTCCCAGGACCTGGTCTGCCAGATCCTGGAACAGTACGCA 
ATCCGCGAGCCAAAGGACGCTCCGCACACCCTGCAGATCCACCTCTTTGAAAACCCAGTTGAGGTTCTT 
CAAAAGGACGGCAAGGTTGTTGGCCTGCGCACCGAACGCACCTCACTTGATGGCAACGGCGGCGTAAAC 
GGAACCGGCGAATTCAAGGACTGGCCAGTCCAGGCTGTCTACCGCGCAGTCGGCTACAAGTCCGACCCC 
ATCGACGGCGTCCCATTCGATGAGAACAAGCACGTCATCCCTAATGACGGCGGACATGTCCTCACCGCT 
CCAGGCGCAGAACCAGTACCAGGCCTCTATGCAACCGGCTGGATCAAGCGTGGACCAATCGGTCTAATC 
GGCAACACCAAGTCCGACGCCAAGGAAACCACCGACATCCTCATCAAGGATGCCGTCGCCGGTGTACTT 
GAAGCTCCAAAGCACCAGGGCGT^GAAGCCATCATCGAGCTTCTCGATTCCCGCAACATCCCATTCACC 
ACCTGGGAAGGCTGGTACAAACTCGACGCAGCAGAGCGCGCACTCGGTGAAGCCGAAGGCCGCGAGCGC 
AAGAAGATTGTTGATTGGGAAGAAATGGTCCGCCAGGCCCGCGAAGCTCCAGCAATTGTC 

>RXS00076 - downstream 
TAAATTGTTTTAACGCGTGAAGC 

>RXS00170 - upstream 
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TAACTAATTCTTTACCTATCCTCAGTTTGTACATATTTTCCGACAGGTAAAGGTTTGATATAAGCGGTT 
GGTACGAAGACTAGTGGGTGTTTCTGCTGTC 

>RXS00170 

ATGTTGCTGGCCATCGGGGTTGCATCTCCGGTAGCTCAAGCACAAGTGGAAGATCAATTTGAGCTTGTA 
AAAGAAATCAGTGATGAGCAGTTTGCTGATGATGGTGTTGACTATGTTCCCAATAGGAATGCTCCGACT 
GTTAAGGAACAACTTGAGGATTTCGAATCAGCACATCCAGAAGTAGTCATTGAGTATCACGAGCACGTC 
AAC GAT AG T AAAG AC AAT G T T GAG G AAC T T C C G C T ACC T AAG C GGG AC AT C G T T G C AG G G G AAA T GC G C 
TCAGATGTCATCGAGTTACCGGAGGGGGTGAGCAAGGACGAAGCTGATCAGGTGGAGGTTGCGGAAGCG 
CGACTTAATGAGGGCGCACGATTGATGGCTGCAACTGGGTGTGAGGCTATGTGGCCAACAGGTTTCTCA 
GTTTGTGGCCGGATTCTTGACGCTTATCGGCAGGTTGGAGGTCAGTTGTCATGGCTTGGGCCACCAAAG 
TCAAACGAGTTGACCAATCCCGACGGTGTTGGCAAAAGAAGTGAATTTGTTGGGGGTGCCATCTATTGG 
CATCCAGACACAGGCGCTTATGCAGTGACCCTGGACGGTTTGAGGCAGTGGGGGACCTTGAACTGGGAA 
TCAGGGCCATTGGGGTACCCAACCTCTGGTCCGATGGATACAAACTATCCCCTTACTCAGCGACAGACT 
TTTCAAGGTGGTGACAACTATTACAACCCATTGACTGGCGGTGCTGTGTGGGGCGATATTAAACAGCGC 
TACGAAGAACTTGGCGGCTCGAATCATGCCATTGGCATCCCGATCACTAATGAGCTACCTAGCGGTACT 
GAGTATTTTTACAATAATTTCTTCAATGGAACAATTTCGTGGCGAAATGATCGTCAGACACGGTTTATG 
TATTTGGCTACGCAGCGGGTGTGGGATGCGTTGGGTCGGGAGACGGGTCGTTTAGGTTTTCCTGAAGCA 
GATGAAACACCTGAGGTTTCTGGTCTATTCCATGTGGTGAATTTTGCGGAGCGCGGGGTGATTGCGTGG 
AATGGAATCCTAGGCGCCAGAGAGCTGTATGGTGATGTTTACTCCCTGTGGCTGCAATACCAAAATACC 
GATACTCCTTTAGGGTGGCCGATACCATCATTGACATCATTAAATGAGTCACTCGAACAAGAATTCACC 
AGAGGTGTTGTTTTAGGCTCAGGTGATGCACTGACATGGATTCCTGACGATGAAGAAAGAAGTTTGGAG 
GATTTCCTCCCAATTGGAAGTAGCGGCTCATCCTCATCGAGCCAAGAGATGACCCTGTTTTCCCAGCGT 
G C A C AAT AC G T G GAT T G C AAG AAT C T T C C C GAT T T AG AT GAG C AG AG AAAAAC T G AAAAC AAC A T T G AA 
AAGAATGGTGGCCCGATCAAAAAAGAGTATAGTTCGCGAGGTTTCCCCACCGAGTTCAGATTTGTCGTG 
AGAAAAGGGCATTATGACCGTTACAGGAATGAAGGCTGGGGATATTTAAAAAACTATTGCAAACACAAC 
TTCGCCAACCACGCTATGGCTGAGGCCGTAGTAGATAAAGCGGTGATTGATTATGGCTCATCGCCAGGA 
ACCAGCTATTACAAGTTCGAGAAAACGGTGTACTTTCTAGATTGCAGAACTTATACATTCAATAAGAAC 
TCAGGATGTAAAGAAATGCACGCTCCGCAATGGGTGACTATTATTTACAATCCTCATACTTTCACTGGA 
GCAAATTCGAACAGACCCAAGGGGGTAATTTCAGCATGGTGTAATTCAACCCCACCTGGTGGAATCGAA 
CACGAGCCGGAAATTTCCCAATGTCCTGATCATGTGAATCTTTATAATAAGCTTCGCATA 

>RXS00170 - downstream 
T G AC AG AAC C C CAT C AAC T G T G C 

>RXS00212 - upstream 

TTAGAGCGTGCCGCTACTCGTGGTGATGGTCGCGTGGGCGAGGACATCACGGCCAATGCTCGCGTGATC 
G AAG A TAT C C C G C AC C AGC T T C AG G G C AC T G 

>RXS00212 

ATGAATATCCTGTGCCTGCTGTGCTGGAAATTCGCGGTGAGGTGTTCATCACTGTGGAGGATTTCCCAG 
GAGGTCAACGCGCAGCGCATTGCTGATGGTGGCAAGCCGTTTGCCAACCCGCGTAATGCTGCGGCTGGT 
TCTCTGCGTCAGAAAAATATTGAGGACGTGAAGAAGCGCCGCCTGCGGATGATCAGCCATGGCATCGGT 
TTCACTGAAGGCTTTAGCCCTGCGTCTCAGCATGATGCGTATCTGGCATTGGCTGCCTGGGGTTTGCCC 
ACCTCGCCGTACACAGAGGCTGTGACTGATCCAGAAGATGTGGTGAAAAAGGTCAGCTACTGGGCTGAT 
CACCGCCACGACGCACTCCATGAGATGGATGGCCTGGTGATTAAGGTCGATGACATCGCATCTCAGCGT 
GCTTTGGGTTCCACCAGCCGCGCGCCTCGCTGGGCCATTGCGTACAAGTACCCTCCGGAGGAGGTCACC 
ACCAAGCTGCTTGATATTCAGGTTGGCGTTGGTCGCACCGGCCGTGTCACCCCATTCGCGGTCATGGAG 
CCGGTTCTTGTTGCAGGATCAACGGTGTCTATGGCGACGCTGCATAACCAGAGCGAAGTCAAGCGTAAA 
GGCGTGCTCATCGGTGACACCGTGGTTATCCGCAAGGCGGGCGAGGTTATCCCAGAGGTGCTTGGCCCT 
GTCGTAGAGCTTCGTGACGGCACAGAGCGCGAGTACATCTTCCCAACGCTGTGCCCTGAATGCGGTACC 
CGTCTGGCGCCCGCGAAGGCCGATGACGTGGATTGGCGTTGCCCCAACATGCAAAGCTGTCCAGGTCAG 
CTGTCCACGCGTTTGACCTACCTTGCTGGTCGTGGCGCTTTTGATATTGAAGCATTGGGCGAAAAGGGC 
GCTGAAGACCTCATTCGCACCGGCATTTTGCTTGACGAGTCTGGCCTGTTCGACCTCACAGAGGACGAT 
CTGCTGAGCTCCAATGTCTACACCACCAACGCCGGCAAAGTAAATGCCAGCGGCAAGAAACTGCTGGAC 
AACCTGCAAAAATCCAAGCAGACCGACCTCTGGCGAGTCCTCGTGGCATTATCTATCAGGCACGTAGGC 
CCCACCGCAGCGCGCGCCCTTGCAGGTCGCTACCACTCCATCCAGGCGCTTATCGACGCCCCCCTCGAG 
GAACTCTCCGAAACCGATGGAGTAGGTACCATCATTGCCCAATCCTTCAAGGACTGGTTCGAGGTTGAT 
TGGCACAAGGCCATCGTGGACAAGTGGGCAGCCGCTGGTGTGACTATGGAGGAAGAAGTAGGGGAGGTC 
GCTGAACAAACCCTTGAAGGCCTAACCATCGTGGTCACCGGAGGGTTGGAAGGCTTCACCAGAGATTCG 
GTGAAGGAAGCCATCATCTCCCGTGGCGGAAAAGCCTCTGGATCTGTCTCGAAGAAAACTGACTACGTG 
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GTGATTGGTGAAAACGCAGGTTCCAAGGCCACCAAGGCAGAAGAACTAGGGCTGCGCATTCTGGATGAG 
GCAGGATTCGTCCGTTTGCTCAATACCGGCTCAGCTGACGAA 

>RXS00212 - downstream 
TAGTCGCACATGAAAATGCCCCA 

>RXS00213 - upstream 

AGGTCTGCACCCATTCATACGCGAATTTTGACGTGAGTTTTAGCTTTCCGAGCACCTGTGCGAATGGCC 
GTGTCCACCCTTAGGGTTAGAATCGGGAACC 

>RXS00213 

GTGACTGAAGATAATGCTCAACTGCGTAGAACGTGGAACGACTTAGCCGAGAAGGTTCGTTATCACCG^ 
GATCGTTATTACAACGAACAGCCAGAGATCCCTGATGCTGATTTTGATGCGCTTTTTAAGCAGCTTCAG 
CAGTTGGAAGAAGACCACCCGGAGCTCGCCGTCCCTGATAGCCCCACCATGGTTGTGGGCGCTCCGGTG 
GCAGAGCAATCAAGCTTTGACAATGTTGAGCACTTGGAGCGAATGCTCAGCTTGGACAATGTTTTTGAT 
GAGCAGGAGTTGCGTGATTGGTTGGGCAGGACGCCAGCCAAGCAGTATTTGACGGAGTTGAAAATTGAT 
GGCTTGTCCATCGACTTGGTGTATCGCAATGGCCAGTTAGAGCGTGCCGCTACTCGTGGTGATGGTCGC 
GTGGGCGAGGACATCACGGCCAATGCTCGCGTGATCGAAGATATCCCGCACCAGCTTCAGGGCACTGAT 
GAATATCCTGTGCCTGCTGTGCTGGAAATTCGCGGTGAGGTGTTCATCACTGTGGAGGATTTCCCAGGA 
GGTCAACGCGCAGCGCATTGC 

>RXS00213 - downstream 
TGATGGTGGCAAGCCGTTTGCCA 

>RXS00671 - upstream 

GCCCCGGGTGCACAGGAATCTTTCGATTTTCCAAACATCCTTCATGGTTTTAGAAACCTTTACCGACGT 
C AAAT AG C G G T C G T C A C T C AAG GAG AG T T C A 

>RXS00671 

ATGCTCATTTCACAGCGCCCAACCATCACCGAGGAATTTGTTAATAACGCACGTTCCCGGTTTGTCATC 
GAGCCACTGGAGCCAGGTTTTGGCTACACCCTCGGTAACTCCCTGCGCCGTACCCTGCTGTCCTCCATT 
CCTGGAGCAGCAGTAACCAGCGTCAAGATTGACGGTGTACTCCACGAGTTCACCACCATCAGCGGTGTT 
AAGGAAGATGTCTCTGACATCATCTTGAACATCAAGGGATTGGTTTTGTCTTCTGATTCCGATGAGCCA 
GTTGTTATGCAGCTGGTCAAGGAAGGCCCAGGAGTTGTAACTGCAGGTGACATTCAGCCACCAGCAGGC 
G T G GAG AT C C AC AAC C C GG AT C T G C AC AT T G C AAC C C T G AAC GAG AC C G C C AAG AT T GAG AT C G AG C T C 
ATCGTCGAGCGTGGACGTGGCTACGTTCCCGCAACTGTTACTGCAACCGGTGGAGAGATCGGCCGCATT 
CCGGTCGATCAGATCTACTCCCCAGTACTGAAGGTCAGCTACAAGGTTGAAGCTACTCGTGTTGAGCAG 
CGCACCGACTTTGACAAGCTGGTCATCGACGTTGAGACCAAGAACTCTATTACCGCACGTGACGCCCTG 
GCGTCGGCAGGTAAGACCCTGGTTGAGCTGTTCGGCCTCGCACGCGAGCTGAACATCGCAGCCGAGGGC 
ATCGAGATCGGACCATCTCCTCAGGAGACCGAGTACATCGCTGCCTACAGCATGCCAATCGAGGATCTG 
GACTTCTCTGTCCGTTCCTACAACTGCCTCAAGCGCGAAGACATCCACACCGTGGGTGAACTCGCAGAG 
CGCGCTGAGTCCGATTTGCTGGATATCCGCAACTTCGGACAGAAGTCGATCAACGAGGTAAAGATCAAG 
CTTGCTGGCCTGGGTCTGACCCTGAAGGATGCTCCTGAAGACTTCGATCCTTCAACTCTTGAAGGTTAT 
GACGCCGAAACTGGTGGCTACATCGATGTCGAGGCGGAAGATTCCGAG 

>RXS00671 - downstream 
TAAGTCGCATGGTCCAATTCATG 

>RXS00724 - upstream 

CGGCAAAGGAAGCCACAGCGATTAAAAAGGCGCTGGGCTACACCACTGCGGAAGAGTTGCTCCGCCACC 
ATGTGCGCAAATACTCCACCACGGCTCTGGC 

>RXS00724 

GTGGGAATTGGTGATGCCACTGAGGGCGATCTTGTTACCATCGTGGGTCAGGTCGCCTTTGCCAAGCAG 
T CC T A T AC C C AG T C C G G C AAG AT G C T G T AC AAG G T T AC AG T C T T G AC T GAG AC G G AAC G CATC G G CAT T 
TCCTTCTTCGGAGCCAAGCACATTCCGCGTCTTCTCCCAGAAGGCACTCGTGCGCTTTTTACCGGCAAG 
GTG7VAGTTTTTTCGCAACGAACCTCAGCTATCTCATCCAGAGTTCATTGTGATCCCAGATCCTGGATCA 
GGCCGCCGACTCACCGCCACTGGCGGTATGAAATCTCTGGCTGCCTACGGCGATGTGGAAGAAGTGGCA 
CTTCGTTTGGTGGATCGCGAATACATCCCGATCTATGCCGGCACCGCCACCATGACTACCTGGCGGATC 
ATGGCTGCAGTGCAACGGGTACTGGAAACCATGCCGGTGATCAAAGAACCACTGAGCGTGGTGCCCGAA 
GGCATGCCCAGTTTCGACGAGGCCATCCGCGGCATTCACGATCCAGGCCATGAATCTCCCAGCACGTTT 
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ATCAACCGTCTGAAATACAACGAAGCACTATCGCTGGCCACGGTGATGGCGATCCGGCGTGCCGATACC 
AAGAACCGCAAAGCACCACCCATGCCGCGCGCACTCAAAGGGCATCAGCACATGCTCATCGATGCACTC 
AAC T T T C AG C T C AC AG T GGG AC AG AAGC AAG T G A T C C G T GAG AT C AG C G C G G AC A T T G AAC AAC G C G T T 
CCCATGTCTCGTCTGCTCCAAGGTGAGGTTGGTTCGGGTAAAACCATCGTGTCGTTGATCGCGATGCTG 
CAGGCAATTGATTCCGGTAGGCAGTGCGCCATGCTCGCCCCGACGGAAGTGTTGGCCACCCAGCATGCC 
CGCAGCCTGAGCAAAACTCTCGACGACGCAGGCCTTGATATCAATGTTGTGCTCTTGACTGGCTCGATG 
CCCACGGGAGCCAAGAAGGAGGCTCTGCTGGAAATCATCTCCGGTGACGCAGACATTGTGGTCGGCACG 
CATGCGCTGATCCAGGACACCGTGGAGTTCTTCGACCTTGGCCTCGTGGTGGTGGATGAGCAGCACCGT 
TTCGGCGTGGAGCAACGCGATCAACTGCGGACCAAGGGCAGGGAAGGCCTGACCCCGCACCTATTGGTT 
ATGACTGCGACCCCAATTCCGCGCACCATCGCCATGACGGTGTTCGGCGACTTGGCGGTGTCCACGTTG 
CGTGAACTTCCAGGCGGGCGCCGGCCGATTCAAACCTCGGTGATACCCGATCACAAACCTGGCTGGGTT 
AAACGCGGTTGGGAACGCATCGGTGAGGAAGTCCTCGCCGGACGCCAAGCCTATGTGGTGTGTCCGCGC 
ATTGAAGGCGAAGGCGGCGTGCTGGAAATCCACGCCTATCTTTCCGAACAGGTATATCCAGGATTGAAT 
GTTGGAATGCTGCACGGTCGCATGGACACGGATCTCAAAGATTCGGTCATGCAGGAATTCGCCCAAGGT 
GAGATCGATATTTTGGTCGCCACCACGGTCATTGAGGTCGGTATTGACGTTGCCAACGCCACCGTCATG 
CTCATCCGCGAGGCGGAACGCTTCGGCGTTTCCCAGATCCACCAGCTGCGCGGCCGTGTTGGCCGTGGG 
CAGCACGATTCCCTCTGCCTGCTGCACACCACCTTCGACGAGGACTCCCCACAAGGCCAACGCCTCGCC 
GCAATTTCCACCACAACCGACGGTTTTCAACTCTCTGAACTTGATTTGCAGGTACGCCAAGAAGGCGAC 
GTGTTGGGCACCCGCCAGTCCGGCAGCGACACCAAACTCCGTCACCTCTCGTTTATCAGCGACCAAAAA 
ATCATCGAGCGTGCGCTTATCGACGCCACCGAGCTGGTTGCCGCCAGCCGTTCCAGGGCGCTTGAGCTG 
G T C AG C G AC AT C G C AA T G AT C AAC C AG G AAT AC C T G G AAAAG AGC 

>RXS00724 - downstream 
TGATATTGATAGGGTTTAAGTCA 

>RXS00823 - upstream 

CAAATGCAAAAAGCATCAGCAAGAGCGGGATGATCACCACAAGCAAACCTGTCATGGGAGTCATTCTAA 
TGATGAATCAAATCCGCGCTAACTTAAGGGT 

>RXS00823 

ATGGGTTCCATTACTCCGCAGAAGCGGCCTCGCGTGGGGTCTCACATCGCGAACAAGGGTCAAGAGACT 
GATATCGGGCGAAAACGCCGAGCTCGACGCATCAATCGCACACTCACCGTGGCATATCCGGATGCGCAC 
TGCGAATTAGATTTCACCAATCCGCTAGAACTCACGGTCGCCACCATTTTGTCCGCCCAGTGCACGGAC 
GTTCGCGTGAACCAGGTGACGCCCGCGTTGTTCAAGCGCTATCCGACGGCCACAGATTACGCCAACGCC 
GATCGCACGGAATTGGAGGAGTTCATCCGTCCGACAGGCTTTTACCGCAACAAGGCCACTTCTTTAATC 
GGCCTGGGTGAGGCACTAATTTCGCTTCACGACGGCCAGGTCCCCGGTACCCTTGAGCAGCTAGTTGAG 
CTGCCGGGGGTCGGGCGGAAAACCGCCAACGTGGTGCTGGGAAATGCTTTCGGTGTTCCGGGAATCACG 
GTGGATACACACTTTGGCAGGTTGGTGCGTCGCCTGAAGCTCACTGATGAAGAAGATCCCGTCAAGGTG 
GAAAAAGTGATGAACGAACTCATCGAAAAGCCTGAGTGGACCATGTTTTCACATAGGCTGATCTTCCAC 
GGACGTAGGATATGTCATAGTCGACGCGCCGCCTGTGGAGCCTGCATGCTGGCAGCTGATTGCCCATCC 
TTTGGTTTGGAGGGGCCGTCAGATCCATTTGAGGCGCAAAAACTCATTAAAAGTGATGATAGGGAGCAC 
CTGCTGAAAATGGCAGGAATG 

>RXS00823 - downstream 
T AGAAAAC AAAT G AC AAGC AGT G 

>RXS00898 - upstream 

CAGGTATCGGCCTGTATCAAAAGCTCGGGTTCAGTGAACACCACCGACACCGGTACGCCGAACGGAAAT 
TCTAAAATCCAAAACAGCTAGGGTATAAGTC 

>RXS00898 

ATGCGCATCGTTAATTGGAACGTCAACTCTGCTCGCACTCGTGTGGACCGGATGGTCGATTTTTTGCTT 
CGCCATGATGTTGATGTATTAGCGGTGCAGGAAACCAAGTGTAAAGATGAGCAATTTCCCACCGAGCGT 
TTCACCGAAATCGGCTATGAGGTAGCCCATTTCGGCCTTAACCAGTGGAATGGTGTCGCCATTATTTCC 
CGCGTTGGCATTGAAAATGTGGAAACCCACTTCCCTGCCCAACCGGGATTCAACAAAGACATCACCAAG 
GAACAATCCATCGAAGCCCGCGCCATCGGCGCCCGCTGCGGTGGTGTCCAGGTGTGGAGCCTCTATGTT 
CCCAACGGCCGCGAAATCGCAGATCCTCACTACGACTACAAACTGCGCTGGCTATTCTCCCTGCGCAAC 
TACGTGATCGACACCTTGGAATACCGCCCCGAGGAAAAACTGGTGTTGCTCGGCGACTTCAACATCGCG 
CCCACAGACATCGACGTCTGGGACATCGCAGCCTTCGAAGGAAAAACCCACGTCACCGAACCAGAACGT 
GCAGCTTTCGACGGCCTCATCGAAGCCGGACTCAAAGAAACCACCCCCGGACCTGGTACCTACACCTAC 
TGGGATTACAAAGGCGCACGCTTCCTCAAAGGCGAAGGCATGCGCATCGATTTCCAGCTCGCATCCCCG 
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GCCCTTGCTGCAACCGCGGGTGAAACCTTTGTGGACGTTGAAGAACGCAGCGGAACCGGCGCCTCTGAC 
C AC GC AC C AG T CAT C G T T GAT T AC AAG G T G 

>RXS00898 - downstream 
TAACTGCGTATGATCTTTCAGAT 

>RXS01066 - upstream 

AAACGTATTCCTTGACCTGCGCATCAAGGTGCTGAAGAACTGGCAATCCGATCCAAAGGCTTTGAACCG 
CCTGGGCTTCTAGCTTTAAGGGGGTGAGTTC 

>RXS01066 

ATGCGTAGGGACAGTTTTCGGGACCGCGCGCTAGTAGTCAAAACTTATGATTTTGGCGAAGCCGACCGC 
ATTATTGTGCTGCTCACCCGAGACCACGGCATCGTGCGCGGAGTTGCCAAAGGAGTACGCCGATCCAAA 
TCCCGGTTTGGGTCAAGGCTGCAGCTTTTTGTGGAACTCGACGTGCAGCTCTACCCAGGTAGAAAACTG 
TCCACCATCTCTGGCGCGGACACCGTCGGCTACTACGCATCAGGCATCATCGAGGACTTCACTCGGTAT 
TCCTGTGCGTCCGCCATCCTGGAAATCGCCACCCACATCGCAGGACTGGAAAACGATCCGCACCTGTTT 
GAAGAAACCACCCGGGCGTTGAAAAACATTCAGGACTCCCCAGAACCCATCCTCAACCTAGACGAGTTC 
ATGCTCCGCGCCATGAACCACGCCGGCTGGGCACCAAGCCTTTTCGACTGCGCAGCCTGCGGCCGACCA 
GGACCTCACAACGCATTCCACCCAGGCGTCGGCGGGGCAGTGTGCCTGTACTGCCGACCGCCGGGAAGC 
GCCGAAGTCCCACCAGAAGCACTACACATGATGTGGTTGGTCGCCAACGGCCAAGCAGCCCGCATTCCC 
CGGGAACACCCAGAGCAGCAAACCACCATTCACCAACTGACAACCGCGCATCTGCAGTGGCATATTGAA 
AGAAAGCTGCCCACGCTGGCGGTGCTGGATCAGGCC 

>RXS01066 - downstream 
TAGTGCTTAGGCTTAGGCGTCCG 

>RXS01277 - upstream 

TACTACTCGGTTCACGTTTACGTCGGCTGATCCAATTGGAGGCGCCCTCGGAAGCCGCCTTAAAAAACC 
TGCCGGTCAAAAGATCACTAACCTGAACTTC 

>RXS01277 

ATGACTGATTACACGTTCCTCGAAGACATTGACACCCCGGAAGCGCTCGCGTGGGCGGAAAAATGGTCG 
GGGGAAAGCGTCGAAAAGCTAAAAAGCCCAGCCAAGGACGCCCTGGAAGCCAGGCTGCTGGCTGCGTTG 
GACACCGATGATCGCATTGCCTACGTGAGCCGGCGCGGTGAGAAGCTGTACAACTTTTGGCGGGACGCG 
CAGCATCCGCGTGGAGTGTGGCGCACGACCACGTTGGAGTCGTATGAAAGTGACCAGCCGGAGTGGGAC 
GTGCTCATTGATGTGGATGCGTTGGCGGAGGATGAGGGCGAAAACTGGGTATGGAAGGGCGCGGTTGTG 
CGCTCGCCGGAGTTTGATCGGGCGTTGGTGAAGTTCTCGCGGGGCGGGGCTGATGCGACGGTGATTAGG 
GAGTTTGATCTGGCCACGGCTGCTTTCGTGGATGATTCGCCGTTTGAATTGAAGGAGGCGAAGTCCGAT 
GTCACGTGGGTTGATCTGGATACGTTGCTGGTGGGCACGGATACCGGCGAGGGGTCACTGACGGATTCT 
GGGTACCCGGCGCGGGTGCTCACGTGGAAGCGTGGGACTCCGCTTGAGCAGGCGGAGTTGTTCTTTGAG 
GGGTCGCGTCAGGATGTGGCGACTCATGCGTGGCGGGATTCAACACCTGGTTTTGAGCGGACGTTTGTG 
TCAAGGTCGTTGGATTTCTATAATTCGGAGACGTCGCTGGAAACCGAGGGTGGCCTGGTCAAGCTTGAT 
GTGCCGACCGATTGCGATGTCATTGTGAAGAAGCAGTGGATTTTTGTGAGTCCTCGGACGGATTTCGCT 
GGGATTCCAGCAGGTGGCTTGGGAGTGCTGCTGTTAAAGGAGTTCCTTGAGGGCGGGCGCGATTTTCAG 
CCTGTGTTTACGCCTACTGAGTCGACGTCGCTGCAGGGATTGGCCACGACAAAGAATTTCCTGGTTTTA 
ACGCTCCTTAATAATGTCTCCACAGAAATCGTCACAGTGCCGCTCAATGATCCGACAACGGAGCATGAA 
CACATTGACCTCCCAGAGCATGTCACCGCGCATGTGGTTGCTACCTCCCCGTTGGATGGCGATGAAATT 
TGGGTGCAGGCAGCGAGTTTCACCGAAGCGCCAACGTTGCTGCGTGCGGAGCTGCCTGGTGCGCTTGAG 
GCTGTGAAGAAGGCGCCGTTGCAGTTTGAAAATGCTGGTCAGGAGACTCGTCAGCATTGGGCAACCTCG 
GCGGATGGAACGAAGATTCCGTACTTTATTACAGGAGCCTTCGAGGAGGAACCACAAAACACCCTGGTC 
CACGCCTACGGCGGCTTCGAGGTTTCCCTTACCCCAAGCCACTCCCCGACCCGCGGCATCGCATGGTTG 
GAAAAGGGCTACTACTTTGTGGAAGCCAACCTGCGTGGTGGCGGTGAATTCGGTCCGGAATGGCATTCG 
CAGGCAACCAAGCTGAACCGCATGAAGGTGTGGGAGGATCACCGCGCGGTGCTCGCCGACCTTGTGGAG 
CGCGGCTACGCAACGCCGGAGCAGATTGCGATTCGTGGCGGATCCAACGGTGGTTTGCTGACAAGTGGC 
GCGTTAACTCAGTACCCAGAAGCATTCGGTGCGGCAGTTGTGCAGGTGCCGTTGGCTGATATGTTGCGC 
TATCACACCTGGTCAGCGGGTGCTTCGTGGATGGCGGAGTACGGCAACCCTGACGATCCGGAGGAACGG 
GCGGTGATTGAGCAGTACTCGCCGGTGCAGGCGGTGGTGGGCGTCGAGAAGCGAATTTATCCACCCGCA 
TTGGTGACGACCTCAACCCGGGACGACCGCGTCCACCCCGCGCACGCGCGCCTTTTTGCTCAAGCTTTG 
CTTGATGCGGGCCAGGCCGTGGATTACTACGAAAACACCGAGGGCGGCCATGCCGGCGCGGCGGATAAC 
AAGCAGACCGCGTTTGTGGAATCGCTGATCTACACCTGGATCGAGAAGACTTTGGATCAGCAGGGTAGC 
ATT 
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>RXS01277 - downstream 
TAATACCTATGATTATGCGAAGG 

>RXS01438 - upstream 

CCATTAGCAGTCGCACCCCGATAGGAGTCGAATCTACAAGTGGAACCCCCGCTCACATACTCCACATTT 
TTTAGAACCCCTTTAAGGAATCGAACTTTAT 

>RXS01438 

ATGTCTCGCCCTTTGCGTGTTGCCGTTGTCGGTGCAGGTCCAGCAGGAATCTACGCGTCTGATTTGTTG 
ATGAAATCCGACACGGACGTGCAGATTGATCTTTTTGAACGTATGCCAGCGCCTTTCGGTTTGATCCGT 
TATGGTGTTGCGCCTGATCACCCTCGCATC7VAGGGCATCGTGAAGTCCCTGCACAATGTGATGGACAAG 
GAGCAGCTGCGTTTCTTGGGCAACATTGAGGTCGGCAAGGACATCACTGTTGAGGAGTTGCGTGAGTTT 
TATGACGCGATCGTGTTCTCCACTGGCGCTACTGGCGACCAGGATCTTCGGGTTCCAGGTTCTGATCTG 
GAAGGTTCGTGGGGCGCTGGCGAGTTCGTTGGTTTCTATGATGGCAACCCGAACTTTGAACGCAACTGG 
GATCTTTCTGCTGAGAAGGTAGCGGTTGTTGGTGTCGGTAACGTGGCGTTGGACGTTGCTCGTATTTTG 
GCGAAGACTGGCGATGAGCTGCTAGTTACTGAAATCCCTGACAATGTCTATGAGAGCTTGGCTAAGAAT 
CAGGCTAAGGAAGTGCACGTTTTTGGTCGTCGTGGACCTGCTCAGGCGAAGTTCACTCCGTTGGAGCTG 
AAG G AAC T T G AC CAT T C C GAC AC CAT C GAG G T GAT C G T GAAC C C T GAGG AC AT T GAT T AC GAT G C AG C T 
TCGGAGCAGGCTCGTCGTGATTCCAAGTCTCAGGACCTCGTGTGCCAGACTTTGGAAAGCTACGCGATG 
CGCGATCCTAAGGGCGCTCCTCACAAGCTGTTCATTCACTTCTTTGAGTCCCCAGTGGAGATCCTCGGT 
GAGGACGGCAAGGTTGTTGGCCTCAAGACTGAGCGTACTCAGCTGGACGGCAACGGTGGCGTGACTGGC 
ACCGGCGAGTTCAAGACCTGGGATATGCAGTCAGTTTACCGCGCGGTAGGTTACCGTTCTGATGCGATC 
GAGGGTGTTCCTTTTGACGATGAGCGCGCGGTTGTCCCCAACGACGGCGGCCACATCATCGATCCTGAG 
GTCGGCTCCCCCATCACTGGCCTGTACGCCACTGGCTGGATCAAGCGTGGCCCAATTGGACTGATCGGC 
AACACCAAGTCCGACGCCAAGGAAACCACTGAGATGCTGCTTGCTGATCACGCTGCTGGTTCTTTGCCT 
GCGCCTGCAAAGCCTGAGTTGGAGTCCATCATTGAGTTCCTCGATGAGCGCAAGGTTGCGTTCACCACA 
TGGGATGGCTGGCACCTGCTGGATGCTGCGGAGCGCGCGCTGGGTGAGCCTGAGGGCCGCGAGCGCAAG 
AAG AT C G T T GAG T G G AAT GAC AT G G T G C G C CAT G C T C G T C C AG AAT AC GAC AT C 

>RXS01438 - downstream 
TAAAGTCGCTTAAAGCCTCAAAA 

>RXS02145 - upstream 

CACTGCCACAGCTGCCAATTACCGTTGATGAAGAGGGCTACCTCATCGCCGCTGGTAACTTCATTGAGC 
CACTCGGCCCTGCATTCTGGGAGCGTAAGTC 

>RXS02145 

ATGAGTCTAGCTACCGTGGGAAACAATCTTGATTCCCGTTACACCATGGCGTCGGGTATCCGTCGCCAG 
ATCAACAAGGTCTTCCCAACTCACTGGTCCTTCATGCTCGGCGAGATTGCGCTTTACAGCTTCATCGTC 
TTGCTGCTGACTGGTGTCTACCTGACCCTGTTCTTCGACCCATCAATCACCAAGGTCATTTATGACGGC 
GGCTACCTCCCACTGAACGGTGTGGAGATGTCCCGTGCATACGCAACTGCGTTGGATATTTCCTTCGAG 
GTTCGCGGTGGTCTGTTCATCCGCCAGATGCACCACTGGGCAGCCCTGCTGTTCGTTGTATCCATGCTG 
GTTCACATGCTCCGTATTTTCTTCACCGGTGCGTTCCGTCGCCCACGTGAAGCAAACTGGATCATCGGT 
GTTGTTCTGATCATCCTGGGTATGGCTGAAGGCTTCATGGGTTACTCCCTGCCTGATGACCTGCTCTCT 
GGTGTTGGTCTTCGAATCATGTCCGCCATCATCGTTGGTCTTCCGATCATAGGTACCTGGATGCACTGG 
CTGATCTTCGGTGGAGACTTCCCATCCGATCTGATGCTGGACCGCTTCTACATCGCACACGTTCTAATC 
ATCCCAGCTATCCTGCTTGGCTTGATCGCAGCTCACCTGGCACTTGTTTGGTACCAGAAGCACACCCAG 
TTCCCAGGCGCTGGCCGCACTGAGAACAACGTGATCGGTATCCGAATCATGCCTCTGTTCGCAGTTAAG 
GCTGTTGCTTTCGGCCTCATCGTCTTCGGTTTCCTCGCACTGCTTGCTGGTGTCACCACCATTAACGCA 
ATTTGGAATCTTGGACCGTACAACCCTTCACAGGTGTCTGCTGGTTCCCAGCCTGACGTTTACATGCTG 
TGGACAGATGGTGCTGCTCGTGTCATGCCGGCATGGGAGCTCTACCTCGGTAACTACACTATTCCAGCA 
GTCTTCTGGGTTGCTGTGATGCTGGGTATCCTCGTGGTTCTGCTTGTGACTTACCCATTCATTGAGCGT 
AAGTTCACCGGCGACGATGCACACCACAACTTGCTGCAGCGTCCTCGCGATGTTCCAGTCCGCACCTCA 
CTCGGTGTCATGGCGCTTGTCTTCTACATCCTGCTTACCGTTTCTGGTGGTAACGATGTTTACGCAATG 
CAGTTCCATGTTTCACTGAACGCGATGACCTGGATCGGTCGTATCGGCCTCATCGTTGGACCAGCTATT 
GCATACTTCATCACTTACCGACTGTGCATCGGCTTGCAGCGCTCTGACCGCGAGGTCCTGGAGCACGGC 
ATCGAGACCGGTATCATCAAGCAGATGCCAAATGGTGCCTTCATTGAAGTTCACCAGCCACTTGGCCCA 
GTTGATGACCATGGTCACCCAATCCCACTGCCATACGCTGGCGCTGCGGTTCCAAAGCAGATGAACCAG 
CTTGGTTACGCTGAGGTTGAAACCCGCGGTGGATTCTTCGGACCTGATCCAGAAGACATCCGTGCGAAG 
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GC T AAGG AAAT T GAG C AC G C AAAC C AC AT T GAG G AAG C G AAC AC TCTTCGTG C AC T C AAC GAG G C AAAC 
ATT GAG C G T G AC AAG AA T G AG G GC AAG AAC 

>RXS02145 - downstream 
TAGTTTCTAGGACTTCATCTCTG 

>RXS02308 - upstream 

GGGTGAGATTGGAATGATTTCGGCCCGGGCGCTCGAAAACCGTGATAGACACAATGAACCGAGCAAATC 
CGCCAGGAAATAAATTAAGTAAGGAATATCC 

>RXS02308 

ATGAGTGAAACCCAGTCGAATTCAGTGTCAGCGGTAATGCCTGCGCAGCTCCCTCCAGGGCCTGCCGAG 
CGTACTGTGTACTCCTACGGTGTTCGCGCAGGGGATCAGGTGCACATTTTAAGAATGGAGGCTTTTGAT 
TCTGACGCGAATATTGTCGGCGAAAGGGACATTGAGGCGCATGCTGAACAAGTCTTTAAGAACCTGCAA 
GCAGTAATCCACGAGGCAGGAGGAACGATCAACAACATTGTTTCCACCACTACTTATCTTGCCGATGTC 
ACCGATGCTCCCGTTGTTAACGCTGCTCGCTCCCGCTATTTCACCGGAGAAGTATTGCCCACCCACACC 
GTAATTGGAGTTGCTGCTCTTGCTCGGCCACAGTTTCTAGTCGAGATCTCAGCGGTGGCCTATTTGGGG 
G AC C T T T C AAAAGAC 

>RXS02308 - downstream 
T AGAT AC AT GAT T AT T T T T G CAT 

>RXS02476 - upstream 

CGGGCGGAGTTCTATCAACATTACGCAAAGGCATAAGCTTTATTATTCCACTCGGTGTGACATATGACC 
TAAAG T G C C AG T C AG T AC AAT CAT T T AGG T C 

>RXS02476 

ATGTCATTTACAGCTTTTCAAACAGCCCTGCTCGTGTGGTTTAGAGCAAATGCCCGCGATCTTGCGTGG 
CGTGATCCCAATACTTCAGCATGGGGAATTCTCCTTTCAGAGGTGATGAGCCAACAAACTCCCGTCGCG 
CGAGTCGAGCCGATTTGGCGTGAGTGGATGGAAAAATGGCCCACTCCGGAAGATTTCGCGAATGCGAGC 
ACCGATGAGATTTTGCGGTCGTGGGGCAAGTTGGGCTATCCACGTAGGGCGCTGAGGTTGAAGGAATGT 
GCGGAGGTGATCGTCGAAAAGCATGCCGGCGAGGTGCCGGATACGGTGGAGGCGCTGCTCGCGTTGCCG 
GGGATCGGTGATTACACGGCGCGCGCGGTCGCGGCGTTTCATTTTGGGCAGCGCGTGCCGGTGGTCGAT 
ACGAACGTGCGTCGCGTGTACCAGCGCGCGGTAGCCGGACGTTACCTTGCGGGGCCTGCGAAAAAGCAA 
GAGCTTATCGACGTCTCCCTTCTCCTTCCCAACACTCACGCCCCAGAATTCTCTGCCGCAATAATGGAG 
TTGGGTGCTCTTATCTGCACGGCCACTTCCCCAAAGTGTGACACCTGCCCACTGCTTGACCAGTGTCAA 
TGGCAAAAACTTGGCTGTCCCTCCCCGAGTGAAGAGGAGCTGGCTTCAGCGAAAAAGCGTGTGCAGAAA 
TTTGTGGGAACCGACCGACAAGTCCGTGGCCTAATCATGGACGTACTGCGCAATGCCACCGCACCTGTG 
CCACTATCCGCGATTGATGTCGTGTGGCCTGACGATGCCCAACGCTCCCGGGCGCTGTTTTCGCTCATT 
GAGGACGGACTCGCGGAACAAAATGAGGCGGGTTATTTCCACCTGCCACGG 

>RXS02476 - downstream 
TAAACCACTGCGCGCCTGCAAAA 

>RXS02641 - upstream 

AGGCTTCTCAGTTGTTTCATATAGTCTCAGCCGCACCAATATCATCAGGGAGAACATCGTGCAGCAACG 
ACGCCGCATCAGCGAGACTCGGAAAAAACCG 

>RXS02641 

ATGCTCGCTATTATTTTGACCGCCGTATTGGGCGCATCTGGCCTTGCAGCCGCTGGCACTCAGTACCTC 
AATACTCAGGGCGAAGGCATCGGTCCGGTCGCCGTCCAAAACGACAGTGAATCGTTTAATTCCGGCACC 
AACGTGGTTGTTGAAGACGCAGCAGTCACCGCCCAGGGTGAAGGCGGAGGCGCTCGCACCGTCAAGGAA 
TTCCAGCGTGACCAGCAATTCTCTAGTTTTGCTCTTACCTGGACCGGTAAAAAAGACATCACTGCTTTT 
G T T C G C G C AG AAC AG G AAG AC GGCACCTGGT C AC AG T G G T AC G AC T T G GAG C C AAT G G T C AAT G AAG AT 
CAAGGCACCAACGGAACTGAGCTGATCTGGCACGGCCCTACCAACAAGATCCAGGTTTCCACCCTCAAC 
GTGGATCTCTTTGGAGCAGATGCTGCAGCCGCTGATGAAAACGGTCAAGACATTCCAGCAGTAGATGCA 
G C C GAG G C AG C G C C AG C AGC AG AAC C T G C AC C AG C T G AAG C AC C AG T C GAG G AAG C T C C T G C AC C T G T C 
GCAGAACCAGCACCAGCTGCTGAACCTATCGCTGAGCCAGTCGCTGATTACTCAGCAAATGACGGCCTC 
GCTCCCCTGCCATCCAACTATGGCGACATCCAGCCTGTTGCCGATGTTGATGACGGCCTAAACGCAGTA 
TTTATCGATGGCAACGCTGATGCAGGCGTGGGTATCGCTAACGTTGCTGACACCGATGGCATGCCAAAG 
GTGATTTCTCGTGCTGGTTGGGGTGCGGACGAAAGTCTGCGCTGCTCAAACCCAACTATTGATGATGGC 



Appendix A, Page 114 



Attorney D^fctNo.: BGI-127CP 



GTTTCTGCGATCACCATTCACCACACTGCGGGTTCCAACAACTACACCGAGGCGCAGGCTGCAGCCCAG 
GTTCGTAGTGCTTACAGCTACCACGCCAAGAACCTCGGCTGGTGCGATATCGGATACCAGTCATTGGTT 
GATAAGTACGGCAACATCTACGAAGGCCGTGCCGGCGGCATGACCAATGCTGTTCAGGGTGCTCACGCT 
GGCGGCTTCAACCAGAATACTTGGGCAATCTCCATGATTGGCGACTATTCCTACAACGCTCCCCCTCAG 
GAAACCATCAATGCTGTCGGTGAGCTTGCTGGTTGGCGTGCAAAGGTTGCCGGTTTCGACCCAACTGGG 
ACTGATACTCACTACTCGGAGGGTACTTCTTACGCGAAGTACTCCTATGGCACCCGAGTGTCACTTCCT 
AATATCTTGGCTCACCGCAATGTCGGCCTGACCGCATGTCCTGGCGATGCTGGCTATGCGCAAATGGAG 
AATATCCGCCAGATCGTTAAGGCAAAGTACACCAGCTTGCAGAATGGCAACACAGGTGGCACGACTACC 
ACCCCGGCGACAACGCCGAAGGAGACGTCGACAAGCAATGCTCCTTCGACGACCACTGCCCAGCTTGTA 
ACTCCCGCTGAACCTCAGCAGTACAGCGAATCCGATGCCCTGGCAGCTCTGCTGACAGGTGGCTCTTCC 
GGCGGCACCGACCTGCTCAATGGCGCAAACTCTGAGCAGCTCCTGACTGGCCTGGGTTCCATTGCGGCT 
GTGCTGATTGCTGCGTCTTTGGCTGATGGTGGCCTGAATGGTCTGATCAGCAATGTTGGTAGCAACAAC 
GGCGTCCCAGTGCTTGGCGATATCAAGATCACTGACGTCATCCCAATCGTTGATACCGCGATCAACCTA 
ACCGGAGACAATAAGTACTCTCGCGGTTGGAACGACCTGAACAACACGCTTGGACCAGTGCTTGGCGCT 
GCCACTGGTGGCGAAACCACCGTGAAGTACACCAGCGACCAGAACTCTGAGGTTACTTTCGTGCCGTTT 
GAAAATGGCATCATGGTGTCTTCCCCTGAGGCTGGAACTCACGGCCTGTGGGGCGCAATCGGTGACGCG 
TGGGCTCAGCAGGGCGCTGACCTTGGCCCTCTGGGACTTCCAACCAGTAATGAATACACCGTTGGCGAA 
CAGCTTCGTGTTGATTTCCAGAATGGTTACATCACTTACGATTCTGCGACTGGCCAGGCAAGCATTCAG 
CTGAAC 

>RXS02641 - downstream 
TAGTCTCAATTAGAGCCGAAAAC 

>RXS02650 - upstream 

GAATTTTTGCTGCAACTGTGTAAAAACCAGCGCTGAATTAAAGATCACCTTTCACCCTTAATTGAGCCT 
GGGTGGAAGTTTCTACCGCTCATGGGGAAAG 

>RXS02650 

AT G G T C AAC G T G AC C T C AAAG GAT G C AGG G G C AAAC G T G AC C C C CAT GAG T AAGAAAG AAAAG AG G AC A 
ACCGTTAAACAGGTGGTTGCCTTGATGGCCGCCATCGTTGTGGTGATTGCGTCCCTAGACCAAATAGTC 
AAGCAGATTATGCTTAGTTGGTTGGAACCTGGCGTTCCCGTTCCCATCATTGGGGATTGGTTCCGCTTC 
TACCTCCTGTTTAACCCCGGAGCCGCATTTTCGATGGGTGGGGAAAACAGCACCTGGATCTTTACAACC 
ATCCAGTTGAGCTTCGTCATCGGTATCGCAATTTATGCCCCACGCATCAAACACAAGTGGATCGCGGCA 
GGACTTGCCCTTGTTGCCGGTGGAGCCTTGGGAAACGTGTTGGACCGGTTGTTCAGAGATCCTTCCTTC 
TTCTTCGGACATGTTGTTGATTACATCTCCGTAGGAAACTTTGCAGTATTTAATATCGCCGATGCCTCG 
ATTTCTTGCGGCGTCGTGGTGTTCCTGATCGGAATGTTCCTTGAGGACCGTGAAAACGCCCAGCATGCC 
AAAG C AAC T G AC G AG AAGG A T G AG G C C 

>RXS02650 - downstream 
TGATGAACAACCGACAAAGCAGA 

>RXS02760 - upstream 

TAGCATGGGACGAAAGCTGTTAGATAGCATGTTGCATCCCTGCGTTGGCTGATTATCGCTGGGTTTTAG 
GGTCGATAGATAGGTTGGGAGAACACGCATT 

>RXS02760 

ATGAGCGATGAGAACATTAACGAGTTTGAGCAGGACGAGGATCTGAACTTCGGCGCGAGCTTTAGTGAT 
GAATTCGCAGATGACGATTTCGATGCAGAAGCAGACGTAGAAGCAGATGCTGCTGCAGAGGCCTCTGCC 
CTGGAAGCTGAGCAGGATCTGGAAGAAGAGACCCTAGATGCTCCAGAAGAAGCCGCAGAAGAAGCTCCT 
GCTGCTGCAGAGTCCGAAGCTCCAGTAGAAGAGGACGAAGAGGCTGACAGCCTTGCTCAGGCGGCTGCT 
GCACTTGGTGACACCGATGAGCAGGACGCGGATGCAGAGTACAAGGCTCGTCTGCGTAAGTTCACTCGT 
G AGC T G AAG AAG C AG CCTGGTGTTTG G T AC AT CAT T C AG T G C T AC T C C G G C T AC G AG AAC AAG G T G AAG 
GCGAACCTTGACATGCGTGCTCAGACCCTTGAGGTTGAGGATGACATCTTTGAGGTTGTTGTTCCTATC 
GAGCAGGTCACTGAGATCCGTGATGGTAAGCGCAAGCTGGTTAAGCGTAAGTTGCTGCCGGGCTACGTT 
TTGGTCCGCATGGACATGAATGACCGCGTGTGGTCTGTTGTTCGCGATACACCTGGTGTGACCAGCTTT 
GTGGGTAACGAGGGCAATGCAACTCCTGTGAAGCACCGCGATGTTGCGAAGTTCTTGATGCCTCAGGAG 
CAGGCTGTTGTCACCGGTGAGGCTGCTGCTGCGGCTGCCGAGGGTGAGCAGGTTGTGGCTATGCCTACC 
GATACCAAGAAGCCTCAGGTTGCTGTGGACTTCACTGTTGGTGAGGCTGTGACCATTCTGACTGGTGCT 
TTCGCTTCTGTTTCTGCAACGATTTCTTCTATCGATCCTGAGCTGCAGAAGCTGGAAGTTTTGGTGTCC 
ATCTTTGGTCGTGAAACTCCTGTTGATCTCAGCTTCGACCAGGTTGAGAAGGTTAGC 
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>RXS02760 - downstream 
TAGTAGCTAAACTGCACCACTTA 

>RXS02830 

CGGCGGCTGGAAGACAGCCTTGGCGTGTCGCTGTTTGAACGGGCCGGGCGCGGGCTGGCGCTGACAGGG 
GCGGGCGATCAGCTTTTGTCGCAGGCGCGCCGCCTGATCGCCCTGAACGACGAGGTATACGCCCGCTTG 
AACGCCGGTGCCTACGAGGGCGAGGTGACGCTGGGCGTGCCTCAAGACGTGATCTACCCCGTCATCCCG 
CGCGTCTTGCAGCAATTCGCCCGCGATTTTCCCCGCGTGCAAATTCACCTGATCTCGAACTTCACGCTG 
ATGCTGAAAGAACAGTTCCGCCGCGGCGAAATCGACGTGATGCTGACGACCGAGGACGAGCTGGGCGAG 
GGCGGCGAGACGCTGGCCCAGCGCGAGCTGATCTGGGTCGGCGCACCGGGCGGGTCGGCGTGGACCCGC 
AGGCCGCTGCCCTTGGCGTTTGAACGCGCCTGCATTTTCCGGTCTTTCGTGCAGCGCCGCTTGGATGCC 
AAC AG C AT C GAT T G G C AG AT G G T G G T C AG C AG C G AAT C C AC AC G G AC AAT T G AAG C G AC C G T C AG T GC C 
GATCTGGCGGTGCATACCTATATCGAGGGGGCCGAGCCGGCGCACCTCGAGCGTATTGCCACAACGGCG 
CCCTGCCGGAACTACGTCTTTCAACAT 

>RXS02830 - downstream 
T AAC C T C T AT T AT G 

>RXS02990 - upstream 

G AAG AC T AAG C AC C AG T T T T AAC AAAG C AG G G AC AAT C C AC AC AC T T AAAC CAT GAT GTGGCTTGTTCC 
TGCTTTTTCGTCAACGAAGGGCAACAACGCG 

>RXS02990 

AT G GAT AT C C AAG C C G AAAAG A T T G AAAAG C T C AG AAAAG C AC T C G AC AAC T T T G AAC G C G C T CAT G C G 
C GAG G C G AAT C AG AC T T C T T T G AC CAT GAAAAAG AAG AAAAG AAAG C C AAC G T A C G C AG AC GTGCCCTG 
CTGCTGCTTAACCAACGCGCACGATCAGTCAACGAACTAAGCACCAGACTTAAAGCACTGGAGTTTGAG 
GAAGACATCATCAATGAGGTCATTGGCGATCTCACCAGATCCAAACTGCTTGATGATGAAGTTTTTGCC 
ACTGAGTGGGTTCGGCAACGTGCTGCCAGGCGAGGAAAATCTTCGCGTGCGCTGGACCGCGAACTGCAG 
GAAAAAGGCGTCGACAAGCAAACGCGTGCTGCGGCGCTTGAGCAAATCGACCAGGCCGATGAGCGGGAC 
ACGGCGCGGGCGGTGGCCGTGAAAAAGGCGCGCTCAGAGACCAAGATTCCGCAGGACCGCGCCGACTAC 
GACAAAGCGCTTCGGCGCGTGGTTGGTGCGCTGGCACGGCGGGGATTTCCGGCTGGAATGTCCATGGAC 
CTTGCGCGGGAAGCGCTAGACGCGCGAATCGAGGATTTGAAAAAC 

>RXS02990 - downstream 
T AAAC C C C G GAT G G G AAT CAT C C 

>RXS03098 - upstream 

GACCGTTTTGTCGATCGCACCGCTGCTGGCTCGCACCATCAACGAGATCTTCGAAAACGGTTCCGTCAC 
CACCCTCTTCGAGGGCGAGGCCTAAACACCC 

>RXS03098 

ATGCCCACCACGGACGTCTTCAACCGCGTCCGGTTGGCATTGGAACCTCTAGCTGATCCCGCACGTGCC 
ACCGGAATGGCAAGCTACATGCGGGATCAGTTTTCTTTTCTCGGCATCCCATCCACCCCCAGAAAAGAA 
GCCTGCAAACCCGTGCTGTCCGCGCTAAAAGAGTTGGACACTGACTTTGTCTCAGACTGCTTTGGCGCA 
GCTGAACGGGAATACCAGTATGTCGCCTGCGATCACATCAATCGCGTCGGCATCACCGATTTAGGTTTT 
GCCAAAGCATTAGTGCAGACCAAATCCTGGTGGGACACCGTCGATTCCCTAGCAAAACCGATCGGCGCC 
AAACACGATGATGATCTGATGAAAACGTGGGCGCTTGATGAGGACTTCTGGGTGCGCCGCATCGCGATC 
ATCCACCAACTGGGCCGCAAGAAAAACACCGACGCTGCCCTGCTGGCCTGGATCATCGAGCAGAACCTC 
GGCTCCAGCGAGTTCTTCATCAACAAAGCGATCGGCTGGGCACTGCGGGATTTCGCCCGCCACGACCCC 
AGCTGGGTCCGGGCTTTTGTCGACGCCACGGACCTTTCCCCACTGAGCCGGCGAGAAGCCCTGAAGAAT 
ATT 

>RXS03098 - downstream 
TAGCCCTCAGGCATCATCTGAGC 

>RXS03175 

G T C C G C G C AAG C GAAAAAG AC AC C G C C AC C GC AC T G C AAC C C GC C T T AG AT AAC G GAT G G C AC T AC AT T 
GGTGCCCCAGCAGCTGCCAAGGGACGTGCCGGTGTCGGCATTTTGTCTAGGCATGAACTTGAAGATGTG 
AACATCGGTTTTGGATCTTTCCTTGACTCCGGCCGCTACATTGAAGCAACCATCAAAGACACCACCCTG 
GATGTGCCAGTAACCGTGGCATCTCTTTACCTCCCCTCAGGTTCAGCGGGCACCGACAAGCAGGATGAA 
AAGTACCGCTTCCTCGATGAATTCGAAGGGTTCCTGGACCAGCGCGCTAAAGAACGCTCCCACATGGTC 
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ATCGGTGGCGACTGGAACATCTGCCACCGCCGCGAAGACCTGAAAAACTGGAAAACCAACCAAAAGAAA 
TCCGGTTTCCTTCCCGACGAACGCGCATTCATGGATTCAGTCTTTGGCACCTTCCCAGATGAGGCAACC 
CAGGTTGCAGGGGCCGGCGACTTCTTCGGTGCCGTGGACTATGAAGGAACGAGGCGTCGAGAAGCAACT 
ACGGACCCTGCGTGGTTCGACGTTGCACGTCGCCTGCAACCTGAAGGCGACGGCCCCTACACTTGGTGG 
ACCTACCGCGGAAAAGCCTTCGACACCGGCGCCGGATGGCGCATCGACTACCAAGCAGCAACCGCAGCG 
ATGCTCGAACGCGCAGAACGCTCCTGGGTAGACAAAGCCGCTGCATACGATTTGCGCTGGTCAGATCAC 
TCACCACTGAACGTGATCTACTCC 

>RXS03175 - downstream 
TAAAATGCTGCTGACAATTCTAT 

>RXS03207 - upstream 

CCCCAATGTGGGGGTGTTAAGAACTCCATAAAAGCGCTTGGGAACTTTTTGTGGAAGCAGTCCGTTGAA 
CCTCTTGAACCGCGAATTTAGGAGGCCAGTT 

>RXS03207 

AT G A C AG C AC C G T C C AC G C AG GAT C T C GC AAC G AC T G AAC G T GAG G TAG AT C C C GG CAGC AG AAG G G G C 
CT^AACCAACGACAATCCCTCGCAGGACCTTGTTCGCGTTTACCTCAACGGCATCGGCAAAACTGCCTTG 
CTTACCGCGGAGGATGAAGTTGAGCTCGCACAGACCATTGAGGTTGGCCTTTATGCAGAGCACCTTCTG 
AAAAACTCTGAAGAGCCACTCACCCGCGCCATGAAGCGCGATCTAAAGGTTCTTGCCAAGGACGGCAAG 
AAGGCTCGTTCCCACCTCCTCGAGGCAAACCTGCGCCTGGTGGTGTCCCTTGCTAAGCGCTACACCGGC 
CGCGGCATGCCACTGCTGGATCTTATCCAGGAGGGCAACCTCGGACTGATCCGCGCGATGGAAAAGTTT 
GATTACTCCAAGGGCTTTAAGTTCTCCACCTACGCAACCTGGTGGATCCGCCAGGCAATCACCCGCGGC 
ATGGCAGATCAGTCCCGCACCATCCGCCTCCCAGTCCACCTTGTGGAGCAGGTGAACAAGCTTTCCCGC 
ATCAAGCGCGAGTTGTACCAGCACTTGGGCCGTGAAGCCACCAATGAGGAACTCGCAGAAGAGTCCGGC 
ATTGAAGAGTCCAAGATTGAAATGCTGCTTCGTCAGTCTCGCGATCCAGTGAGCTTGGACATGCCAGTC 
GGCGCCGATGAAGAAGCTCCTTTGGGTGACTTCATTGAGGATTCTGAGGCCACCGATGCAGAATCCGCA 
GTGGTTGCTTCCATGCGCCACTCCGATATCCGCGCGGTCCTTAACACTCTCGAGCCACGCGAGCAGGAT 
GTCATCCGTTTGCGCTACGGCCTCGATGACGGTGTGCCACGCACCCTTGATCAGATTGGTCGCCGCTTC 
GGACTGTCCCGTGAGCGCGTCCGCCAGATAGAGCGTGAAGTCATGAGTAAGCTCCGCGATGGAGAGCGC 
GCATCACGTCTTCGTGAGTACGCCCAG 

>RXS03207 - downstream 
TAAAAGCGTGAACTAACAATCGAAGCGTCG 
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> RXA00005 (1-1608, translated) 536 residues 

MHHEQPEGCE VGIRRTIPEE SRTAFLDMIN QGMSGLAAST AVGVSEFTGR KWAKAAGVKL 

TRGPRGGNAF DTAEKLEIAA SMLEKGCLPR EIGEYVGMTR ANISLWRKQG PDKLRQRAAT 

LRTGKRAAEF IHAPVMGPYY GPRTLHQVLR EDYTTLFDEL SALGLPAQVC GALLHLAPPP 

SLRFSYMSCV VPLFADEIKV VGQGTRLSLE EKMMIQRFHD TGVSAAEIGR RLGRCRQTIS 

RELRRGQDDD GRYRARDSYE GAIRKLARPK TPKLDANRRL RAVVVEALNN KLSPEQISGL 

LATEHANDSS MQISHETIYQ ALYVQGKGAL RDELKVEKFL RTGRKGRKPQ SKLPSRGKPW 

VEGALISQRP AEVADRAVPG HWEGDLVIGG ENQATALVTL VERTSRLTLI KRLGVNHEAS 

TVTDALVEMM GDLPQALRRS LTWDQGVEMA EHARFSVVTK CPVFFCDPHS PWQRGSNENT 

NGLVRDFFPK GTNFAKVSDE EVQRAQDLLN YRPRKMHGFK SATQVYEKIV VGASTD 

> RXA00011 (1-357, translated) 119 residues 

VNTTDSAVRL THIPTGIVVT CQNEKSQIQN KASAMRVLQA KLLERKRQEE RAEMDALGAG 
GNASWGNQMR SYVLHPYQMV KDLRTNFEVN DPQKVLDGDI DGLLEAGIRW RMAESQSAE 

> RXA00012 (1-876, translated) 292 residues 

MRPEFSAELS ELDSTLTTIE KVLNPQEMSD RVRELEAQAA DPSLWDDPDH AQQVTSELSH 

VQAELRKITD LRQRIEDLPI MVELAEEEDG DTSIAEEELA DLRSLIDALE VKTMLSGEYD 

AREAVINIRS GAGGVDAADW AEMLMRMYTR WAEKNGHKVD IYDISYAEEA G IKS AT FVVH 

GDYMYGQLSV EQGAHRLVRI SPFDNQGRRQ TSFAEVEVLP VVEKVDSIDI PDADVRVDVY 

RSSGPGGQSS EHHRLCRAPD PHPNRHRGDL PKREITDPKQ GIRDACSPGK TA 

> RXA00016 (1-894, translated) 298 residues 

VIRFRFVDDA RKTYSVKRIC DVLKLNRSSY YKWKSTAFTR EKRLLSDAIL GVQVKTVFTT 
HSGCYGAKRI AAELKDQIGH DLANHKRVAR IMRSLKLFGY TKKRKVTTTV PDKTKTVFPD 
LVGRKFTADK PNQLYVGDIT YLPIQDGSNM YLATVIDCYS RRLVGFSIAD HMRTSLVQDA 
LLMAKDQRGN LKGAI FHSDH GSVYTSHAFQ ETCKKLGIRQ SMGSIGTSAD NALAES FNAA 
MKREVLQDSK TFENQLCCRR DVFRWCTRYN TVRRHSWCRY LAPVVFEERG PAILRSAS 

> RXA00017 (1-294, translated) 98 residues 

MPRKTYTEEF KRDAVALYEN SAGTSIQKIA NDLGINRMTL KNWITKYGAN STPHGANTAT 
ALSEAERIRQ LEKENALLRE ERDILRKAAK YFAEETNW 

> RXA00019 (1-1860, translated) 620 residues 

MTVTSPAALA LSDMSYVDII KKKRGWTTEF FHSTINTGET TTPLPDSDRA TALIHDHITK 

AQEITI ITDF DMDGISAGVI AYAGLAELGA QVNMVVPDYR GERNVTASDI DRALELYPAT 

SLIITCDVGI GSHEGIARAH ERSIAVLVTD HHMEVEPCQA DVVLNPNRID SDYPNKDICG 

AQVIFATLSD YARRYRADKI I DINLLAVFS GIGALADVMP LTRDTRPTVK QAIALLRLAI 

PQVSKNRFGG WDTYAARSVN PDTSTLMHIV NASQHDHRFI AAFQGISILL GELIAQKKLV 

NIDNISESFI GFTLGPMFNA TRRVGGDMHD SFLVFAPHAA LASQPSMNPN RHAAISRI ID 

NNERRKELSK SSYAAVHSSD QPYAPFVWLS EAPSGILGLI ASQLTRESDV PAIVINPDTL 

SGSARSPEWA PIITQVNTLS AQGHGGIHAA GHEYACGMRF DNHDDIVTFV ATLDALDKNT 

PREAQPADLH LVDIDHARPV LDNPSLTQEL STVDAAVDAA QLLVLIDQLD QLQPFGHGFT 

YPRI DVTFRP AETEFKVMGQ HHQHLKVITH SGLTLLWWNK AQQLDEIAQS ELVTMSVELD 
VNMFRGFISP QGIVSACTVI 

> RXA00046 (1-696, translated) 232 residues 

MDLNTQRSKL YAQLQGQLIV SVQAPDGHAM RDTHTLTHVA AACVDGGAPA IRCGGYGGLE 

DIRSISNRVD VPVFGLTKEG SEGVYITPTR DSVRAVAESG ATVVCADATF RPRPDGSTFA 

ELVTVAHDSG ILIMADCATP EEVLSAHKAG ADFVSTTLAG YTEHREKTVG PDFDCLREAR 

ELVPDAFLIG EGRFSNPADV AHGRLIGANA IIVGTGITDP GFITGQFASL LH 

RXA00053 (1-393, translated) 131 residues 

VKKRINVTGA VLVKENRILA AQRGPEMSLP GYWEFPGGKI EQGETPEASL ARELKEELLC 
DATVGEHLTT TEHEYDFGIV VLSTYFCTLN DAEPQLTEHA EIRWVAPHEL ESLEWAPADI 
PAVKLLVEQL A 

> RXA00057 (1-99, translated) 33 residues 
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RXA00069 (1-1383, translated) 461 residues 

VAQQSIIDTV VNLCKRRGLV YPCGEIYGGT RSAWDYGPLG VELKENIKRQ WWRSMVTSRP 
DVVGVDTSVI LPRQVWVTSG HVEVFTDPLV ESLNTHKRYR ADHLLEQYEE KHGHPPVNGL 
ADINDPETGQ PGNWTEPKAF SGLLKTFLGP VDDEEGLHYL RPETAQGIFV NFKNVMNTSR 
MKPPFGIANI GKSFRNEITP GNFI FRTREF EQMEMEFFVK PGEDEEWHQH WIDTRLQWYI 
NLGIKPENLR LYEHPQEKLS HYSKRTVDIE YAFNFANTKW GELEGIANRT DYDLRVHSEG 
SGEDLSFFDQ ETNERWI PFV IEPAAGLGRA MMMFLMDAYH EDEAPNSKGG VDKRVVLKLD 
RRLAPVKVAV LPLSKKDTLT PLAEKLAAEL REFWNVDYDT SGAIGRRYRR QDEIGTPFCV 
TVDFDSLEDN AVTVRERDTM EQVRVPLDEL QGYLAQRLIG C 



Attorney^fcdcetNo.: BGM27CP 



RXA00102 (1-768, translated) 256 
MPEGDSVFQL SRKLQFMRGR EVLETSLRVP 
LHTHLKMEGT WAVHRKGDRW RKPGHTARVV 
YLGPDVLAEE FDINTARNNI ASNPSRTIGE 
VGYVDVEKAL KITRRLMWEN RNSPIRVTTG 
GERIIWWCPR CQPLNS 



residues 

SVALHDFTGQ TVNRVWPYGK HLFMQFGEEI 

LVLSENIEVV GHSLGFVRVF PANRYSEEIA 

ALLDQSNLAG VGNEYRAEIC FLMGVHPATQ 

VRRAGESTYV FGRNNKPCRR CRTPIVKAEL 



> RXA00107 (1-237, translated) 79 residues 

MSNVTI YATD WCPYCRSLLK GLDGQEYDLI DVDQDEEAGE WVKSVNDGNR IVPTVRYSDG 
THATNPLAAE VIAKIEALA 



> RXA00124 (1-732, translated) 244 residues 

MTKDVHYEVD ERKKTVGVKE EGVEYVEDQL G1DNLYAPEH SQLVSYLNNA IKAQELFTRD 
KDYIVRNGEV MIVDGFTGRV LAGRRYNEGM HQAIEAKERV EIKNENQTLA TVTLQNYFRL 
YTKLAGMTGT AETEAAELNQ IYKLDVIAIP TNRPNQREDL TDLVYKTQEA KFAAVVDDIA 
ERTEKGQPVL VGTVSVERSE YLSQLLTKRG IKHNVLNAKH HEQEAQIVAQ AGLPGAVTVA 
TNMA 



> RXA00125 (1-765, translated) 255 residues 

VFGLSKVLRV GEGRAVKRLH KIADQVIALE DKFANLTDEE LKAKTAEFKE RIAGGEGLDE 

IFLEAFATAR EAAWRVLGQK HYHVQIMGGA ALH FGNVAEM RTGEGKTLTC VLPAYLNALE 

GKGVHVVTVN DYLAKRDAEM MGRVHRYLGL EVGVILSDMR PDERREAYAA DITYGTNNEL 

GFDYLRDNMA RSLSDLVQRG HNYAI VDEVD SILIDEARTP LI ISGTSRRH IAVLQRLRTD 

RPTHDQGRSL RSRRT 

> RXA00138 (1-561, translated) 187 residues 

VATTADFKNG LVLKNEGKLQ QIIEFQHVKP GKGPAFVRTK LKDVVTGKTI DKTWNAGVKV 

ETATVDRRDV TYLYNDGTSF IVMDDKTFEQ YELSPDAFGD AGRFLLENMR VQVSFHEGEA 

LFGELPVSVD LRVEHTDPGL QGDRSTGGTK PATLETGAEI QVPLFIETGN VLKVDTRDGS 
YLSRVNN 



> RXA00172 (1-450, translated) 150 residues 

MFGSSFKEQT TNPRSQRVSY LRVSSTDQNL ARQREAVNHS GHI DREFTDE LSGGAKSHRP 

GLEDCINYLR EDDVLVVASI DRLARSLVDL RVI IDRITDK GASVI FLKEN LTFAAGRDDP 

RANLMLGILG SFAEFERSI I RERQAEGIAL 

> RXA00184 (1-1173, translated) 391 residues 

MSTVHDEMGV MNTTVKFLHS SDLQIGMTRW FLSDEAQARF DDDRIRAIEK MGKIARKNQC 

EFIVLAGDVF EHNSLEQRTT GRALEALRSL KLPVYLLPGN HDPLTADSLF YRAKDI DGVT 

ILSDTTVHGV APGVEIIGAP LLHKMATSDL VAEALKDLEP TSNVRIAVGH GQAEARTTDH 

RADLI DLNTV EAKLADGTID YLALGDTHSA QPVGTSGKVW FSGAPETTDF HDLDPDRVGG 

EVNSGKVLIV SASKGDVSVE EVEVGKWTFH ALSKEITSGT DVEDFLDTLQ AYPDKSRTVI 

KYGLRGTITL EQNRRLEEGI AGLEDVFASL KPRERTTDLV LEPGEEELAN LDATGYAAEV 

LRELADSVVN GAAPEEDRDA LNLLFRLSRE V 



RXA00209 (1-1491, translated) 497 residues 

MTNKYLVEGS ENELTTKTAA ELAGLIHSRE VTSREVTQAH LDRIAAVDGD IHAFLHVGQE 

EALNAADDVD KRLDAGEAPA SALAGVPLAL KDVFTTTDAP TTAASKMLEG YMSPYDATVT 

RKIREAGI PI LGKTNMDEFA MGSSTENSAY GPTHNPWDLE RTAGGSGGGS SAALAAGQAP 
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LAIGTDTGGS IRQPAALTNT VGVKPTYGTV 
VIAGHDAFDA TSVNRPVAPV VQAAREGANG 
EQMRSQGAEI VEVDCPHFDD ALGAYYLILP 
MAYTRAQGFG PEVKRRI ILG TYALSVGYYD 
TTPTTAFKLG EKVTDPLEMY NFDLCTLPLN 
QDDRLYRVGA AFEAGRK 



SRYGLIACAS SLDQGGPTAR TVLDTALLHE 
DLKGVKVGVV KQFDRDGYQP GVLEAFHASV 
CEVSSNLARF DGMRYGLRAG DDGTRSADEV 
AYYLQAQRVR TLIAQDFAKA YEQVDILVSP 
LAGLAGMSLP SGLASDTGLP VGLQLMAPAF 



> RXA00210 (1-297, translated) 99 residues 

VPEISRDQVA HLAKLSRLAL TEEELEQFAG QIDDIVGYVS AVQNVDAAGV EPMSHPHSIA 
TTMREDVVHK TLDAAAALDQ APAVEDGRFM VPQILGEGD 

RXA00217 (1-1095, translated) 365 residues 

MRVLAAMSGG VDSAVAASRA VAAGHEVVGV HLALSQDPQT VRESSRGCCS LEDSADARRV 

CDKLGIPFYV WDFSDRFKED VIDNFIDSYA IGETPNPCLR CNEKIKFAAL LERGIALGFD 

AVVTGHYARL TQPADGGDGY LRRGVDPNKD QSYVLGVLGA HEIEHCMFPV GDTIKPEIRE 

EASAAGFSVA KKPDSYDICF I PDGNTQAFL GKHIGMRPGM IVDQEGTHLR EHAGVHEFTI 

GQRKGLDIKA PAADGRPRYV TDI DAKTGTV TVGTRENLKI STIHADRLKF LHPAMDGQID 

CEVQVRAHGG VVSCSATIDR DADFMVLNLN EPLQGVARGQ AAVLYLPDAD GDIVLGSGTI 
CHTES 



> RXA00227 (1-798, translated) 266 residues 
MVMQGIGGRK LAATVLLVRD GIINGRPDVE VYIQERVSTM ANFPRATVFP 
DGHGKEVWRG PSAEEWGVRL GVEPHVAYAL VFAAVRELFE EAGTLLAEHT 
QYHGYRELLE THEMSLTDML QSENLAIRSD LIVPFARWAS PEGNREQFDT 
QCADGNTSEA SSTGYFPARL ILDGWRAGLL RLVIPTWASL FELSQFKTVE 
MSPVLDDAVD NPRYAEFYQA MRTERF 

RXA00263 (1-1308, translated) 436 residues 
MKSTGNI IAD TICRTAELGL TITGASDAGD YTLIEADALD YTSTCPECSQ PGVFRHHTHR 
MLIDLPIVGF PTKLFIRLPR YRCTNPTCKQ KYFQAELSCA DHGKKVTHRV TRWILQRLAI 
DRMSVHATAK ALGLGWDLTC QLALDMCREL VYNDPHHLDG VYVIGVDEHK WSHNRAKHGD 
GFVTVIVDMT GHRYDSRC PA RLLDVVPGRS ADALRSWLGS RGEQFRNQIR IVSMDGFQGY 
ATASKELI PS ARRVMDPFHV VRLAGDKLTA CRQRLQREKY QRRGLSQDPL YKNRKTLLTT 
HKWLSPRQQE SLEQLWAYDK DYGALKLAWL AYQAIIDCYQ MGNKREAKKK MRTIIDQLRV 
LKGPNKELAQ LGRSLFKRLG DVLAYFDVGV SNGPVEAING RLEHLRGIAL GFRNLNHYIL 
RCLIHSGQLV HKINAL 

> RXA00265 (1-450, translated) 150 residues 

MRSAHGPYID KFFPEPYKNM LELTKTLRKI YPDVDLPTSL IELVNVRVSQ INGCGTCLSL 
H V PAARRAG V PEKKLDALAA WQMVDEFTVE EKAALQLAES LTLLESREGH LAARTACSVF 
AEEQVAALEW AIIAINAFNR ISIASGHPLL 

> RXA00280 (1-501, translated) 167 residues 

VDTMKGDGDG WAAAPNGGAV WGKNGAAGLL LVADKQMLMQ HRAAWTNNGD TWALPGGARD 
SHETAAESAL REAFEETGIL PDDVEVLDSI VTAGPFPADP ERPELAGNWT YTTVIARTKT 
GETLDTTANE ESLELRWVDI AAVDSLALMP AFAKAWPSLR KLLNTTE 



GGGVDSRDFA 
DGSGLVKNAG 
FSFVAVEPEG 
ELLEYSAQVD 



> RXA00304 (1-693, tr 
MTAPSTQDLA TTEREVDPGS 
VGLYAEHLLK NSEEPLTRAM 
LDLIQEGNLG LIRAMEKFDY 
KLSRIKRELY QHLGREATNE 



anslated) 231 residues 
RRGQTNDNPS QDLVRVYLNG 
KRDLKVLAKD GKKARSHLLE 
SKGFKFSTYA TWWIRQAITR 
ELAEESGIEE SKIEMLLRQS 



IGKTALLTAE DEVELAQTIE 
ANLRLVVSLA KRYTGRGMPL 
GMADQSRTIR LPVHLVEQVN 
RDPVSLDMPV G 



> RXA00314 (1-1380, translated) 460 residues 

VTLRI FDTGT RTLRDFKPVQ PGHASVYLCG ATPQSSPHIG HVRSAVAFDI LRRWLMAKGL 

DVAFVRNVTD IDDKILTKAS ENGRPWWEWV STYEREFTWT YNTLGVLPPS TEPRATGHVT 

QMIKYMQRLI DNGFAYAVDG SVYFDVAAWS KAEGSDYGSL SGNRVEDMEQ GEPDNFGKRG 

PQDFALWKAA KPGEPSWPTP WGDGRPGWHL ECSAMATYYL GEQFDIHCGG LDLQFPHHEN 

EIAQAHAAGD KFANYWMHNH WVTMAGEKMS KSLGNVLAVP EMLKQVRPVE LRYYLGSAHY 

RSVLEYSESA LSEAAVGYRR IESFLERVGD VEVGEWTPGF EVAMDEDIAV PKALAEIHNA 

VREGNAALDK GDREAAEKLA SSVRAMTGVL GFDPV.EWGSD AGADGKADKA LDVLISSELE 
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RRATARAEKN WAVADEVRDR LADAGIEVVD TADGATWKLQ 

> RXA00331 (1-357, translated) 119 residues 

MVGHMSNDHP YSPAKRVGNF IFVSGALSVD KDYQPVVGRK EAVDAALERM RERLATAGGE 
LKDVVKLTYF VTDISLREEC NEQFREHFLE GRPARSFVGA SSLPYGATVE I DAI AMI ED 

> RXA00333 (1-534, translated) 178 residues 

MAVPEFIVSL REKVGQDPLW LPAVTAVVIR DVPPGSPFHV VPDVLLVKRA DTGEWTPPTG 
ICDPDEQPHV TAVREVKEET GLDVSVEALL GVGAVGPVTY QNGDVASYMD TTMRCVVSGD 
SDEPHVGDDE NVDVAWFPIS KMPVTNQRFR MVIADAVAQL KHPQGYKPRM GYEKRNAR 

> RXA00454 (1-864, translated) 288 residues 

GDIAT PAFIP VATKATVKTL TPEQIRETGA QAILSNAYHL YLQPGPDIVD EAGGVSAFEN 
WHGPTYTDSG GFQVMSLGSG FKKVLAMDTT NLTRNDIKAA KKERMALVDE DGVDFKSVID 
GSKHRFTPEV SMQIQHQLGA DIIFAFDELT TLVDTYDYQV ESVERTRRWA QRCLLEHERL 
TQERVDKPLQ SLWGVVQGAQ FEDLRRQAVK GLLDLDRQAA DEGRRGFGGF GIGGALEKEN 
LGTIVGWVCD ELPEDKPRHL LGISEPDDLF VAVEAGADTF YCVAPTRL 

> RXA00458 (1-228, translated) 76 residues 

MAGRYAPSPS GDLHFGNLRT ALLAWL FARS EGKKFLMRVE DIDEQRSFKE SAESQLADLS 
ALGLDWDGDV LYQSTR 

> RXA00495 (1-564, translated) 188 residues 

LADTERELAD LVPQATAGDR RALQRIMEII H P I VLRYARA RIGGGRQPTA EDVAQEICLA 
VATSIRNFVD QGRPFMAFVY GIASNKVADA HRAMSRDKST PIEEVPETSP DTFTPEDFAL 
VSDGSNRVRE LLDLLSEKAR DILILRVIVG LSAEETAEMV GST PGAVRVA QHRALTTLRS 
TLEQQENK 

> RXA00532 (1-585, translated) 195 residues 

AIVKSKERND AHVTELALAA GRGDRAALTD FIRETQDDVW RLLAHLGGHE IADDLTQETY 
LRVMSALPRF AARSSARTWL LSLARRVWVD NIRHDMARPR KSIVEYEDTG ATDASNAGIW 
SEWIDVRTLI DALPPERREA LILTQVLGYT YEEAAKIADV RVGTIRSRVA RARADLIAAT 
ATGDSSAEDG KSAQG 

> RXA00539 (1-477, translated) 159 residues 

MTSIHDISVT LNDGTETTMA DWAGHLLLIV NVASKCGLTP QYEGLQKLYE EYQDRGFFVI 
GVPCNQFNGQ EPGTDAEVCA FAQNQYDVTF PLLSKTEVNG EGAHPLYKVL KEATDGSEIE 
WNFEKFLVDA EGNTIKRFAP RTEPSAAEVV EAIEENLPI 

> RXA00568 (1-1347, translated) 449 residues 

VKSSVEKLSD TRSKITVEVP FSELKPEIDQ AYAALAQQVQ I PGFRKGKAP RQLIDARFGR 

GAVLEQVVND MLPNRYAQAI EAEGIKAIGQ PNVEVTKIED NELVEFVAEV DVRPEFELPK 

FEDITVEVPA IKADEEAIEA ELETLRARFS TLKDHNHKLK KGEFVTINIT ASIDGEKIEE 

ATTEGLSYEI GSDDLIDGLD KALIGAKKDE TVEFTSELAN GEHKGKEAQI SVEITATKQR 

ELPELDDEFA QLASEFDTIE ELRESTVSDV EAKQKNEQAA AIRDEVLAAA LGEADFALPQ 

SIVDEQAHSQ LHQLLGELAH DDAALNSLLE AQGTTREEFD KKNVEDAEKA VRTQLFLDTL 

SEVEEPEVSQ QELTDHILFT AQSYGMDPNQ FIGQLQQSGQ IANLFSDVRR GKALAQAICR 
VNVKDSEGNE IDPKEYFGEE EVAETESEA 

> RXA00588 (1-522, translated) 174 residues 

MASVDKQYIT PETKAKLEEE LNALIAHRPA VAAEINERRE EGDLKENAGY DAAREMQDQE 
EARIKQIYEL LANSTTEREG IIEGVANVGS VVHVYYDGDE NDKETFLIGT RAGASENPDL 
ETYSEQSPLG AAILGAQEGD TRQYTAPNGS VISVTVVSAE PYNSAKAATL RGKN 

> RXA00677 (1-216, translated) 72 residues 

MAKEGAIEVE GRIVEPLPNA MFRVELDNGH KVLAHISGKM RQHYIRILPE DRVVVELSPY 
DLTRGRIVYR YK 

> RXA00687 (1-1320, translated) 440 residues 

VSAIIQAFKD ADLRKKIFFT IAMIVLYRIG AQIPSPGVDY ATISGRLRDL TQDQSSVYSL 
INLFSGGALL QLSIFAIGIM PYITASIIVQ LLTVVIPHFE ELKKEGQSGQ AKMMQYTRYL 
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TVALALLQSS GIVALADREQ LLGAGIRVLS ADRNFFDLIV LVITMTAGAV LVMWMGELIT 

EKGVGNGMSL LI FAGIATRL PTDGMNILGN SGGVVFAVVL ASVLILVIGV VFVEQGQRRI 

PVQYAKRMVG RRQYGGSSTY LPLKVNQAGV IPVIFASSLI YMPVLITQIV NSGSLEVSDN 

WWQRNIIAHL QTPSSWQYIV LYFALTIFFS YFYVSVQYDP AEQAENMKKY GGFIPGIRPG 

RPTAEYLGFV MNRLLFVGSL YLAVIAVLPN IMLDLGVDAG SAGATPFGGT AILILVSVAL 
TTVKQIESQL LQSNYEGLLK 

> RXA00736 (1-1887, translated) 629 residues 

AGLVFPKVRK HRDGAAMPLV VITETDLTGN RVGDIAGAKR RPAKRRNKVD PLALEPGDLV 

VHETHGIGRF VKMTERTISA GDETSRREYI VLEYAPSKRG QPGDQLYVPM DALDMLSRYV 

GGEKPTLSKM GGSDWKNAKK KARAAVRE I A GELVELYAKR QSAPGHPFAP DTPWQKEMED 

NFPYVETEDQ MLAIDAVKED MEKSVPMDRV I IGDVGYGKT EVAVRAAFKA VQDGKQVAVL 

VPTTLLAQQH QSTFEERMTG FPVTIKGLSR FTSPAESREI LSGLAAGSVD IVIGTHRLLQ 

TGVQWKNLGL VI VDEEQRFG VEHKEHIKAL RTHVDVLTMS ATPI PRTLEM SMAGIREMTT 

MLTPPEDRHP ILTYVGPYED KQVAAS I RRE LLRDGQVFFI HNKVADIEKK AREIRDLVPE 

ARVVVAHGQM SEELLEQTVQ GFWDREYDVL VCTTIVETGL DISNANTLIV ENAHHMGLSQ 

LHQLRGRVGR SRERGYAYFL YPKGATLTEM SYDRLATIAQ NNDLGAGMAV AMKDLEMRGA 

GNVLGAEQSG HIAGVGFDLY VRLVGEAVEA YRALADGKVV DGTVKGPKEI RVDLPVDAHI 

PEKYINAERL RLEI YRKLAQ SESEVDLRL 

> RXA00737 (1-480, translated) 160 residues 

HPGNPTLVEM LSRIADSQDV DGMEALIPAL TDTPMVPMLE LMPENTHVLV IAPEKVRRRI 
ADLEATDAEF LMAGWEAAAM GADGPVAAEG LDLEASSYRS YESLEVSASK SDVRWWTFAP 
PGMFEASEEA TLPLDFEAGP APRGELPKID AMMAQLLAHT 

> RXA00753 (1-1422, translated) 474 residues 

VVDGVGGYTE QEVAEIHEAI RQAQDSGAPN DELI PGEMWS DKVELPSTID KAAADEAEIA 
IAQQQSQPQA RGLAAAAACQ TFWPSPYQVC GAILERYIQQ GAQFGWMLLL TEGQALNPDG 
QGYRQRFMNG FIYWHPSTGA HAVNNYSAQV WERNGWESGW MGYPTGGEVP VSGSNPIDGE 
LSGWVQTFQG GRVYRSPVLD GFQVASINGL ILDKWLELGG PDSDLGFPIA DEAVTADGVG 
RFSVFQNGVV YWHPQHGAHP ILGNIYSIWR EEGAESGEFG YPIGDPEKYT ENMANQVFEK 
GELAANLYPN PLEAFIEFLP FANLEEAIEY FENGLSNSRV EANSLNAKKD SIQCQSQSAN 
IHVRTKSDGV GIRVPKIGFK ARMDCDLPGT VSDVVGYGWI YYDYWGRWAQ AAYAQQFFGN 
RNSVVQTNLE AGCSGEKNTL FWGTSYFQVT YEGQPYFGQS ATNYAYLPCT IDRS 

> RXA00755 (1-1275, translated) 425 residues 

VPGKLRVHEL AKQLGITSKE LLATLKDKGE FVKTASSTIE PPVVKRMQEH YGSSGSDKSD 
TAAKPAAAKP AAPKPAASAA PKPGAPAKPA APAAKPAPAA PSAASAAKPG AAPKPGVQAK 
PAAAAKPGAP AKPAAPAAPS AAKSGSASKP AAAAKPAFSG PTPGDASKKA EPAAKPGAEA 
PRPGGMPRPM GKPAPKPGAR APRVANNPFS TGGGERPAPR PGGGPRPGGG PRPGGGPRPQ 
GQGRPGGQRD GQRDGQRDGQ GNRGGQRQGA GAGGPRPQGG PRPQGGSRPQ GGSAQGAQGA 
PSQERQGGGR RPSPAMMPPT PGQMPAKAPG KGGRGGQAGG GAGGGFNRGG GTGGGAGRGG 
RRGGTAGAFG RPGGAPRRGR KSKRQKRNEY ESMQAPNVIG GVRLPDGKGA TIRLARGASL 
AD FAD 

> RXA00758 (1-1602, translated) 534 residues 

MTLKKSLAVT TAAALALSLA ACSSDSSSDS SSSSSGSEGG DNYVLVNGTE PQNPLVPGNT 
NEVGGGRIVD SIFSGLVYYD VDGSPVNDVA ESIELEGDKT YRITIKDGQT FTDGTPVTAE 
SFVNAWNYNV ANSTLSSYFF ESILGYEEGV ESMEGLQVVD DTTFTVELTQ PESDFPLRLG 
YSAFFPLPES AFDDMDAFGE NPIGNGPYKL QEWNHNQDAT IVPNADYTGG RQAQNDGVKF 
I FYPTFDSAY ADLLSDNLDV LDAIPDSAFS SFEDELSGRS INQPSAVFQS FTI PESLEHF 
SGEEGVLRRQ AISLAVNRDE ITQTIFEGTR TPATDFTSPV IDGHSDSLQG ADVLTYDPER 
AQELWAQADE ISPWSGEFSI SYNADGGHQA WVDATANSIR NTLGIDAIGN PYPDFKSLRD 
DVTNRTINGA FRTGWQADYP SLGNFLGPLY GTGAGSNDGD YSNPDFDAKL AEAANAADVD 
ASTPLYNEAQ EILLQDLPAI PTWYSNAVGG YSTNVDNVEF QWNSQPAYYQ ITKN 

> RXA00824 (1-558, translated) 186 residues 

MTSSAKWSIV GVVAILAVIV ALIPQLVGGE SAEEAQGETS TSKITTRPDC VASGAAGVDL 
PCLGGANGVG NELATVVNLW AWWCEPCRAE LPI FDEFATT HPELNVIGVH ADQNAANGAA 
LLEDLGVNLA SYQDDSNLFA GTLGLPGVVP ITIVVSPDGN VVDTFPQPFE TIDDLETAVA 
GALQNA 
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> RXA00896 {1-639, translated) 213 residues 

MTVRPIVIHG DPVLHNPTQL VTEDVSELQE LIADMYETMD VANGVGLAAN QIGVSKRIFV 
YDCPDDEGVM HKGCFINPVL ETSEIPETMP ADDGSDEEGC LSVPGEGFPT GRAHWAKVTG 
LNEKGEEVSV EAEGFLARCF QHEVGHLDGF LYTDVLIGRW KRMAKKAIKA NGWTEPGLTW 
MPGEDEDPFG HDAYVFPVSA ARNLPSAIVL LHV 

> RXA00927 (1-1089, translated) 363 residues 

MSDVERTEFE IPGGIPPRRN GGQGRAADTN VDANLKPDEY DAEVTLRPKS LTEFIGQPKV 
RDQLSLVLTG AKNRGVVPDH VLLSGPPGLG KTTMAMIIAQ ELGTSLRMTS GPALERAGDL 
AAMLSNLMEG DVLFI DEIHR IARPAEEMLY MAMEDFRIDV IVGKGPGATS IPLEIPPFTL 
VGATTRSGML TGPLRDRFGF TAQMEFYDVP DLTKVVKRTA KILDVGIDND AAVEIASRSR 
GTPRIANRLL RRVRDFAEVH ADGHITMGAA NAALIVFDVD EVGLDRLDRA VLDALIRGHG 
GGPVGVNTLA VAVGEEPGTV EEVCEPYLVR AGMIARTGRG RVATAAAWRH LGLEPPEGTI 
GDY 

> RXA00928 (1-618, translated) 206 residues 

MIASLRGTVI NIGLSSAVIE CNGVGYEVVT TPNTLSQLVR GEEALVLTTM VVREDAMKLY 
GFI DNESREM FSVLQTVSGL GPRLALACES VLSPLEISQA ITNADAKTLQ RVPGVGKRMA 
DRLIVELKGK VAAFAAGVVD EGGEQISLPN ANIASEVVVE QVSQALVGLG FSEKQSDDAV 
SFVLAADPSL DTSGALRAAL AKLSGK 

> RXA00929 (1-663, translated) 221 residues 

MNHEGLRVMG I DPGLTRCGL SVVQAGRGRT VYPVSVGVVR TPPDAELAER LLRLSKAVGE 
WMDEYTPDVI AIERVFERGN VSTVMNTAHA VGVLILAAAE RGLPVHMYTP SEVKKAISGN 
GRADKKQMTV MITRILGLGE PPKPADAADA LSLAVCHCWR APMLMRAQSQ YSEQELEKRR 
RVQQGKLGKA KSTYNAEQAQ SHASDPAKAA HPSQFQRTDT N 

> RXA00935 (1-651, translated) 217 residues 

SAASAWERWP KRAIALFVLI VVGVYALVLL TGDRSATPKL GIDLQGGTRV TLVPQGQDPT 
QDQLNQARTI LENRVNGMGV SGASVVADGN TLVTTVPGEN TAQAQSLGQT SQLLFRPVGQ 
AGMPDMTTLM PELEEMANRW VEYGVITEEQ ANASLEEMNT AVASTTAVEG EEATEPEPVT 
VSATPMDEPA NSIEATQRRQ EITDMLRTDR QSTDPTV 

> RXA00937 (1-123, translated) 41 residues 
VYREAGTMPA PALDDLVNQV KALDMDDVRR QVAEQQGSAE A 

> RXA00938 (1-258, translated) 86 residues 

MRPISGSAAG GATSDLAITA GGQTLDFYLS PKRNVAAAKR FLAKALRSNA SAGYPRVINT 

DKAPSLARAI TELKSEGICP PTVEHR 

> RXA00966 (1-528, translated) 176 residues 

MTNPSEGTTP LAFRYTPELA NKIEGEWQNY WTDNGTFNAP NPVGDLAPAD GKALPEDKLF 

VQDMFPYPSG AGLHVGHPLG YIATDVFARY NRMLGKNVLH TLGYDAFGLP AEQYAIQTGT 

HPRTTTMANI ENMKRQLGAL GLGHDSRRAV ATTDPEFYKW TQWIFLQIFN SWFDAE 

> RXA00968 (1-1002, translated) 334 residues 

LIDDLELLDW TEKVKSMQRN WIGRSRGAEV DFSAEGETVT VFTTRPDTLF GATYMVLAPE 

HELVDVLLEK AGSYEGVDAR WTNGQASPAE AVAAYRASIA AKSDLERQEN KEKTGVFLGV 

YATNPVNGDQ ITVFIADYVL TGYGTGAIMA VPAHDERDYE FATVLGLPIK EVVAGGNIEE 

AAFTESGEAV NSANDNGLDI NGLAKDEAIA KTIEWLEEKE LGRGTIQYKL RDWLFARQRY 

WGEPFPIVYD ENGQAHALPD SMLPVELPEV EDYKPVSFDP EDADSEPSPP LAKAREWVEV 
ELDLGDGKKK YTRDTNVMPQ WAGSSWYQLR YVDP 

> RXA00975 (1-777, translated) 259 residues 

LALEPAATQE LFRAEGVEMM FEHIKSSLHE FGTDFDVYYH ENSLFESGAV DKAVQVLKDN 
GNLYENEGAW WLRSTEFGDD KDRVVIKSDG DAAYIAGDIA YVADKFSRGH NLNI YMLGAD 
HHGYIARLKA AAAALGYKPE GVEVLIGQMV NLLRDGKAVR MSKRAGTVVT LDDLVEAIGI 
DAARYSLIRS SVDSSLDIDL GLWESQSSDN PVYYVQYGHA RLCSIARKAE TLGVTEEGAD 
LSLLTHDREG DLIRTLGEF 
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> RXA00976 (1-600, translated) 200 residues 

MTPADLATL1 KETAVEVLTS RELDTSVLPE QVVVERPRNP EHGDYATNIA LQVAKKVGQN 
PRDLATWLAE ALAADDAIDS AEIAGPGFLN IRLAAAAQGE IVAKILAQGE TFGNSDHLSH 
LDVNLEFVSA NPTGPIHLGG TRWAAVGDSL GRVLEASGAK VTREYYFNDH GRQIDRFALS 
SSCSGEGRAN ARRRLWRRIH 



> RXA00985 (1-495, translated) 165 residues 

VLGHVLDALL RLLH PAMPFV TEVLWQALTD RTSIVVASWP TAADTNGGVA VDADAARRIG 

DVEKLVTEVR RFRADQGVKP SQKVPARLDF VACDLQDLED SVRSLVRIEQ PEDDFAASAS 

LEIRLSQATI TVELDTSGTV DVAAERKRLE KDLANAQKEL ETTAK 

> RXA00998 (1-462, translated) 154 residues 

MTSRDDQPQD LLSLAELAAT RALTTDELEA LNNANYGLDR NLGLRYTTIE PGRVVSELHV 

ASKHLQVVGL VNGGVYAAIA ESTGSVASM1 SAPGKMVVGI NNNTDFISAV SSGVIVAEAT 

PIQLGGRTHL WQIECTHRGE VVARTTLRTM VLNK 

> RXA01020 (1-747, translated) 249 residues 

MTNTLWNSVD ELPIHDSWKP VLKPVEDAIR KLGVFLAEEE FLPPVDDVFR AFSYPFDAVK 

VLIMGQDPYP TPGHAMGLSF STQPDVRPLP RSLNNIFKEL VSDVGSLGDS ASEQGALDLG 

INAPGSVAGT QVALPADGDL RAWSNQGVAL FNRVLTVHPG QAGSHKGKGW EAVTEQAIKA 

LAERDQPLVA ILWGKQAQEV QKFLGDTPCI CSVHPSPLSA SRGFFGSKPF SRANEILSSL 
GATE I DWSL 



> RXA01061 (1-408, translated) 136 residues 

LRVNTVVAKL IEYVNYLTKT YPDTI PAGAV LPLIVMVSPI APHIAEELWK KLGHDDTVTY 
EPFPTFEEKW LTDDEIELPV QVNGKVRGRI TVAADASQEQ VIEAALADEK VQEQISGKNL 
IKQIVVPGRM VNLVVK 

> RXA01072 (1-231, translated) 77 residues 

MAITVYTKPA CVQCNATKKA LDRAGLEYDL VDISLDEEAR EYVLALGYLQ APVVVADGSH 
WSGFRPERIR EMATAAA 



> RXA01124 (1-1509, translated) 503 residues 

RWVRAI NMAC MTDVRVRFCP SPTGTPHVGL VRTAL FNWAY ARHTGGKLVF RIEDTDAARD 

SEESYSAIID SLRWLGMDWD EGVEKGGPHE PYRQSQRKDI YQDVLKQLID AGEVYPAYST 

AEEVEERHKA AGRDPKLGYD NFDRDLTEEQ VAAFEAEGRK PVWRLRMPEQ DWKWTDLVRG 

EVEFKSFTQP DFVVARSNGE PLYTLVNPVD DALMEVTHVL RGEDLLPSTP RQLALYEALK 

RI GVAKAT PA FGHLPFVMGE GNKKLSKRDP QSSLFNHRDN GIIPEGMLNY LALLGWSLSA 

DQDIFGVDEL IANFDVADVL GNPARFDQKK LEAINADHIR LLEPKDFEAR LRAYMTEYTE 

FPADYPAEKF AIAAELVQTR IKVLSEAWDL LKFLVTADED LVFNEKAAKK NLKETAVEPL 

NAGIAALEAV EEWTTPNIEA ALNKALIEDL GLKPRVAFGA LRIGISGEAV SPPLFESMEL 
LGKESTLVRL KVTREQTPFV VAE 



> RXA01179 (1-513, translated) 171 residues 

MHSKEELTVR KGISRVLSVA VASSIGFGTV LTGTGIAAAQ DSAFDYGMDP NMNYNPI DDI 

KDRPEGLSNL PYFGSKLTSW GSSYATASSG VVTSALPQYT DPRYPLGKDD LPKATIDMEP 

EVLARLERFV GVDGDRIRQI NAYSPSMGRT IPLVWVVPKD NTVPCPTVYA L 

> RXA01199 (1-771, translated) 257 residues 

VTSPHNFVSG AIDLGEVKAR ADARQKAHEQ GPVTQGIASS LDVTMENLEN EVLRRSTQVP 

VIVLVGTPRS PDSEQLKSDL TTLAAESGRK FIFGYVNADT DADVAQVFGV QGLPSVIAVA 

AGRPLADFQG GQPADALKQW TDQVVQAVGG QLEGLPEEAT DGEQEDAPVE DPRFDAATDA 

LNRGAFDEAI AVYESILAQE PNNADAKQAP RYRKAVGPAC HRWILRWMLS LLQMLIQQTL 

IWPTQATDAA VVAGDPE 



> RXA01223 (1-612, translated) 20 

MTSVSFLSKI QALFAPKPEL PAAKWLVVGL 

LTPATGYKAL TTQLAPGVLA VRSTTFMNHS 

KVRLKKGGNE NGHNGLKSLT EELGTRDYLR 

LAAEAVDLLL AQGLSAAQNA IHSR 



4 residues 

GNPGAKYEST RHNVGYMCQD MLIDAHQQQP 

GQGVAPIAAA LGIPAERIIV IHDELDLPAG 

VRIGISRPPA GMAVPDYVLE PVDHDQPGIE 
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> RXA01226 (1-444, translated) 148 residues 

AEELVSRSFG SFSVHKRSNT DIAQLPGLIV AKPRSFMNLS GTPIRALCDF FKISPANVIV 

VHDELELDFG SVKLRQGGGD HGHNGLKSTS KSLGTKDYWK LSMGIGRPPG RMDPASFVLK 

PFGKQELADI PIMAADAADL VEKHLQQG 

> RXA01228 (1-216, translated) 72 residues 

VHFIKENLIF SAESNALRAQ LMLSILGSFA EFERSI IRER QAEGIAWRKR PASTRAANAP 

SPRTTSRKPG NG 



> RXA01252 (1-654, translated) 21 
VFEGPLQDLI DELSRLPGVG PKSAQRIAFH 
NISREEVCRI CSDSGRDGGT ICVVEEPKDI 
LNISTLLQRI GGVLPDRELA DSTPENKLFD 
DFPDLVISRL ASGMPLGGDL EFVDELTLSR 



8 residues 

LLNVDPSDIT RLQEALGGVR DGVQFCRICC 
QVIERTGEFS GRYHVLGGAL DPLANIGPRE 
ATPTVREVIL ATDPNTEGEA TASYLGRLLK 
ALSGRLQI 



> RXA01264 (1-216, translated) 72 residues 

MDELAQLGHT LWRRRKNVLA SFNIGASNGP VEAINGRLEH LRGITLGFRN LNHYILRCLI 
QAGQLQRKIN VL 

> RXA01265 (1-150, translated) 50 residues 
MSVSATAKAL KIGWELVNQV ALDACRQLIY NDPRHLEVDE HVWKYTRKPG 

> RXA01274 (1-1095, translated) 365 residues 

MKLLRRIAAP AIALGIAMST IVTPSTAGAA EVTPADVAGD TALSTISDSA PADEASAPRW 
RAHVNAADER VKEMWAYSPS MDRNVPLVVI TADESAGPRP VI YLLNGGDG GEGAANWVMQ 
TDVLDFYLEK NVNVVIPMEG KFSYYTDWVE ENASLGGKQM WETFLVKELP GPLEEKLNTD 
GQRAIAGMSM SATTSLLFPQ HFPGFYDAAA SFSGCAATSS LLPWEYLKLT LDRGNATPEQ 
MWGPRGGEYN I YNDALINSD KLRGTELYVS NASGLAGEWE SVDSPRFEGL NQQVQSIAMA 
ETVVTGGIIE AATNKCTHDL KAKLDSAGIP ADWNLRPTGT HSWGWWQDDL RGSWTTFARA 
FELEA 



> RXA01278 
VAQEVLKDLN 
RGITITSAAV 
VWRQATKYDV 
LEMKALTWRG 
IAEIKAAIRK 
KVLTRKPSDE 
QMHANKENPV 
KSDQEKLGVA 
DPQVAYRETI 
AVTGGRVPRE 
QAFKEAVAKA 
PLSQMFGYVG 



(1-2127, t 
KVRNIGIMAH 
TCFWDNNQVN 
PRICFVNKMD 
VTPIGTEATV 
MVVNSEIYPV 
EPLSALAFKI 
EVAHAGNIYA 
IQKLAEEDPT 
RKPVESLSYT 
YIPSVDAGIQ 
KPVLLEPIMS 
DLRSKTQGRA 



ranslated) 7 
IDAGKTTTTE 
IIDTPGHVDF 
KLGADFYFTV 
EEIPAELADR 
YCGTAYKNKG 
AAHPFFGKLT 
FIGLKDTTTG 
FTVHLDDESG 
HKKQTGGSGQ 
DAMQYGFLAG 
VEITTPEEYM 
NYSMVFDSYA 



09 residues 

RILFYTGINR 

TVEVERSLRV 

GTIEDRLGAK 

AAEYREKLLE 

IQPLLDAVVD 

FVRLYSGKVE 

DTLCDANAPI 

QTVIGGMGEL 

FAKVIITIEP 

YPLVNVKATL 

GEVIGDVNSR 

EVPANVAADV 



KVGETHDGGA 
LDGAVAVFDG 
PLVMQLPIGA 
TVAESDEELM 
FLPSPLDLGE 
PGEQVLNSTK 
ILESMDFPDP 
HLDVLVDRMK 
YAPEADELEE 
EDGAYHDVDS 
RGQIASMDDR 
IAERNGTAS 



TTDWMEQEKE 
KEGVEPQSEQ 
EDNFDGVIDL 
EKYFGGEELS 
TKGTDVKDPE 
NKKERIGKLF 
VIQVAIEPKT 
REFKVEANIG 
GESAIYKFEN 
SEMAFKLAGS 
AGAKLVKAKV 



> RXA01283 (1-1293, translated) 431 residues 

TRQGVRVPVA AEVLDATGAV TGYTRHDLIE TSVSGRVLAG DAT N AAG E V V LAAGTDLTEL 
NIDLLVEAGI KDVKVRSVLT CQTPTGVCAK CYGKSMASGQ QVDIGEAVGI VAAQSIGEPG 
TQLTMRTFHQ GGVGGDITGG LPRVQELFEA RVPKNCAPIA SVEGVIHLED EGNFYTLTIV 
PDDGSDNVVY EKLSKRQGLA STRVAMESNA GAFIERTLTE GDRVTVGQRL LRGAADPHDV 
LEILGRRGVE QHLIYEVQAV YRAQGVAIHD KHIEIIIRQM LRRGTVIESG STEFLPGSLV 
DLSEAKLANS EAIGAGGQPA ELRSEIMGIT KASLATESWL SAASFQETTR VLTDAAINKR 
SDKLIGLKEN VIIGKLIPAG TGISRYRNIS IKPTEAARNA AYSIPTYGES I YGDDGFGEF 
TGASVPLDEA F 



> RXA01284 (1-507, translated) 169 residues 

VDHGKTTTTA AITKVLADTY PELNQAFAFD SIDKAPEEKE RGITINISHV EYQTEKRHYA 

HVDAPGHADY IKNMITGAAQ MDGAILVVAA TDGPMPQTRE HVLLARQVGV PYILVALNKC 

DMVEDEEI IE LVEMEVRELL AEQDYDEEAP I VHISALKAL EGDEKWGKQ 



> RXA01327 (1-144, translated) 48 residues 
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MS I AATAKAL GLGWDLTCQL ALDMCHELIY YDPTHLEIVH VIGVDEHK 
> RXA01328 (1-375, translated) 125 residues 

LLDVVEGRSA DAL RAWLARR SPAFRHQVRI VTMDGFQGYA TTSKQLLPAA RRVMDPFHVV 
LLAGDKLTRC RQRLQQEKYH RRGLHDDPLY KNRKTLLTTQ KWLSKKKQSV LMSCLALIKT 
TRHCN 



> RXA01329 (1-291, translated) 97 residues 

MADKRRAKTM MREIVDQMRL LKGQANRELA QLGRSLHKRL GDILAYFDVG ISNGPVEAIN 
GRLEHLRGIA LGFRNLNHYI LHCLIHSGQL THKINAL 



> RXA01344 (1-2547, translated) 849 residues 

VLEGPILAVS RQTKSVVDIP GAPQRYSFAK VSAPIEVPGL LDLQLDSYSW LIGTPEWRAR 
QKEEFGEGAR VTSGLENILE ELSPIQDYSG NMSLSLSEPR FEDVKNTIDE AKEKDINYAA 
PLYVTAEFVN NTTGEIKSQT VFIGDFPMMT DKGTFIINGT ERVVVSQLVR SPGVYFDQTI 
DKSTERPLHA VKVIPSRGAW LEFDVDKRDS VGVRIDRKRR QPVTVLLKAL GWTTEQITER 
FGFSEIMMST LESDGVANTD EALLEIYRKQ RPGEQPTRDL AQSLLDNSFF RAKRYDLARV 
GRYKINRKLG LGGDHDGLMT LTEEDIATTI EYLVRLHAGE RVMTSPNGEE I PVETDDIDH 
FGNRRLRTVG ELIQNQVRVG LSRMERVVRE RMTTQDAESI TPTSLINVRP VSAAIREFFG 
TSQLSQFMDQ NNSLSGLTHK RRLSALGPGG LSRERAGIEV RDVHPSHYGR MCPIETPEGP 
NIGLIGSLAS YARVNPFGFI ETPYRRI I DG KLTDQIDYLT ADEEDRFVVA QANTHYDEEG 
NITDETVTVR LKDGDIAMVG RNAVDYMDVS PRQMVSVGTA MI PFLEHDDA NRALMGANMQ 
KQAVPLIRAE APFVGTGMEQ RAAYDAGDLV ITPVAGVVEN VSADFITIMA DDGKRETYLL 
RKFQRTNQGT SYNQKPLVNL GERVEAGQVI ADGPGTFNGE MSLGRNLLVA FMPWEGHNYE 
DAI ILNQNIV EQDILTSIHI EEHEIDARDT KLGAEEITRD IPNVSEEVLK DLDDRGIVRI 
GADVRDGDIL VGKVTPKGET ELTPEERLLR AIFGEKAREV RDTSMKVPHG ETGKVIGVRH 
FSREDDDDL 



> RXA01346 (1-1575, translated) 525 residues 

MRTATKVIAT VMASTLAIGL ASCSSSSGTP DVNYVSVNGT EPQRGLIPGD TNENGGGRVV 
DMLYSGLVYF DEAGVAQNDL AASI DQETDT TYKITLRDGI KFSDGSDITA TDFVDTWNFV 
VENGLLNTSF FSPIKGYEEG VETLEGLNVV DDRTFTIELA QPDSEFTQRI GYYGFAPMPA 
SARDDI DAFG ENPVSSGPYK LEQWDHNAEL KVVANEHYDG PRAANNDGLK YVFYAQNDAA 
YSDLLAGNLD VLDLIPPSAY TTYEEELSGR SINQPAASYL ELSIRMESPN FEGQQGQLRR 
QAISMAINRE EIAEQIFAGT YTPALDFTAP VLDGWRDDLN GNDVLTFQPD KARELWEDAE 
EIAPFEGELQ ISYNADVPNR EWVDAVANSI SNELDVNATG NPFPDFKSFR DTYRTTGLDG 
AYRTAWFADY PSIGNFLGPN YTSGVASNDA KYENPEFDQL IADAAAASTK EETFQAYAQA 
QEMLLRDLPA IPLWYPNVVG GYSESVDNVS VNWKAIPVYW AITKQ 



> RXA01347 (1-2049, translated) 683 residues 

MVCVTDQNNE TTSQNRADKL PKSWDPKAVE ADLYQGWVDA GYFTADPASD KPGFSIVLPP 

PNVTGQLHMG HALDHTLMDA LARRKRMQGF EVLWLPGMDH AGIATQTKVE EMLKETEGKT 

RYDYDREEFI AKVWEWKQEY GGKIGEQMRA IGDSVDWSRE RFTLDDGLSR AVQTIFKKLF 

DAGLI YQANR LVNWSPVLET AVSDIEVIYK DVEGELVSIR YGSLNDDEPH VIVATTRVET 

MLGDVAVAVH PDDERYKDLV GQTLPHPFRD DLSLKVVADD YVDPEFGSGA VKITPAHDPN 

DYALGLRHNL DMPTIMDKTG RIADTGTQFD GLTREEARIK VREELAAQGR IVKEIRPYVH 

SVGHSERSGE AIEPRLSLQW FVKVEELAKM SGDAVREGDT TIHPKSLEPR YFDWVDNMHD 

WTISRQLWWG HRIPIWYGPN DEIICVGPDE QAPEGYVQDP DVLDTWFSSA LWPFSTMGWP 

EKTPELEKFY PTSVLVTAYD I LFFWVARMM MFGTFAAKET PELLGEGKDG RPQVPFTDLF 

LHGLVRDEHG RKMSKSLGNG IDPMDWVENY GADALRFTLA RGANPGVDLP VGEDSAQSSR 

NFATKLFNAT KFALMNGAVS EGLPAREELT DADRWIVDLL EQVRLDVDAY LDNYQFAKAN 
EELYHFAWNE FCDWYLEIAK VQI 



> RXA01355 (1-786, translated) 262 residues 

VTDFSSASNA DDSTQDGRPG RRAGKSKKES KPTPWYIEIP VVVVLTLALI FVLQTFVGRM 
YMIPSGSMEP TLHGCEGCTG DRILVEKVSY YFTDPEPGDV VVFKGTDSWN VGFTTQRSDN 
SVIRGLQNLG SYVGLVAPDE NDLVKRI I AT GGQTVSCQAG DPGIMVDGKE VDDSYTLQPA 
QFPIDETSGS TECGGNYFGP ITVPGGNYFM MGDNRTNSMD SRYHLGDQYQ GTIPEENIKG 
KVQAIILPFS RIGGVDDPAI KG 



> RXA01387 (1-369, translated) 123 residues 
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VLDVNVFDEL RIGLATADDI RRWSKGEVKK PETINYRTLK PEKDGLFCER IFGPTRDWEC 
ACGKYKRVRY KGIICERCGV EVTKSKVRRE RMGHIELAAP VTHIWYFKGV PSRLGYLLDL 
APK 

> RXA01388 (1-132, translated) 44 residues 
MNEEVLSANG TPMKLAGDDD DFDQAGASIG INLSRDERSD ADTA 

> RXA01398 (1-636, translated) 212 residues 

KETAEDYRYF NDPDLPPVIA PREWVEEIRA TLPELPWVRR ARIQEEWKLS DAEMRDLINA 
NALDLIIETV EAGTTPDEAR AWWVSYISQK ANESGVELDA LGVAPAHVAR VVALVSEGKL 
TNKLARQAID GVIAGEGDVD AVVAARGLEV VRDDGAIEKA VDDALAANPD IVEKYRAGNT 
KVTGAIVGAV MKATRGKADP AQVNQLIAKK LA 

> RXA01431 (1-321, translated) 107 residues 

MSNVVAVTEQ TFKSTVIDSD KPVIVDFWAE WCGPCKKLSP IIEEIAGEYG DKAVVASVDV 
DAERTLGAMF QIMSIPSVLI FKNGAKVEEF VGLRPKNEIV EKLEKHL 

> RXA01432 (1-951, translated) 317 residues 

MSEEQSAVAP KIHDVAIIGS GPAGYTAAVY AARADLNPIM FEGYEYGGSL MTTTDVENFP 
GFEKGILGPE LMENMRAQAE RFGTDMHMEL VDRVDLTGDI KKLWVGDDEY HARAVILSMG 
SAPRYLGVKG EQELLGRGVS ACATCDGFFF RDQDIAVIGG GDSAMEEATF LTKFARSVTI 
VHRREEFRAS AIMLERAQKN EKIRFVTNKT VEEVIEADGK VSGLKLNDTV TGEDSVLDVT 
AMFVAIGHDP RSEILAGQVE VDPSNYVLVQ EPSTRTNLDG VFAAGDLVDS HYQQAITAAG 
SGCRAAIDAE HYLASLA 

> RXA01433 (1-603, translated) 201 residues 

MTVLPKNHDL SDTQLVKQFI SGDSRAFSTI IHRHERHMMQ AARKYGRKPE DAQDILQEAL 
FRASRNMHLY RAEAALGTWL HKLVLNSGFD WATHRSQVEF PILNEPTIDL EKDPRLATDP 
LGYLDVAMTI RSAI DQLHPD QRIALILVDL GGYTVEDVAE IEGIKVGTVK S RRGRARKAL 
RALLHADFFG PEDGSIQCES N 

> RXA01443 (1-831, translated) 277 residues 

VLKINRSSYY KWKKTAPTRS NRLLSDAVLG AKIKSI FTKE RGCYGSKRIT AELNDDPGST 
PVNHKRVARI MASLKLFGFT KKRRVITTVS DKKKPVFPDL VKRH FNALAA NEVYVGDITY 
LPIADGTNMY LATVIDCYSR RLVGFAIADH MRTSLVQEAL LMAKSQRGSL KGAVFHSDHG 
SVYTSQAFQD TCKKLGVRQS MGAVGTSADN SLAESFNAAL KREVLQDSKT FANQLVCRRE 
VFRWCTRYST NRRHSWCGYV VPAVFESRNL AILKSVS 

> RXA01444 (1-267, translated) 89 residues 

MPTKTYSEEF KRDAVALYEN SDGASLQQIA NDLGINRVTL KNWI IKYGSN HNVQGTTPSA 
AVSEAEQIRQ LKKENALQRA RTRHPAESC 

> RXA01449 (1-1041, translated) 347 residues 

LKLFISRALI AGTVSLTLFS SPLASAQSSG LSSVLSSEDS SATNSEQDFE KSSESGSSAQ 

DFIALSTANP DLTGGSVEGL LSSMSLIGSS QLPLGGPLLS SDSNYPLETD PSITEARIVE 

KRVLNGLRLE KWSVASPSMQ RNVDVQIMKS AEADSPAPML YMLDGIGGNK NSSGWINGGE 

GPKVFADENV TVVMPLGAAS SMYSDWLEED PALGRIKWET FIVEELAPLL EAEEELNFNG 

HRGIGGLSMG AT G A V H LAN S NPDLFDGVIG ISGCYSTLDP IGQTTVSLIV NSRGGNVENM 

WGPTGSETWK AHDVTSNPEG LRDMAVYLSA ANGVVDDIDL ADSEKEP 

> RXA01490 (1-891, translated) 297 residues 

MNAPAPKPGL VIVDKPAGMT SHDVVSKLRR AFSTRKVGHA GTLDPMATGV LVVGIERGTR 
FLAHMVASTK AYDATIRLGA ATSTDDAEGE VISTTDASGL DHST ILAEIV NLTGDIMQKP 
TKVSAIKIDG KRAHERVRDG EEVDIPARPV TVSVFDVLDY HVDGEFYDLD VRVHCSSGTY 
IRALARDLGN ALQVGGHLTA LRRTEVGPFT LNDATPLSKL QENPELSLNL DQALTRSYPV 
LDITEDEGVD LSMGKWLEPR GLKGVHAAVT PSGKAVALIE EKGKRLATVF VAHPNTL 

> RXA01493 (1-1311, translated) 437 residues 

MSMSNNDFEH ESHDVSAKQI FGLAFPALGV LAAMPLYLLL DTAVVGTLGG FELAALGAAT 

TIQAQVTTQL TFLSYGTTAR SSRI FGMGDR RGAIAEGVQA TWVAL FVGLG ILTLMLIGAP 

TFALWLSGDE ALAQEAG HWL RVAAFAVPLI LMIMAGNGWL RGIQNTKLPL YFTLAGVIPG 
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AILIPIFVAK FGLVGSAWAN LIAEAITASL FLGALIKHHE GSWKPSWTVM KNQLVLGRDL 

IMRSMSFQVA FLSAAAVAAR FGTASLAAHQ VLLQLWNFIT LVLDSLAIAA QTLTGAALGA 

GTAKVARRVG NQVIKYSLIF AGGLGLVFVV LHSWIPRIFT QDADVLDAIA SPWWIMVAMI 

ILGGIVFAID GVLLGAADAV FLRNASILAV VVGFLPGVWI SYALDAGLTG VWCGLLAFIL 
IRLFAVIWRF KSMKWAR 



RXA01496 (1-1728, translated) 576 residues 

ADAAALVQAL FNLGEMVTAT ASVSDETLQL LGEEMNYKVQ VVSPEDEDRE LLESFDLQFG 
EDEGGEADLA KRPPVVTVMG HVDHGKTRLL DTIRKANVGS DEAGGITQGI GAYQVKVNVE 
DTERTITFLD TPGHEAFTAM RARGAKSTDI AVLVVAADDG VMPQTVEAIN HAKAADVPIV 
VAVNKIDKPE ASPEKIRGQL TEYGLI PEEY GGDTI FVDIS AKQGLNI DEL LASVCLTADA 
ELDLVANPEM DAQGVAI EAH LDRGRGPVAT VIVQRGTLRV GDSIVAGDTY GRVRRMVDEY 
GRDVEEAGPS RPVQVQGLNG VPGAGDNLLV VEDDRIARQI ANQRNARKRN ALAARSRKRV 
SLEDLDSVLK EHSTLNLILK GDNAGSVEAL EEALLKIEMD DEVQLNIIDR GVGAVTQTNV 
TLAAASDAVI IAFNVRAEGK ATEEANAEGV DVRYYTIIYR AIEEVEAALK GMLKPIYEER 
VIGHAEIRAI FKASSVGLIA GCMVEDGKVR RNATVRI IRD GNVIAENAKI VSLRREKDDA 
TEVSAGYECG MVLSYPDISV DDKIEVYEMV EVPREA 



> RXA01522 (1-1578, translated) 526 residues 

VTNSNPTSKN NSADLPEQLR IRREKRERIL DSGLDAYPVE VDRTISISDL RSQFVVITED 

LQEREEGVTY LEVGEETDVE VAIAGRVMFV RNTGKLCFAS IQEGNGTTVQ AMLSLAAVGE 

ESLKAWKADV DMGDI VSVRG KVISSKRGEL SVMADSWHMA SKSLRPLPVA FADLSEDTRV 

RHRYTDLIMR EQARTNALTR IKVMRALRHY LEDQDFLEVE TPMLQTLHGG AAARPFETHS 

NALDIDLYLR IAPELYLKRC VVGGIERVFE VNRNFRNEGV DSSHSPEFAM LETYEAWGTY 

ETGAKLIKGL VQSVAQEVFG TTLVTLADGT EYDLGGEWKV IEMYPSLNEA LARKFPGQPE 

VTIDSTVEEL REIAKVIGLS VPENGGWGHG KLVEEIWELL CEDQLYGPIF VKDFPVETFP 

LTRQHRTKPG VTEKWDLYVR GFELATGYSE LIDPVIQRER FEGQARLAAD GDDEAMVLDE 

DFLTAMEQGM PPTSGNGMGI DRLLMALTGL GIRETVLFPM VKPEQK 



> RXA01530 (1-642, translated) 21 

MAFLDLIQEG NLGLIRAVEK FDYSKGYKFS 

VINKLGRIQR ELLQELGREP TPQELSKEMD 

LGDFIEDSEA VVAVDAVSFT LLQDQLQDVL 

VYGVTRERIR QIESKTMSKL RHPSRSQVLR 



4 residues 

TYATWWIRQA I T RAMADQAR TIRIPVHMVE 
ISEEKVLEIQ QYAREPISLD QTIGDEGDSQ 
ETLSEREAGV VKLRFGLTDG MPRTLDEIGQ 
DYLD 



> RXA01531 (1-1017, translated) 339 residues 

MVENNVAKKT VAKKTARKTA RKAAPRVATP LGVASESPIS AT PARSIDGT STPVEAADTI 

ETTAPAAKAP AAKAPAKKVA KKTARKAPAK KTVAKKATTA KAAPATAKDE NAPVDDDEEN 

LAQDEQDFDG DDFVDGIEDE EDEDGVEALG EESEDDEEDG SSVWDEDESA TLRQARKDAE 

LTASADSVRA YLKQIGKVAL LNAEQEVSLA KRIEAGLYAT HRMEEMEEAF AAGDKDAKLT 

PAVKRDLRAI ARDGRKAKNH LLEANLRLVV SLAKTLHRPW HGIPGPHPGR QPRSDSCRRE 

VRLLQGLQVL HLRNLVDPSG NHPRHGRPST NHPYPSPHG 



> RXA01541 (1-771, translated) 257 residues 

I FNSHRAPRL ASTVIIARES ADSGTLEFFI QQRQSTMAYA ANAVVFPGGG VEDSDYPFML 

PHRDQHMSPE HIKHHASRLH MDSETMAAHI SAARREVWEE TGVDLGNYNH ELIPIDRWIT 

PDI PAFRRRY DTAT FVLILS KDSTNAALQH QHQTTEATHS YWATAEELLT QWSTGHLNLL 

LPTWWHINQL NHLHTLNQLY SFAQRTHNPQ HTPPTVFANW TAPADEAAMQ HYGFPDPDAY 

FDHATIAGKH HTLITRK 



> RXA01556 (1-849, translated) 283 residues 

NIRFETLNIM GPARRIHLGH VWNDRLTFEY SRSLFGKETL SPDIARLFTD RVPTPPLPAP 

RKARAVAQVL VSNPADQTSL EEFAEIQGVS ARTLQRQFLK STGYSFSEWR AAQRVCVAAS 

LLAHDFSISV VANLVGFAAT SSLTRAFRRH TGATPSTFTT GQIGMGSAGH PPRIPATTTF 

AEAHQDQQLW I YSGTATVTT PGYCRFMGQG DMVTIPAGTQ TRIDVAAGSI AFPVPVGLDE 

WGMDLTRVVA VNNQQPKPLT ILEQSEWSKL SEELLNTPVP VQM 

> RXA01558 (1-1209, translated) 403 residues 

MTDSQTESLS TQSVKPAKKR SWFNSLYTGD GGIDFIAKTK LWYWITGILL VISILFIAIR 

GFSLSIDFQG GTKMSMPASD YSTEQVEETF TEATGITPEI VQIVGSGDAR TLEI YSERLS 

DEDVEKARLA IYEEYQPLNS EGQPSPDAIG NSTVSESWGS TITQRMVLAL IAFLVIAAIY 
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IAFRLEREMA IAAMAALVVD GIVIAGIYAV IGLEVSPATV IGLLTVLTFS I YDTVVVFDK 
VRENTEGFEG SRRRTYAEQA NLAVNQTFMR SISTTIISAL PIIALMVVAV WMMGVGTLKD 
LALIQLIGVI EGTFSSVFLA TPLLVSLKNR LSKTKAHTAS VMKLRDGQST LIDATPHTNA 
DAFAHGTESD TDGVTPEAPA KRTVSKPIVD DHRSSGTWRP GRS 



> RXA01559 (1-243, translated) 81 residues 

ITAPLVILAS RNPFFAKSSV NGMGRVMKLV EERRANGELD EPEYLKKIHA KNAAADKAST 
DNSSTDNSEA PGTDTNQEEE K 



> RXA01582 (1-1089, translated) 363 residues 

MAGLVDLTIN MREGLDYTVS EIQLTEASLN EAADAAI KAF DGAQNLDELA ALRRDHLGDA 
API PQARRSL GTIPKDQRKD AGRFVNMALG RAEKHFAQVK VVLEEKRNAE VLELERVDVT 
VPTTREQVGA LHPITILNEQ IADIFVGMGW EIAEGPEVEA EYFNFDALNF LPDHPARTLQ 
DTFHIAPEGS RQVLRTHTSP VQVRTMLNRE VPIYIACPGR VFRTDELDAT HTPVFHQIEG 
LAVDKGLTMA HLRGTLDHLA KELFGPETKT RMRSNYFPFT EPSAEVDVWF PNKKGGAGWI 
EWGGCGMVNP NVLRAVGVDP EEYTGFAFGM GIERTLQFRN GLSDMRDMVE GDIRFTLPFG 
IQA 



> RXA01583 (1-1716, translated) 572 residues 

VETIEELTEF KKPIRHCHVN VGDANGTGEL QSIVCGARNF KEGDTVVVSL PGAVLPGDFA 
ISARETYGRM SAGMICSASE LGLADKQNSG I ITLDPSYGE PGEDARQALG LEDTVFDVNV 
TPDRGYALSA RGLTRELASA FSLTFTDPAI EPAVAGIEVK VPAVEGSLIN VELREETKAI 
RFGLRKVSGI DPAAESPFWM QRELMLSGQR PVNAATDVTN YVMLLLGQPM HAFDAAKVTG 
DLVVRNATAG EKFETLDHVK RTLNEEDVVI TDDNGIQSLA GVMGGLTSEI SDTTTDVYFE 
AATWDTITVA RTSRRHKLSS EASRRFERGV DPAIVEIALD IAATLLVEIA GGTVDAGRTL 
VGDVPAMQPI TMKVTRPSEL AGVDYSAETV IARLEEVGCT VAVSGDTLEV TPPTWRGDLT 
MSADLVEEVL RLEGLEAIPT I IPTAPAGRG LTDAQKRRRA VGHALAYAGY AEIIPSPFMD 
PEVFDVWGLA ADDERRKTVS VLNPLEAERN VLSTSLLPSM LDAVKRNVAR GHNDFSLFGL 
QQVAFEHGSG VSPMPSVASR PEESVVAELV DS 
> 

> RXA01596 (1-1779, translated) 593 residues 

MLVDIAIENL GVIPAASAEF SSGLTVLTGE TGAGKTMVVT GLRLLSGGRA DASRVRTGSP 
QAVVEGRFVT QGVPCDIVER ATGI VSNAGG AADENGEFLA VRSVGANGRS KAHLGGRSVP 
AATLSEFSDE LLTIHGQNDQ LRLLSPERQL EALDRFDPEL AQLRKNYNAK YLTWKSLDKD 
LQKRLSSRRE LAQEVDRLQF AINEIEEVSP QPGEDAELVE QIRRLQDVDT LREQAATALA 
AIDGAGSLSD AMGGSGGFDE SQESASDQLG QAESALAGSD DSKLKDIAVQ LAEITSQLSQ 
VSMELGGFLS DLPADPQALD DMLTRQQQLK LLTRKYAADI DGVIEWQRKA QIRLDSIDIS 
SEALDKLKED AKKAQASMMR AAKKLSAVRA KAATKLGTTV TEELQGLAMQ KARFEVALTS 
IEACASGIDQ VEFQLAANAF AQPRPLASSA SGGELSRVML ALEVILAAGT TGTTLVFDEV 
DAGVGGRAAV EIGRRLARLA TKNQVI VVTH LPQVAAYADT HLHVAKNVGE ASVTSGVESL 
TFDRRVEELS RMLAGLDDTA TGRAHATELL ERAQREKEDI NEERVEPLLA ASA 

> RXA01601 (1-912, translated) 304 residues 

MKARVLAKTW LTHLAVERGL SANTLSNYRR DVERYCDWLE AAGLDDIRDI TTAHVESYVK 
DLRRGIDGQQ ALSASSAGRA LIVARGLHKF ALMEGEVAAD VAADVSPPAM GRHLPDTLSI 
NEVALLIDAI PHSDIATPVD LRDRALVELL YGTGARISEA IGLAVDDVSE MPEVLRITGK 
GSKQRIVPFG SMAQQAVREY LVRARPALSK GKSHALFLNQ RGGPLSRQSA WAVLKKTVER 
AGLDKDISPH TLRHSFATHL LEGGADVRVV QELLGHSSVT TTQI YTHITA DSLREVWRGA 
HPRA 



> RXA01613 (1-1215, translated) 405 residues 

MSEQPASIKH YDLI I IGTGS GNSI PGPEFD DKSIAIVEKG AFGGTCLNVG CI PTKMYVYA 

ADIAQEIQES ARLGIDATVN SVDWPSIVSR VFDKRIDLIA QGGEAYRRGP ETPNIDVYDM 

HASFVDSKTI STGIAGQEQL ISGTDIVIAT GSRPYIPEAI AESGARYYTN EDIMRLAQQP 

ESLVIVGGGF IALEFAHVFE ALGTKVTILN RSDVLLREAD ADI SAKILEL SKKRFDVRLS 

TAVTAVHNKA DGGVKISTDT GDDIEADILL VATGRTPNGN QMNLDAAGIE MNGRSIKVDE 

FGRTSVEGVW ALGDVSSPYK LKHVANAEMR AIKHNLANPN DLQKMPHDFV PSAVFTNPQI 

SQVGMTEQEA REAGLDITVK IQNYSDVAYG WAMEDKDGFV KLNCR 

> RXA01621 (1-1440, translated) 480 residues 

VDQEVDRLAL MARAHQAIGE LSDILVPLAA AFSSKGHSLY LVGGSVRDAF LGELGHDLDF 
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TTSARPEETK AILDDYADVV WDTGIAFGTL 
GDTLEGDLIR RDFKVNAMAV EIQADGELTF 
RMLRAARFVS QLNFTLAPRV ITAMTEMAQQ 
ESGIAQIIYP EIPAMQMTQD EHMQHKDVYA 
GKPDTRDFNE EGRVSFHQHE VVGAKLVRRR 
QWTDSAVRRY AADAGELLPR LHKLVRADCT 
ARVRPDLDGN EIMEILNIQA GPEVGKAWAF 



SAEKHGQQIE ITTFRSDLYD GNSRNPEVTF 
HDPVGGLEDL LTHTLDTPAT PEQSFNDDPL 
ITRITVERMQ VELDKMILGK NPEAGIDLMV 
HSLQVMRQAI DQEEDGPDLV LRWAALLH DC 
MRKLKYSKQM VGDVGQLVFL HMRFHGFSEG 
TRNKRKAARL QATYDHLEER IAEIAAKEDL 
LKELRLERGP LDREVAIAEL KSWWEGENNE 



> RXA01648 (1-369, translated) 123 residues 

VGFAFADHMR TSLVQEALMM AKSQRGSLQG AVFHSDHGSV YTSQAFQDTC KKLGVRQSMG 
AVGTSADNSL AES FNAALKR EVLQDSKTFA NQLVCRREVF RWCDLVQHGA QTFLVWLCGA 
CGV 



> RXA01649 (1-420, translated) 140 residues 

VLKINRSSYY KWKKTALTRK KLLLSDAVLG AKIKSIFTKE RGCYGAKRIT AELNDGPGTT 
TPVNHKRVAR VMSSMKLVGF TKKRKVITTI PAAVKPVFPD LVKRQFNALA ANEVYVGDIT 
YLPIADGSNM YLTTVIDCYS 



> RXA01650 (1-114, translated) 38 residues 
MSEAEQIRQL KKENALLREE RDILRKAAKY FPGKRQDL 

> RXA01651 (1-135, translated) 45 residues 
MPTKTYSEEF KRDAVALYEN SDGASLQQIA NDLGINRVTL KNFDQ 



> RXA01670 (1-612, translated) 20 

HFVYHLGLIG TLQFEPAEET RGQIRLHLSD 

DPIRDDADPE PIRIKVQRSG RSIGSLLMDQ 

TAQFRSIWAD LVGLMKDGVV TGRIDTVRPE 

LCATPIKEQV MEGRNLFWCP GCQR 



4 residues 

GEIAANLRGP QWCRLITDAE RTQAIGKLGA 

KLFAGVGNIY RAETLFRLGI SPFTIGKDIT 

HTPEAMGRPP RKDDHGGEVY TYRRTGQECF 



> RXA01680 (1-411, translated) 137 residues 

MAGHTHKTHR TAYKQLEALA RNGHLFTYID PPAEVDGVVK STTNCLEGGI NAQIKALARN 
HRGMFDEHQR IAVDWWLLMH TQLPGDPDEI ARQQNWGQDG LANVPDLIQQ EQPHDHYGRP 
VTYDTGIDAT TTRRKSK 

> RXA01704 (1-816, translated) 272 residues 

DASGRAGFRK LKSNELVTEV ACSQVVPELL EGLVGEGARR FTPGVEIIAA IDDAGQRHVV 
ESRKAPRGRR TETVLKVLEG TGEVEQKVGD YTWKFPVSSF WQAHTKAPAA YSEFIAEALT 
GLELVDVDKR GPVAWDLYGG VGLFAPIITS KLQAAVHSVE LSPGSAEAGE EALAGLPVTF 
HTGRVEGMAS QLPSPNVVVL DPPRTGAGSD VLKSIAEAKP QLVIHIGCDP ATFARDVADW 
KLNGYEMDQL AVFNAFPGTH HFETIGVFVR VS 

> RXA01710 (1-408, translated) 136 residues 

MTDFKLISDT EWRERLTPQE FHVLREAGTE PPHVGEYTNT TTEGVYSCRA CGEELFRSTE 
KFESHCGWPS FFSPLAGDKI IEKEDLSLGM RRVEILCANC GSHMGHVFEG EGYDTPTDLR 
YCINSISLKL EEKPVS 



> RXA01717 (1-282, translated) 94 residues 

PSQQMHQDIA LVVDETI PAE D V RAW KAG A GELIETVELF HVFRSEQRGE NKKSLAFSLR 
FRAAGRTLTD EEANEARLQA AELAKEKFNA EMRG 



> RXA01723 (1-837, translated) 279 residues 

VDXSRVTTTA TTPEPAAPAQ SQPAEAQPAQ TQAAQQEELP V AAKE S A PAT ENTQGQXQGQ 
AQGXAQGDEH DDXFESRSAA RRARRNRQRQ IHRDGDDNAN ANTESEQNTP AQNATAQAES 
EQTAAPAQAE AAEQNQNDNS ESSENRSDNY RNNNRRSRNN RNNRNYRDNN ESSDNAGQSS 
NDDADNNQAR SEDNNDDRRS RNNRNNDRND RNDRNDRDKfD DNDDRRNRRG RRNRRGXATT 
VTIATTEITG ITATTATMAT TTSKXEXAAG SRHPGHRGP 



> RXA01724 (1-384, translated) 128 residues 

VDHNVAFVRT TGYHAAPSDV FVSNQLIRRM GLRSGDAIEG QVRMNQGGGN HNNHGRNRQK 
YNNLVRVEMV NGLPAEETRN RPEFGKLTPL YPNQRLRLET EQKILTTRVI DLIMPIGKGQ 
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LCFDCVAT 



> RXA01725 (1-108, translated) 36 residues 
LVDERPKEVT DMQRSVNGEV ISSTFDRPPS EHTAVA 



> RXA01726 (1-573, translated) 191 residues 

LLELAIERAK RLVEQGQDVV VLLDSITRLG RAYNNSSPAS GRILSGGVDS NALYPPKRFL 
GAARNIENGG SLTI IATAMV ETGSAGDTVI FEEFKGTGNA ELKLDRKISE RRVFPAVDVN 
PSGTRKDELL LNPDEARIMH KLRRILSALD NQQAI DLL IK QLKKTKSNAE FLMQVASSAP 
MAGTEKEEDY S 



> RXA01730 
VLRTHLSGEL 
ALRSEFVLRV 
GEETRLKYRY 
LVPARLRPGT 
SFVDQDDVIA 
EFFQDTTFRV 
PVAKNITDAE 
FTWIVDAPMF 
IVCNGNEIGG 
DRIVSLLGGF 



(1-1677, tr 
RKENAGQSVT 
TGVVEERPEG 
LDLRRPVQAN 
FYALPQSPQL 
LGEEIISEVW 
FKNEYVGAVV 
RAG I AAH VG A 
EPAADATASG 
GSIRIHQRDV 
DSIRDVIAF 



anslated) 5 
LTGWVNRRRD 
SQNPNLASGD 
ALRLRSAANK 
FKQLLQVAGM 
KLIGYEIKTP 
MTGGASQPRR 
QPGDCIFFAA 
DVALGNSKWT 
QERVFEVMGI 



59 residues 

HGGVIFIDLR 

IEVSVTEFEV 

AARTVLDSHD 

ERYYQIARCY 

IPRMTYADAM 

QLDAWQEWAK 

GDTKSSLALL 

AVHHAFTSPK 

TGEEAREKFG 



DRTGIAQVVF 
LNESAPLPFQ 
FTEIETPTLT 
RDEDFRADRQ 
RRYGSDKPDL 
QRGAKGLAYI 
GAARGEIAKK 
PEFLDNFDTN 
FLLDAFAFGA 



RNEDVAERAH 
IEDSSSAGEV 
RSTPEGARDF 
PEFTQLDVEM 
RFDIEITECT 
LVGEDGELSG 
LDLIKEGDWA 
PGDALAYAYD 
PPHGGIAFGW 



> RXA01733 (1-543, translated) 18 

GPKI YEAYTT IAPESRPAAV NYKTTIDQGL 

SSLVGPHRDD VDLMLGDQPA KG FASHGETW 

ELDAGRREKL VGIAQEVEQV LITAAVHDDL 



1 residues 

SQFSEFDAGI IEATLLTELA AKRQREIERG 

SFALSLRIAE FNLLKSDGTD PILILDDVFS 

PENLKKVLTA QHTVTVQDTG TGRISLLDVQ 



> RXA01784 (1-549, translated) 183 residues 

TTIYRWVQKY ALELDKQTRW YRQVPDWQAS SWRVDETYIR VGGTWCYLYR AITAGGQTLE 
FYLSPKRNVA AAKRFLAKTL RSNTTAGSPR VINTDKAPAL AKAISELKAE GICPQTVEHR 
QVKYLNNVIE GDHGRLKRIL GPKGAFKNRI SAYRTLKGME AMHSLRKGQG TMFDLTGTRT 
QTR 

> RXA01798 (1-273, translated) 91 residues 

MHRKKEELTM RKGISRILSV AVASSIGFGS VLSGTGIAAA QDSAFDYGMD PSMNYNPIDD 
MKDRPQGLSN LPYFGSKLTS WGSSDATASS G 

> RXA01818 (1-987, translated) 329 residues 

MGYPIGGEVP VSGSNLIDGE INGWVQTFQG GRVYRTPMLE GFQIASINGM ILNRWLAIGG 

PDSALGFPIA DEAVASDGVG RFSVFQNGVL YWHPNHGAWE MTGFIEEVWK MRGGLDSQWG 

YPTSAPVLDS DAPVEIAQNF SGGVFDLATE IEDAGFSPIE DKEMSNLILE YFGYLGFDFP 

GSSSRELVQD HSKSDLMTLR ASRCALKDSS QASFGGVTIP SHYDYWGCLD KSDRPDPDAY 

GRHDYCTLSP DSYGPLGKKA EFSGACARHD LCMDAVDANG TGYAPCHPAF YTWMSTVCTT 

NYAEDANFKK GCVNTAKAYY KAVQLKNPN 

> RXA01819 (1-447, translated) 149 residues 

LILPVQEGIS YFPTPLHLNH IGGSRFKKFL VKIDKTVPQD LDVHVICDNY ATHKHPTINT 
WLVKHPRFHM HFTPTYSSWI NQVERLFAEV TRELLQRSDH RSVQALEKDL RNWVKAWNED 
PKPFIWTKTA EEILSSIARY LKRINGAGH 



> RXA01837 (1-393, translated) 131 residues 

SEGYYNDTVC HRITTSGIYV LQCGDPSSTG AGGPGFSFAN EYPTDEATDL TTPVIYERGT 

IAMANAGADT NGSQFFLNYE DSPLAPNYTY FGQITEEGLA TLDAIAEVGT EGGTGDGAPA 

QEVRIESAAV A 



> RXA01841 (1-363, translated) 121 residues 

MEEGEEISLS DFEGEVVVLN AWGQWCAPCR AEVDDLQLVQ ETLDPLGGTV LGINVRDYNQ 

TIAQDFKLDN AVTYPSIYDP PFRIAAALGG VPTSVIPTTI VLDRSHRPAA VFLREVTALS 
G 
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> RXA01852 (1-1287, translated) 429 residues 

VSQNKSKSEK LQSFAAPKGV PDYAPPKSAA FLAVRDAFVN QAHKAGFEHI ELPIFEDTGL 
FARGVGESTD VVSKEMYTFA DRGERSVTLR PEGTAGVMRA VIEHSLDRGQ LPVKLNYAGP 
FFRYERPQAG RYRQLQQVGV EAIGVDDPAL DAE I I AL ADR SYRSLGLQDF RLELTSLGDR 
HCRPEYRQKL QDFLFALPLD EETRKRAEIN PLRVLDDKRP EVQEMTADAP LMLDHLDAEC 
REHFETVTGL LDDMGVPYVI NPRMVRGLDY YTKTCFEFVH DGLGAQSGIG GGGRYDGLMA 
QLGGQDLSGI GYGLGVDRTM LALEAEGVTV GAERRVDVYG VPLGKDAKKA LAGIVNTLRA 
AGISTDMSYG DRGLKGAMKG ADRSNALYTL VLGEQELENN TIAVKDMRAH EQHDVALDEV 
VAFLQGKLI 

> RXA01862 (1-1206, translated) 402 residues 

MAYDFVIGMD VGKYFHHACV LDPQGRQVLS KRINQHEGSL RKLFDKFLAN DAEVLVVVDQ 
PNNIGRLTVA VAQAMGADVR YLPGLAMRQL SRIHVGNSKT DVRDAYVIAH AGLNLPDALR 
SVDRVEEVFL QLKVLNGIDE DLARAYTRLI NQMQSALVGT YPAFEHVLRG QMIHRKWILH 
LLAKYGGPTK IRRVGKARLA AFARGHRARN PEPVIDAMLA AIHGQTVSIA GAEYAELGVA 
MSAKDALAKL EHRKEIEGQV LELIQDIPQT EILLSMPGIG PRSAAQILMT VGDMSDFPDA 
AHLASYAGLS PQTNQSGTSI MSNSPNRAGN KKLKNALWQS SFASIRFHER SRQFYERKRN 
EGKRHNAAVV ALARRRLNVL FAMMRSGELY RDI PTAQEAA AA 

> RXA01863 (1-807, translated) 269 residues 

MNSNLTLPQD RYLDIAEYID VMHISHNWGT TDEFANVGFG AMKKQPPLKA KLKLYEQMIS 
NARTLSEQGM FVSAETMLNQ STLPHLRKIH QEVVHDMKCS RHEIHPMYPA DFASQLNVLT 
LAEMKKTIHD ILDFRDEDIW MLFGTLPVFP CLKDDEDQKL LSRLRNANNV TTRNDPDGRS 
RLNVNVFTGN VIVTDFGDET GTISNIQKDK LTDVFDKWLS SDLAKSLNCH CSEFSCLGPN 
VLVKNMYYPN MDFKDNERHM HKQPQIIQF 



> RXA01864 {1-471, translated) 157 residues 

NERYWTGPRP ETHGPNDPGG VDLYVGGVEH AVLHLLYARF WHKVLFDLGH VSSKEPYRRL 

YNQGYIQAFA YTDSRGVYVP ADDVEEKDGK FFYQGEEVNQ EYGKMGKSLK NAVAPDDICN 

NFGADTLRVY EMAMGPLDTS RPWATKDVVG AQRFLSV 

> RXA01872 (1-765, translated) 255 residues 

MGNDGGDLRI DDLRSFISVA QSGHLTETAQ ' RLGI PQPTLS RRISRVEKHA GTPLFDRAGR 
KLVLNQRGHA FLNHASAIVA EFNSAATEIK RLMDPEKGTI RLDFMHSLGT WMVPELIRTF 
RAEHPNVEFQ LHQAAAMLLV DRVLADETDL ALVGPKPAEV GTSLGWAPLL RQRLALAVPA 
DHRLASFSGQ GELPLITAAE EPFVAMRAGF GTRLLMDALA EEAGFVPNVV FESMELTTVA 
GLVSAGLGVG VVPMD 



> RXA01878 (1-879, translated) 293 residues 

MEEPSGAQLL GPVEIRALAE KLDVTPTKKL GQNFVHDPNT VRRIVAAAEL TPNDHVVEVG 

PGLGSLTLAL VESAASVTAV EIDPRLAAEL PETFQWRAPA LAHKLSIVLK DALKVQQSDM 

AVQPTALVAN LPYNVSVPVL LHMMEEFPTI NKVLVMVQAE VADRLAADPG SKIYGVPSVK 

ASFYGPVTRA GSIGKNVFWP APKIESGLVK IVREDTAWKQ DDETRKKVWP I I DAAFLQRR 

KTLRAALSGH YGSGQAAEEA LRAADIDPTL RGEKLDVTDY VRLAGVLQQK DEK 



> RXA01913 (1-825, translated) 275 residues 

MAN Y T AADVK KLRELTGSGM LDCKKALEES AGDFDKAVEI LRVKGAKDVG KRAERNATEG 
LVAVSGNTMV EVNSETDFVA KNSDFKEFAA K V A D AAAAAK ANSQEELAAV DVDGQTADAA 
LQEFSAKIGE KLELRRAVTL EGDKTAVYLH QRSADLPPAV GVLVAFTGEG EAAEAAARQA 
AMQIAALKAS YLTREDVPAE I IEKERSIAE QITREEGKPE QAIPKIVEGR LNGFYKENVL 
LEQSSVADSK KTVKALLDEA GVTVTSFARF EVGQA 



> RXA01926 (1-672, translated) 224 residues 

LRSFYTPEQA IEREGDVWKA ATEEAELLAA DGAVHDQELF LNCTTSPLIF ASAMLNFGVH 

QILDTLCQLA PSPAGRDADP KALEAATSAM DDHRDTTDDF SGVVFKVQAG MDKNHRDTLA 

FMRVVSGEFD RGMQVTHSQS GRSFSTKYAL TVFGRTRSTV ETAFPGDIVG LVNAGALAPG 

DTI FEGRKIQ YPPMPKFAPE HFRILRAKSL GKYKQFRKAL EQLD 

> RXA01938 (1-915, translated) 305 residues 

LDESYAKHRA AYQRI FDRLG LEYAICQATS GAMGGSASEE FLAVSENGED TFVRSTSGNY 
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AANVEAVVTQ PGVERDIEGL PEPVTYETPV SETIDALVDW ANSIDVQIEG REVTADDTLK 

CIVVKVREPG AEEAELTGIL LPGDREVDMK RLEASLEPAE VELAVESDFA DNPFLVKGYV 

GPVGLAKNGV KVLADPRVVT GTSWITGADE KERHVVGLVA GRDFTPDGFI EAAEIKEGDP 

APAGEGTLTL ARGIEIGISS SSAASTPKPS TSKSWTKTAS APSQPWALRA RCHPPARRPG 
RTAPR 



> RXA01953 (1-381, translated) 127 residues 

MIAAYREKDR SLGRAAMEAL IDAVSQDVPA GLDELRKLGR TLKARATDVL AYFERPGTSN 

GPTEAINGRL EHLRGSALGF RNLTNYIARS LLEFRRIQTS TTPSSVKSRF RHPSSSRTTM 
NDVPTHL 



> RXA01954 (1-840, translated) 280 residues 

VLADDVVVVA EFRDRI YPGL VETGRVERGG DKPFHTVVNA ENYHALEMLT YTHRHSI DAI 
YIDPPYNTGA RDWKYDNDYV ASDDDYRHSK WLAFMERRLK ICRELMRSDA TLVAPIDEHE 
VNRLGVLLDQ LFPESTRQLV TIVNNPKGVT QGYLSRVEEY AFFVFGPDAR IGSVDDDLLT 
HRDMADAEGE LQRPRWKGLL RSGDDSLRAD RK DM FY P VW F DESTGRLSHA GEALPLDETP 
DFSPQDGLTP IWPIRRDMKE GPTRAAPRRS ILDYALHPHL 



> RXA01975 
LSHHTHLNNY 
MLGI IADCLD 
PRKSIVVVGK 
LTSIRDLATG 
LRLFANTQFD 
LTFAFERFYE 
EEDWADGYNI 
VFMPATIAQT 
GVNYFAADPR 
ALLDFERNQP 
AAQRGEPTWS 



(1-1896, tr 

ITSLSDNADL 

STFHTIVILT 

I PAVLGNWLR 

CIYLQVTGTP 

EDSRFSDAIY 

PMIQHNFQRA 

IVGGNSLGRG 

FQEVYLGNEA 

IKNVEALDKK 

HLTARMVLRT 

SDPIWVPNIK 



anslated) 6 
REKVTATVDA 
SPNTRLVQQT 
VFNDSGALSG 
QAVLLQSDDS 
TYLLTAALFK 
YEQLAQTDSN 
LTFNNLQTVF 
IKNQLDHGTH 
LLAYLDKHGE 
NRKVNQGTGA 
LPGQRQFWCV 



32 residues 

FRHTVMDDFD 

YDRVAQAFPD 

HPVLI IDDEA 

NWAAEHVLHF 

LRGESLCTML 

LPPLRKILNI 

YVRESKRPQA 

INDIRVILGD 

DSTIGMRAII 

LLSPTDQALS 

DG 



YISDQQVLLY 
TLVCDRDGYN 
DATSLNTKVN 
APGESYIGGQ 
IHPSHTASSH 
LGGMEDDFSI 
DTLWQHARMF 
GVAPTRANVL 
TILNAFTVDP 
RAEVAHPLLI 



GDVQSGKTSH 
DFRANQKSLT 
QSDVSTINHQ 
LFFSELNNPY 
RDFAQEARLQ 
HIVNSDNPTV 
GYKRHKDTMR 
DKRKVGNLSG 
NDLDLATFKA 
LYRIEGVNDA 



> RXA01998 (1-708, translated) 236 residues 

MGI FSGRQFP REIILWAVRW YCRYGVSYRD LEEMMTERGV PVDHTTI YRW VQKYAPELDK 

KTRWYRQVPD WQARSWRVDE TYIRVGGKWC YLYRAITAGS QTLDFYLSPK RNVAAAKRFL 

AKTLRSNKSA GYPRVISTDK APSLARAISE LKAEGVCPST VEHRRVKYLN NVIEGDHGRL 

KRILGPKGAF KNRTSAYRTL KGMEAMHSLR KGQGTMFAYG HPNPDAVIVS RVFETA 

> RXA02002 (1-378, translated) 126 residues 

MSNANPDTTA AEAHRRRT FA VIAHPDAGKS TLTEALALHA HI ISEAGATH GKAGRKATVS 

DWMEMEKDRG ISIASSALQF EYAPEGHAGE PFMINLVDTP GHADFSEDTY RVLMAVDAAV 
MLMHSV 



> RXA02015 (1-519, translated) 173 residues 

VLKFSLNLLD DIRPRAMSRD IDWGIPIPVE GWQDNNAKKL YVWFDAVVGY LSASIEWAYR 

SGDPEAWRTF WNDPETKSYY FMGKDNITFH SQIWPAELLG YAGKGSRGGE IGDLGVLNLP 

TEVVSSEFLT MSGSKFSSSK GVVIYVKDFL KEFGPDALRY FIAARPRNND TDF 



> RXA02025 (1-651, translated) 217 residues 

MAWFFAPEPV MVTADEALKG GRHPVLENPA PHTVLGTPVT GPWKEGQQRI WIGLGCFWGV 
EQMYWQMDGV EGTSVGYAGG FTPNPTYREV CSGRTGHTEI VEVVYDPSKI SLEQLVARGL 
EAHDPTQGFR QGNDVGTQYR SAYYTENEED AARVKAVVDA YGETLKQHGF GEITTEIGVI 
SPSDYFLAED YHQQYLDKNP DGYCPHHSTG IPCGVEA 



> RXA02047 (1-192, translated) 64 residues 

WDDRVHPAHA RLFAQALLDA GQAVDYYENT EGGHAGAADN KQTAFVESLI YTWIEKTLDQ 
QGSI 

> RXA02065 (1-648, translated) 216 residues 

MTYMKKKSRD DAPVVIETVQ AEHAEELTGT AAFDAGQADM PTWGELVAEH ADSVYRLAYR 

LSGNQHDAED LTQETFMRVF RSLKSYQPGT FEGWLHRITT NLFLDMVRHR GKIRMEALPE 

DYERVPGNDI TPEQAYTEAN LDPALQAALD ELSPDFRVAV ILCDVVGMSY DEIAETLGVK 
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MGTVRSRIHR GRSQLRASLE AAAMTSEEVS LLVPTH 

> RXA02078 (1-858, translated) 286 residues 

VPELPEVEVV RRGLEDHMVG HTIVSATVLH PRAARNQLGG GPEIEANIAG LRVSAAKRRG 
KFLWLELIDA PSGETRPDLG LLVHLGMSGQ MLIKEPDAPI SPHLRAKVEL DNGDEVWFVD 
QRTFGYWWLG DLVDGVPERV SHIATDVLDE SADFSAIARN LKSRKSEIKR LLLNQEIVSG 
IGNI YADEML WQAKIHPLQR ADRLSLARLE ELLQAGKDVM TKALAQGGTS FDALYVNVNG 
NSGYFALSLN AYAQTGEPCG RCGTLI IRES FMNRGSHYCP NCQKRR 

> RXA02110 (1-618, translated) 206 residues 

MAVSTI I FAL RPGPQDLPSL WAPFVPRTRE PHLNKWALPG GWLPPHEELE DAAARTLAET 
TGLHPSYLEQ LYTFGKVDRS PTGRVISVVY WALVRADEAL KAIPGENVQW FPADHLPELA 
FDHNNIVKYA LERLRTKVEY SEIAHSFLGE TFTIAQLRSV HEAVLGHKLD AANFRRSVAT 
SPDLIDTGEV LAGTPHRPPK LFRFQR 

> RXA02130 (1-87, translated) 29 residues 
MTSDLQSRRR LGLTATLVRE DGREGDVSA 

> RXA02167 (1-1260, translated) 420 residues 

MNI I DELSWR GLINQSTDLE ALREEASTPI TLYCGFDPTG PSLHAGHLVP LLMLRRFQQA 

GHNPI VLAGG ATGMIGDPRD VGERTMNSAD TVSDWAERIS GQLSRFVDFD GEHAARLVNN 

AEWTNEMSVV TFLRDVGKHF SLNTMLARDT VKRRLESDGI SYTEFSYMLL QANDYVELNK 

RFGCTLQVGG GDQWGNIVSG VDLNRRVNGT SVHAVTVPLV TDSDGKKFGK STGGGSLWLD 

PEMTSPYAWY QYFINASDAD VIRYLRWFTF LTQEELAELE VEVAERPFKR EAQRRLAREM 

TNLVHGTEAT EAVE LAAQAL FGRAELRDLD EKTLAASVSE TAVAEIKAGE PRTIIDLLVA 

SGLADSKGAA KRAVKEGGAY VNNERIESDD WEPFAEDLLH GSWLVLRRGK KNFAGVQILG 



> RXA02174 (1-354, translated) 118 residues 

MEKPQIELPV GPAPEDLVIS DIIVGEGAEA RPGGEVEVHY VGVDFETGEE FDSSWDRGQT 
SQFPLNGLIA GWQEGIPGMK VGGRRQLTIP PEAAYGPEGS GHPLSGRTLV FIIDLISA 



> RXA02182 (1-774, translated) 25 
VKKLASIAIL SSLPLASCST PPTDSEAVVE 
GTGQYGGSRI YRSSVDGQES VSQSLDPEFF 
ELDRVSYNGQ GWGICSTDDA LITSDGSSTL 
CVDGEVYANI FLDTDIMRID PNSGEVTAVI 
ITGKRWPDLY EVRFVPAD 



8 residues 

HLVPEIISTH SFDSTSFTQG LELDGDELIV 
GEGITKSGDA IWQLTWNEGV AFKRDADTLE 
TFRDPETFAE NSTVDVTLDG SPVGNLNELE 
DASNI PNNAT PDTNNVLNGI AHIPDSDRFY 



> RXA02204 (1-1260, translated) 420 residues 

MQSWPTPEVP ALAGTPVPLE LFDTADQEVR LVETPPAGSD TPVGMYVCGI TPYDSTHLGH 
AATYLAFDLI YRILLDNDHD VHYVQNITDV DDPLFERAAR DGVDWRDLGT SQINLFRSDM 
EALSIIPPKD YIGAIESIDE VIEMVKTLLD EGAAYIVEDA EYPDVYASIN ATDKFGYESN 
YDAATMAEFF AERGGDPERP GKKNPMDALL WRAAREGEPS WESPFGAGRP GWHIECSAIA 
TNRLGHSFDI QGGGSDLIFP HHEFSAAHAE AAHGVERMAK HYVHAGMISQ DGVKMSKSLG 
NLEFVSRLTA AGHEPGAIRL GVFANHYRGN RDWNAESLAT AEQRLATWRE AARAATNRED 
AIAVVEQLRA HLSADLDTPG ALAAVDNWAA GIDTTTDSKE FTEVGNIVVA AIDALLGVQL 



> RXA02228 (1-903, translated) 301 residues 

VVTPIAVVGP TASGKSALGI ALAHKLDGEV VNVDSMQLYK GMDIGTAKLT VEEREGIAHH 

QLDVWDVTET ASVARFQSDA VADVEDIMSR GKTPILVGGS MLYVQSLVDD WQFPPTDSAV 

RARFEARLAD IGVEALHAEL TQLDPEAAAV IESNDPRRTV RALEVIELTG QPFQASQPPK 

DAPPRWGTRI IGLKTTPEWL NPRIEQRTAR MFEQGFVAEV EHLVQQGLIA DSTAGRAIGY 

SQVLAAMAGE MTWEDAFERT VTGTRRYVRR QRSWFNRDHR VSWVDASGDP TAQALEILGL 
Q 

> RXA02236 (1-318, translated) 106 residues 

VALPQLTDEQ RKAALAKAAE ARKARAELKE NLKRGNTNLR EVLDKAESDE I IGKTKVSAL 

LEALPKVGKV KAKEIMDELG IAQTRRLRGL GDRQRRALLE RFGFED 

> RXA02242 (1-507, translated) 169 residues 

MAVREVRLFG DPVLVSRADE VVDFDESLST LIDDMFDTME DAGGVGLAAN QVGVLRRVFV 
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FDTSHQEGGL RGHVINPVWE PLTEDTQTGK EGCLSIPDVS AETTRYETVR LSGQDRDGNP 
VGFVANGLLA RCIQHETDHL DGVLFLKRLD PAERKAAMGV IRASAWFNK 



> RXA02243 (1-945, translated) 315 residues 

MRLVFAGTPE PAVVALQKLI DSDHEVVAVL TQPDARRGRG RTLHPSAVAE LAQQHGIEVL 
KPTSLKADTE DGQAIRQRLA ELAPDCLPVV AYGQLITKDL LDVAPHGWVN LHFSLLPAWR 
GAAPVQASIR EGDQITGATT FRIDEGLDTG VILSTIEDTI QPTDTADDLL TRLAYSGGDL 
LVETMTGLEQ GTITPRAQEG EATYASKITT QDAQIDWSKP AEVIDRHIRA HTPGPGAWTT 
LVDARLKVGP ISHSGEVEVA ADLAPGAILA QKNSVVVGTG TTPIVLGNIQ PPGKKMMNAA 
DWARGVQLDQ EAKFQ 



RXA02251 (1-300, translated) 100 residues 

VADPTTYRPA PGTIPTEPGV YKFRDENRRV IYVGKAKNLR SRLSNYFQDV TQLHPRTRQM 
VFAASSVEWT VVSSEVEALQ LEYTWIKRFD PRFKRKIPRR 



> RXA02252 (1-1824, t: 
LIRGSNVKYR DDKTYPMLAV 
RVFPMRTCSK GVFNRHESLG 
KVTRKLNADM MAAAEELDFE 
AAVQVFNIRG GRIRGQRGWV 
YGDAVERAET EAKEDAAVIE 
LEELRGAGVD ARVPQRGDKR 
MEQAPLRIEC TDISHIQGTD 
ITRRRFLRHN QDKLAVPEAE 
AQEVFDELGI VDVVLIGLAK 
HRQQRSKRMR VSELDSIKGL 
YEGLHASK 



anslated) 608 residue; 
STGERFPRAF FFRGPRRKGV 
RPCLLGYIDK CAAPCVGRVS 
RAARLRDDLE A I DKVMEKQA 
VEKPGDYAGL LVDATTQPEG 
RRGVDKHSFE EAAPVTRASV 
ALMETVERNA KELLKQHKLK 
VVASLVVFED GLPRKSDYRR 
EFDGSTFSDE KVEEMSTDAR 
RLEEIWLPGD PDPVILPRNS 
GQSRRTELVK HFGSVAKLKE 



RYFGPYSHAW AVRETLDLLT 
EEEHREIVDG FTSFMAGHTD 
VVLGDGTDAD IIAFATDQLE 
DAPETDPALP FLMQDFLVQF 
VPREILVQVA PNEAEQTLKV 
RVGDLTARSA ALQELQEALD 
YRVKEAAGDG HSNDVASIAE 
RFAYPPQIFI VDGGAPQVAA 
QALFLLQQIR DEAHRFAITY 
ASVEDISQVK GFGPKLAEAV 



> RXA02260 (1-231, translated) 77 residues 

MALTLQIILV VASLLMTVFV LLHKGKGGGL SSLFGGGVQS NLSGSTVVEK NLDRVTILVA 
VIWIVCIVAL NLIQTYS 

> RXA02290 (1-399, translated) 133 residues 

VDLNALFEIL TLVVFQVGVT WHAVLSKREG FRQAFAQFDV AKVAAFNEDD VERLLDDLQI 
FRNRRKINAA ITNAKALLEL NDETGTFDSI IADHSTDATA MVKHLKALGF THIGLTSLSI 
LQQAIGVTEL KAA 

> RXA02291 (1-654, translated) 218 residues 

VVHLPNFLGL AEQKALVAQA RDLAREVVGT PLAMVRPKLK SGQMSVHMLH LGKYWASNPY 
RYVDVVDGFP VPPLPDSFVD LAHRALLSAG SLSNSLQSWS EAYRAEAALV NYYSPDASMG 
MHQDANEESE APVISLSIGD TGIFRLGGTL NRNKPWTDIP LMSGDLIVFG GANRQAFHGI 
PSIEANTAPA GCGLKEGEST SRSANLHYKT PGRGMSRG 



> RXA02323 (1-924, translated) 308 residues 

MSSHDLVDVV VVGAGAAGLA AAVALGRSLR SVIVIDAGQP RNSYAHAAHN VLGQEGIAPA 

ELLEKGRAEA RSYGVTIAPG RVAKVERTGS TFAITLDDAS LLHSRRI ILA HGAVDDLPEV 

EGLSDFWGTK VLHCAYCHGF EARDSEIVVV GTSPMAAHQA LMFSQLSKTV SLVGTIDIDE 

QTSESLDSAG VKVLGTNAVR VSAEGDGLSV ELSEGDHLSC DNIVVASRPL VDGTLYTQLG 

GQMEENPMGR FIPGTQTGRT PIEGVWAAGN AQAPMAMVYG SAAQGVMAGA EINFDLILED 
ISVASAQS 



> RXA02385 (1-771, translated) 25 
MIEVRLVPVA AVMWMAVAAL IINGSWVLSV 
VMAALRISSA KAFEAPQTWV GTAETIKFLD 
SLIAVSGRIK PDSFPGVGDL TISTEDIDQL 
GLI PGMVLGD TRLQGSIEAQ TYIDTGLSHL 
VASLLSLGIF VSLVGFE 



7 residues 

GIVGIAIIAA CVFKHWGQAV VIAALGVGAV 
SGDQLIGLRV EGYPAPIPVF YSGSDTIEKA 
EPTTGYSAWV NQVRDGFSQA VEETVGESSR 
SAVSGSNVAI VVSSVVVLSY FLTAGPRIRV 



> RXA02386 (1-405, translated) 135 residues 

VSVVGHVAKP GLVTLAEGSR V A DAL A I AG A LPDADLTALN LAQLLVDGTQ IHVLAIGEVQ 
PISVDAAATS ASGLISLNTA TVADLVTLPG VGEKTAQAI I DFRESNGGFS TVEDLLQVKG 
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IGPSKFEQIS GLVSP 



> RXA02388 (1-846, translated) 282 residues 

AIINSSRMEP MHGLSLSVIC LLFYDSNLAV HYGFLLSCAA TAGIVMLQPL LYRAIGPPLA 
VWKVPDIVVR AFAVSIAADL VTIPIIALMA RQISLVAVLA NVLVELAVPP ITLLGLIAVL 
ASLLPWPVEY PLLKI IEPFT WWIHHVAKWC QQLPNSTLEI SAGWAGIAWA CMAAVWVVVI 
I YKGYVRTLA VCCVCFFLFG AWNNRLPAQI DPTELRFVI I ADDSELTDVP EHAELI IVED 
PHGSMSDRPI VTREGIPVLY PYRDGEVSLH IDGTQHAADG RF 



> RXA02413 (1-492, translated) 164 residues 

MTSENSESQD IWLTDEQQDV WLDVWTMRIG LPARLDAQLK EAAGVSHFEY FTMAQISMAP 
EHRVRMSELA ELSDMTLSHL SRVVTRLEKA GWVKRVPDPD DGRATVAVLT DSGWEKVKAT 
APGHVKEVRR LVFDDLTPEE LKVMGTAMKK IVNRLDMSNR LPRV 



> RXA02416 
DKPDVDLIDG 
RQTPQQMVDQ 
PPKLEKQIKH 
RFSEKMSCPN 
AVQPWNSSPN 
GRVRSWTAPF 
SGSHGALSIA 
LDRAAGTLSG 
TLIVVEHDED 
VPDTRREIDK 
NKLNRARQVP 
AKVRGYKPGR 
KGKNIAEVLG 
AAELQKRSNG 
IVDMGPEGGS 



(1-2640, tr 
LSPAVSIDQK 
ILGMEEGLKF 
D1DVVVDRLQ 
GHALTVDELE 
HSYFEKLIEG 
EGVMGYFDRK 
GLTALSVHEA 
GEAQRIRLAT 
TIRRADWLVD 
ERQLKVVGAR 
GRAKRVEGLE 
FSFNIKGGRC 
MPISEAADFF 
RTVYILDEPT 
GGGTVVAEGT 



anslated) J 
STNRNPRSTV 
QILAPVVRTR 
VKASQKQRLT 
PRAFSFNSPY 
LAKALGFDPE 
LEQTDSETQK 
FEFLDNLTLG 
QIGSGLAGVL 
IGPRAGEFGG 
ENNLQGIDVK 
HLDKLVQVDQ 
EACQGDGTLK 
EPITSIHRYL 
TGLHFEDIRK 
PEQVAEVAGS 



180 residues 
GTITEVYDYL 
KGEFVDLFAD 
DSMETALRLA 
GACPACDGLG 
TPYSELTAAQ 
DRLLGYTREV 
KREEMIAGAV 
YVLDEPSIGL 
EVVYQGEPKG 
IPLGVLCCIT 
SPIGRTPRSN 
IEMNFLPDVY 
ATLVDVGLGY 
LMMVIEGLVD 
YTGQFLKELL 



RLLYARAGTA 
LASQGYSRVR 
DGVAVLEFVG 
VRTEVDIDLI 
KKALVYGSKE 
PCPTCKGARL 
LKEIHARLKF 
HQRDNQRLIT 
ILDCEESLTG 
GVSGSGKSTL 
PATYTGVFDK 
VPCEVCDGQR 
VRLGQAATTL 
KGNSVIIIEH 



HCPVCDARVE 
VDGEVHQLSD 
LEEDDPNRLR 
IPDPDAPATK 
EVSVRYKNRY 
KPEILAVRLD 
LLDVGLSYLT 
TLEHLRDIGN 
AYLSGRRTLG 
VNQILAKVLA 
VRNLFAETTE 
YNRETLEVKY 
SGGEAQRVKL 
NLDVIKAADW 



> RXA02418 (1-567, translated) 189 residues 

VVRYVKFSRT ANRGVHISAE ARINERIRVP EVRLVGPNGE QVGIVRIEDA RKLAFDADLD 
LVEVAPNAKP PVCKIMDYGK FKYEAAQKAR ESRKNQQQTV VKEQKLRPKI DDHDYETKKN 
NVIRFLEKGS KVKVTIMFRG REQARPELGY RLLERLANDV VDFGIVETRA KQDGRNMTMV 
LGPVRKGKK 



> RXA02429 (1-2289, t: 

VAGFDWFWKA LGGKSGRNQK 

AEFLAILGVA SQRTLGLKPY 

RVHSITVNDY LAVRDAEWMR 

DVLRDQLITR REDAVQHGAD 

LKENDDYTID DDRRNVFLTD 

DIHYIVRDSK VLLIDASRGR 

RYPMACGMTG TAVEATDQLR 

ALLHSTGQPV LVGTHDVAES 

STQMAGRGTD IRLGGADEAD 

LFFVSLDDDV VVSGGSRESV 

NKLLADQRVI IDERRERLLD 

YNWSEHLALM DDVRESIHLR 

HEGAHLDDEG LARPSATWTY 



anslated) 763 residue: 
RSVAIVNQVE NHAAELDALD 
PVQSQAVLRL IEGDVVHMAT 
PLVEFFGLSV ASISEKMDAG 
VAIIDEADSV LVDEALVPLV 
KGAAKLEQQL GISSLYDDEH 
VADLQRWPDG LQAAVEAKEG 
TFYDLHVSVI ERNHPLKRFD 
EELATALREL NIEVSVLNAK 
YDEVVKLGGL AVIGTARHRS 
SAQPDATGLI DSDRIRDWVG 
TALAWEELAQ HAPARAAELE 
AIARETPLDE YHRIAVREFK 
MVSDNPLAGS GNSVISGIGN 



DVALAQRAKD LASGGRI DNH 
GEGKTLVGAM AATGLGLMGK 
ERRQAYKAAI VYGPVNEIGF 
LAGNQPGHAP RGKITDVVRS 
VGSTLVQVNL ALHAQALLIR 
LAVSEGGKIL DTITLQALIG 
EADRI YATMA EKNRAII DEI 
NDAEEAQIIA EAGDIGRVTV 
QRLDNQLRGR AGRQGDPGLS 
HCQRVTEGQL LEIHSQSWNY 
DLDQSVREQA ARDIMLYHLD 
DLAQRAVDDA VSTFKSVTID 
IFR 



> RXA02436 (1-561, tr 
VVGISLDVVM MGVMTSKTAT 
AQGDSEGPFY NGSVFHRVID 
NAGPGTNGSQ FFITVTPTPH 
ESVEITA 



anslated) 187 residues 
AILHTNRGDI TIDLFGNHAP 
GFMIQGEDPT GTGRGGPGYT 
LNNAHTIFGE VTDAESQKVV 



ETVANFVGLA QGTKDYQSAN 
FADEFHPELR FDRAYLLAMA 
DAIATTATDR YDRPADAVVI 



> RXA02445 (1-1689, translated) 563 residues 

VEPFELEKDL ERLRKNGKDD ETVEVKSWGR LPLSKGSKSF WESLSAFANT NGGYILLGLS 
EPDFTPVEGF DSQASIQFIR AGLNPQDRDA QKVEPVPHHE IHEMTVDGAE VVLVSVSPLS 



Appendix B, Page 1 9 



Attorne^fccket No.: BGI-127CP 



VNGPCYYLPV GITNGSFKRV GDEDRKLSHL 
LAASFKQRLI ESNSRSLGTD DNWLLRKNIT 
VHPGLHKSPI GTSIRFEDRK ICEGNLLEMV 
EVLREALANA VLHRDYSELA QNEAIHVDIY 
RVLSRILMDI PWTHEVQGVL AESNGTGVPR 
LLDAQTSEWL VEKLGSDFSN TQGIALVLAK 
RGVLNQNLQN QYQLATSSVN VTQSEQEVLD 
LVEAGLVVAT APPSSRNRAY LKA 



EI YELQNRFV QTKTDRNPVP DSSIDDLNNQ 

TSKGELTIAG LLALGSYPQQ FFPRVIIDVA 

QEAMSAIKRN LRVRRVVEGL SGKDVLEIPE 

KDRVEITSPG GLPNGKRPES ILDGYSEPRN 

MFNLMREAGL PVPNFKIDIS SVTVELSRHG 

ELGAVTSRDL RNQTGHDSED MRSLLDALVD 

AINKTTPVTI REIATKTGKT ASSLRPLLRG 



> RXA02456 (1-618, translated) 206 residues 

MAENRTGTVD GDALAARFEE EALPLLDQLY GGALRMTRNP ADAEDLVQDT YIKAYQAFAS 

FKPGTNLKAW LYRIMTNTYI NMYRKKQRQP SQTSADEITD YQLVESQSHT STGLESAEVE 

ALKNLPDGKI GDAMNQLSPE YRMVVYYADV EDLAYKEIAE IMDVPLGTVM SRLHRGRKQL 
RGMLKEVAKE QGIGLEHPDM KKNSEA 

> RXA02462 (1-915, translated) 305 residues 

EAGGLYVLGT ERHESRRIDN QLRGRSARQG DPGSTRFYLS MRDDLMVRFV GPTMENMMNR 

LNVPDDVPIE SKTVTNSIKG AQAQVENQNF EMRKNVLKYD EVMNEQRKVI YSERREILES 

ADISRYIQNM IEETVSAYVD GATANGYVED WDLDKLWNAL EALYDPSINW TDLVEGSEYG 

KPGELSAEDL RTALVNDAHA EYAKLEEAVS AIGGEAQIRN IERMVLMPVI DTKWREHLYE 

MDYLKEGIGL RAMAQRDPLV EYQKEGGDMF NGMKDGIKEE TVRQLFLSAS SSSSKTRKSL 
TNSEP 



> RXA02476 (1-879, translated) 293 residues 

MSFTAFQTAL LVWFRANARD LAWRDPNTSA WGILLSEVMS QQTPVARVEP IWREWMEKWP 

TPEDFANAST DEILRSWGKL GYPRRALRLK ECAEVIVEKH AGEVPDTVEA LLALPGIGDY 

TARAVAAFHF GQRVPVVDTN VRRVYQRAVA GRYLAGPAKK QELIDVSLLL PNTHAPEFSA 

AIMELGALIC TATSPKCDTC PLLDQCQWQK LGCPSPSEEE LASAKKRVQK FVGTDRQVRG 

LIMDVLRNAT APVPLSAIDV VWPDDAQRSR ALFSLIEDGL AEQNEAGYFH LPR 

> RXA02502 (1-1392, translated) 464 residues 

MVSVLIVGMS HRSAPVSLLE RLSMDDSVRG ETTQALLGRA SLSEALIVST CNRLEVYTVT 

SSFHTGVNDV VEVLHEASGV DIETLRGYLY VRYADAAAEH MLVVTSGLDS MVLGEQQIIG 

QVRTAYQAAN EYGSVGPALH SLTQTALHTG KRVHSETAID DAG AS MVS FA VDRALVQMGL 

DSEAEAPLSG KTALVLGAGA MSSLAATHLG RAGISNLIMA NRTLERAERL AEHSLEAGVP 

AEVVEYDQRA SAYNRVDLVV SATGADDFTV KPEDI PEGAS LMLVDLSMPR DIDDACADLP 

GVDLVNIERL HKASREGGSG MAPSEEEALA IVREELDSFT SEQRIRDIVP AVSALRRQAA 

SVGSDELDRL RQRAPGISEV EWGEVEKTGR RVVDKLLHEP TVRVKELAAR SGSISYDSAL 

QELFGLESLA STAAPATTSV NASELPDAGI VAFVNAPSAT QTRE 



> RXA02509 (1-1971, t: 

DLPNKGPEAI VCAKDAEGQL 

AEFPGTKLGI GPAIENGFYY 

AAEELKNEPY KLELIQDKGN 

PTTRYI PAFA LTRSSAAYWR 

GTELDLFSFP DDLGSGLPVF 

SGHLGFYKDG MFPPMQVDAE 

RLFEFGNVYR YEKSGVIHGL 

DDFYLELSTR DPKKSVGSDE 

AIGRTWQMST VQLDFNMPER 

FPAWLAPHQV MGIPVADDCI 

MLLAGARDVE ANAVSFRFLD 



anslated) 657 residue: 
KDLSHVPETT AT FT AV PANT 
DFDAAEPFTP EDLKTIEKRM 
VDPNSDEATE VGAGELTAYD 
GDQDNAGLQR IYGTAWEDKE 
HPNGGIVRNE MEDHSRRRHI 
FDEDGNVTKP GQEYYLKPMN 
TRARGFTQDD AHI YCTEDQL 
IWERSTEILN RVATNSGLEL 
FNLEYTSSDG SKQQPIMIHR 
PHLETITAQL REKGIRADVD 
GTQVNGVPVD EAIAVISSWI 



DDGRAVIRHS CAHVLAQAVQ 
KKI IKTGQKF ERRVYESAEA 
NVNPRTSEVE WSDLCRGPHI 
SLDAYQTMLA EAEKRDHRRL 
AAGYSFVNTP HITKQDLFER 
CPMHNLIFDS RGRSYRELPL 
EAELTSVLDF ILSLLRDYGL 
VPDPEGAAFY GPKISVQARD 
ALFGSIERFF GVLLEHYAGA 
TSDDRMQKKI RNHTTGKVPF 
GDRINDQPSE DSIAARR 



> RXA02523 (1-819, translated) 273 residues 

VTIFPEYLDP LRHALLGKAI EDGILEVGVH DLRNWATGGH KAVDDTPYGG GPGMVMKPEV 

WGPALDDVAA GRVSGAELDS ASLHLKNVRH DELGGVEKRA YVVEEDRDLP LLLVPTPAGK 

PFTQADAQAW SNEEHIVFAC GRYEGIDQRV IDDAANRYRV REVSIGDYVL IGGEVAVLVI 

AEAVVRLIPG VLGNRRSHEE DSFSDGLLEG PSYTKPRTWR GLDVPEVLFS GNHAKVDRWR 
RDQALLRTQA IRPELI DASL LDSTDLKVLG LDK 



> RXA02557 (1-588, translated) 196 residues 
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MSSLIVGTDG 
RKRDS FRAAF 
LVEFVWGFKP 
THLVGSHRRG 

> RXA02563 
MMPYITDIAA 
AINAGFDTAG 
WVNLHHMSHG 
VTHSPVLMAI 
KGES 

> RXA02590 
MGISLLSSLL 
IALGTASPVV 
MVASTSAAQL 
SWIPLGMVGQ 
ATYSPTWWAS 
RRIVGKLKSQ 

> RXA02607 
MRDTAFRSIK 
VTDGLTDYLK 

> RXA02 608 
VRVISAEWAT 
QSGWTIETNI 
GFRSNTDRAI 
GYDANAMWGP 
GLEVISRMTS 
RGVECAPVGA 
RYSELGGPAS 
YEKGSLGYPT 
TGNEKLINGG 
TAGGQTIDFQ 

> RXA02 62 5 
MTAAFYDLMD 
GALPVVNAKG 
DVVLEDGTEW 
IEGAGARAPE 
KNINSLKSVE 

> RXA02 671 
MKSGCFEQQS 
NPRRVVTGLD 
LAKKPLPDKT 
ASTLAEALAA 

> RXA02 68 6 
MSVAQLANRL 
RRKVATDTDP 
G AAV AVARS L 
RLHALQPRTR 
FDAYTEVFMM 
LLTPTLAYAP 
RVRDEDLLGL 

> RXA02692 
MIDLKFLRDN 
QASPEDRPAL 



Attorne^^ket No.: BGI-127CP 

LSRPSWAAQD PLMRDYYDTE WGMPIRDEQG LFERVSLEAF QSGLSWATIL 
SQFDPELVAK FTDADIERLM EDAGIVRNKR KILATINNAK ATLQLREKGG 
IDTPQPETLE EIPTQSPESV ALSKALKKEG FSFVGPTTMF ALMEAIGIVD 
SSGVWA 



{1-732, translated) 244 residues 

LEHVGVAAAW TEKVPAFRVL REKRMLDFRA PITVITGENG VGKSTLLEAI 
GEHTGKFKPS DNPLQTVAKA HKGKEPMRGY FLRAETHFNV ASGYRDEAPG 
ESVMHIVQNA FVGKGLYLMD EPEAGLSFIR QMAILAELNF LAESGAQIII 
PGAEIWEFSA SGELHRGFDF EVTTAFRALR DFFEDPEEIA EYMMDVMMDN 



(1-936, translated) 312 residues 

KIHGFPVVAD FFFALAVVVA IVIIGGWLIY RSPSFKTEVM PAWAMLSMGL 

LGDDLWGFMF VCWSIGTAVG LVAYSLYITA ILRSKAGTPT FAWGLPLVTP 

HEHFELPAML WVSFGLFLLT LASAPAVFTR VYFYYFGPKA QGIPLMATPT 

STAAAQLIGA SFGSKTAITM GIIYGIIMGI FTI PLGAIAH FVFYRAVFKG 

TFPVGTLSLG AHFLSQSTGV EWFNYFSLYL IALMLFHVIV STIAGTIAVM 
LA 



(1-219, translated) 73 residues 

AKAQAKRRSL WIAAGAVPTA IALTMSLAPM ASAQSSNLSS DAVIGSIAQG 
PRV 



(1-1695, translated) 565 residues 

SKHVILTIQS AAMPERPIKV QLLLPRDWYS SPNREFPEIW ALDGLRAIEE 
EQYYADKNAI VVLPVGGESS FYSDWEGPNN GKNYQWETFL TQELAPILDK 
TGISMGGTAA VN1ATHHPDM FKFVGSFSGY LDTTSAGMPI A I SAALADAG 
VGSERWQEND PKSNVDKLKG KTI YVSSGNG ADDFGKEGSV AIGPANAAGV 
QTFVDRASQA GVEVVASFRP SGVHSWEYWQ FEMTQAFPHI ANALGMSTED 
I ADAVADG AM GTCLTNEYDV TGGKAQDFAN GRAYWSANTG AFGLVGRINA 
WLGYPTSSEL KTPDGRGRFV TFEHGSIYWT ATTGPWEIPG DMLAAWGTQD 
GAAVEYNGGL RQQFEGGYVF RTSNNQSYWV RGEISKKYAE DGIFAQLGFP 
AFQEFEKGNI YWSASTGAHV ILHGDI FDAW GAKGWEQGEY GFPTSDQTAI 
NGTIRQVNGR IEESR 



(1-786, translated) 262 residues 

FDEVLEKYDP VMGLEVHVEL GTETKMFSAS SAHFGAEPNS NVDPVSLGLP 
VEWAIKIGLA LNCSIAESSR FARKNYFYPD QPKNYQISQY DEPIAYDGYL 
RVEIERAHME EDTGKLTHLG GTSGRIHGAT ASLVDCNRAG VPLIEVVTKP 
IAKAYVSALR DLVKALGVSD GRLDQGSMRV DANLSLRPIG QEEFGTRTET 
QASTFEMQRQ AQ 



(1-579, translated) 193 residues 

DGIKEVPDPS GLFLSHRGST PDGTAVTVAM DGVRPLLAEV QSLLVDAPSK 
ANRVPMVLAV LSARAGRQTQ GKDAYVATVG GMKVGEPATD LAVALATASA 
VVLGEVGLAG EIRRVPNVDR RLAEAERLGY EKAVI PGGSG IKQTSLRVIE 
VSL 



(1-1137, translated) 379 residues 

AQLSPAEHGF AWFDPEITAG HGVGPLHGMV IPAKDLNDVA GMPTAFGNAS 

FIQNLIDRGA IIAGKTQTSE LGMTAYCEPI DMDAPSNPVL PGHTPGGSSG 

VDAAHASDGG GSIRVPAAAC GLVGFKPAHD SSGGNPSTQG FITRDVATQV 

RLRIGVLAEP IHANSLVDAP FLSILESTAH LLEKAGHEIV SVPLPYGAWA 

KSAGLTNLGS PITRWLSEQG RSLSPSDRQS SVKAFDSVAE TVHGAWDIDV 

PKIGYFSSMP PEEDFLAQTK WTPWATLFNM TGGAAISVPV EGVGIHLGGI 
AAFVERAVA 



{1-1266, translated) 422 residues 

PDVVRASQIT RGEDPALVDE LISADESRRE AIKAADDLRA EQKAFGKKIG 
LEGSNELKAK VKDAEAAQEA AEAKVNELQM KLSNVVSGAP AGGEDDFVVL 
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ETIGEPRTFD FEPKDHLELG ESLGLIDMKR GTKVSGARFY YLTGDGAMLQ LGMLMLAAQK 
AREAGFSMMI PPVLVRPEIM AGTGFLGDHS EEI YYLERDD MYLVGTSEVA LAGYHKDEII 
DLNEGPVKYA GWSSCFRREA GSYGKDTRGI LRVHQFDKVE MFVYCKPEDA EDVHQQLLGM 
EKEMLAAIEV PYRVIDVAGG DLGASAARKF DTEAWVPTQD TYRELTSTSN CTTFQARRLQ 
TRYRDENGKP QIAATLNGTL ATTRWLVAIL ENNQQADGSV VVPEALRPFV GKDVLKPVKQ 
AG 

> RXA02726 (1-2934, translated) 978 residues 

LFLATRPCRG YRVPRVFSWD THGLPAELEA EKQLGIKDKG EIEAMGLAKF NEYCATSVLQ 
YTKEWEEYVT RQARWVDFEN GYKTMDLSFM ESVIWAFKEL YDKGLIYQGF RVLPYSWAEH 
TPLSNQETRL DDSYKLRQDP TLTVTFPVTG VVEGSSANAG LVGALALAWT TTPWTLPSNL 
ALAVN PAVTY ALVEVAEDGE AEFVGKRVLL AKDLVGSYAK ELGAEAVIVS EHPGSELVGL 
TYEPIFGYFR DHANGFQILG AEYVTTEDGT GIVHQAPAFG EDDMNTCNAA GIEPVIPVDI 
DGKFTGLVPE YQGQLVFDAN KDI IKDLKAA GRVVRHQTIE HSYPHSWRSG EPLIYMALPS 
WFVNVTEIRD RMVEVNQDIE WMPAHIRDGQ FGKWLEGARD WNISRSRYWG SPIPAWVSDN 
DEYPRVDVYG SLDELEADFG VRPKSLHRPD IDELTRPNPD DPTGKSTMRR VTDVLDVWFD 
SGSMPFAQVH YPFENKEWFD THAPADFIVE YIGQTRGWFY LLHVLSTALF DRPAFKKVVA 
HGIVLGDDGL KMSKSKGNYP NVNEVFDRDG SDAMRWFLMS SPILRGGNLI VTEKGIREGV 
RQAQLPMWNA YSFLQLYTSK NATWSVDSTD VLDRYILAKL HDLVAETQAA LDGTDIAKAC 
DLVRNFCDAL TNWYVRRSRD RFWAGDEAHP EAFNTLYTVL ETLTRVAAPL LPMTTEVIWR 
GLTGERSVHL TDFPSAESFP ADADLVRTMD EIRGVCSAAS SVRKAHKLRN RLPLPGLTVA 
LPDSARLADF ASIIRDEVNV KNVDLTSDVD SVGTFEVVVN AKVAGPRLGK DVQRVIKAVK 
AGNYTREGDV VVADGIELNE GEFTERLVAA NPDSTAQIDG VDGLVVLDME VTEELEAEGW 
AADAIRGLQD ARKNSGFEVS DRISVVVSVP EDKKEWITTH ADHIAAEVLA TSFEIVTDAL 
DGETHDI VAG VTAKVTKN 

> RXA02731 (1-2097, translated) 699 residues 

MAFAAEHPVL SHSEHRPVGE IERSDDKFVV VSEFEPAGDQ PAAIKELDER LDRGERDVVL 
MGATGTGKSA TAAWLIEKQQ RPALVMAPNK TLAAQLANEL RQLLPNNAVE YFVSYYDYYQ 
PEAYIAQTDT YIEKDSSINE DVERLRHSAT SSLLSRRDVV VVSSVSCIYG LGTPQSYLDR 
SVVLNVGEEI DRDRFLRLLV DIQYERNDVG FTRGAFRVKG DTVDI IPAYE ELAVRIEFFG 
DEIDALYYIH PLTGDTIRQV NEIRIFPATH YVAGPERMEK AVADIKAELE VRLADLENRG 
KLLEAQRLRM RTEYDLEMIE QVGFCSGIEN YSRHIDGRGE GTAPATLIDY FPEDFLTI ID 
ESHVTVPQIG GMFEGDMSRK RNLVEFGFRL PSAMDNRPLT WEEFDERRGQ TVFMSATPGK 
FEIAAADGEF VEQVIRPTGL VDPKVTVKPT KGQIDDLIHE IRQRTDKDER VLVTTLTKKM 
AEDLTDYLLE NGIRVRYLHS DIDTLQRVEL LRQLRLGEYD VLVGINLLRE GLDLPEVSLV 
AILDADKEGF LRSTTSLIQT IGRAARNVSG EVIMYADKIT DSMQYAIEET DRRREKQVAY 
NKEHGIDPQP LRKKIADILD QVYDNSADGA GPSASGDAAV VAKPDVSSMP AKEVQKLIDD 
LSAQMAAAAR ELKFELAGRL RDEI FELKKE LRGIKDAGI 

> RXA02742 (1-2349, translated) 783 residues 

MSEQRLDQLE RRLSELEREI AAIRQEIRQE RLVLPEPEPV KVDTVIATEA TGVNASSGPE 
AKIALFMERF SGRHDVYARR WTSRKTGKSG WSPATRQGFY SKDTTPKDYL PFTVDTVNAH 
LRRGGDHIGL YVMVPIDTCK LLACDFDDGT WKQDAAAFVS ACTDHGI DAL AEISRSDDGA 
PVWIFFDTPI SAMLARRLGF AMLRQAMNSR PDMDMSSYDR FFPAQDTIAT RANGSARLGN 
LIALPLNGDC RARNTAVFAD SETWVPFEDP FAALAAITPL ATEKIEQILA TTQEKFGPEP 
EHIKRPTRAE LKQVKANGET IKLTITNELS VPTERLPAAV IAEIKHRAVI PNPEFYRRQA 
QRFSTFGVPR IVIRFAQAEQ RLLLPRGLVD DTLRILTLAG YKVSVIWPRQ TRKTIDASFE 
GELRSMQQEG IDSLKGQRTG VLVAPPGAGK TVMACALIAN RKIPTAVIVN RAELISQWRD 
RLAQYLSIDA DSIGQIGAGR RKTTGIIDLI TVQSLSRKDS DPKILEQYGQ IIVDECHNIA 
APGAEAALNQ VKAPYWLGLT ATPFRSDHMD EIITMQCGPV RHRMEVATDN EQRLIHIHET 
SFDSEETTEI QDLYNELAVD SARNAQITAE VHKALEAGDR CLVLVNRIAA LEALTSSITE 
SGDHTVLVMH GRQTQEERVH LRAQLASLSE KQDPFVLVAM NKVAGEGLDI PSLNTLFLAA 
PVSFKGLVIQ QIGRVTRATG DQNAPPVTAT VHDFVDSKIP TLKRMHGRRL RAMQKEGFAV 
SEP 

> RXA02748 (1-1641, translated) 547 residues 

VFESLSDRLN SALSGLRGKG KLTEADINAT TREIRLALLE ADVSLTVVRA FINRIKERAA 
GAEVSQALNP AQQVIKIVNE ELVQILGGET RRLSLAKNPP TVIMLAGLQG AGKTTLAGKL 
SKHLVKQGHT PMLVACDLQR PGAVQQLQIV GERAGVTTFA PDPGTSIDSL EHEMGTSHGD 
PVEVARAGIE EAKRTQHDIV IVDTAGRLGI DETLMTQARN IREAINPDEV LFVIDSMIGQ 
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DAVDTAEAFR DGVDFTGVVL TKLDGDARGG AALSIREVTG KPIMFASTGE KLDDFDVFHP 
ERMASRILGM GDVLSLIEQA EAVMDQEKAE VAAQKLGSGE LTLEDFLDQM LMIRRMGPIG 
NILKMLPGGK QMSQMADMVD EKQLDRIQAI IRGMTPAERD NPKILNASRR KRIANGSGVT 
VSEVNKLVER FFEARKMMGQ MAGQFGMGPG SRSATKKQAK GRKGKNGKRK PAKKGPTQPK 
MPMGGMPGMP GMPGMGGAGM PDLAELQKQL GGAGGGMGGL GGGLPGMPKP PKGMENIDLN 
NLDFGKK 

> RXA02788 (1-2664, translated) 888 residues 

VQTHEIRERF TNHFVNAGHQ AVPSASLILD DPNLLFVNAG MVPFKPYFLG QQTPPFENGT 
ATSIQKCVRT LDIEEVGITT RHNTFFQMAG NFSFGQYFKE GAITHAWGLL TGSVADGGFG 
LDPERLWVTV YLDDDEAAEI WEKKIGVPSE RIQRLGMADN YWSMGVPGPC GPCSEI YYDR 
GEKYGKEGGP VADDNRYMEI WNLVFMEKER GQGIGKDNFD ILGDLPKKNI DTGMGVERVA 
CILQDVENVY ETDLLRPVID VAETLTGTKY GSDNTSDIRF RVIADHSRTG MMLILDGVTP 
GNEGRGYILR RLLRRI IRSA RLLGATGETM EQFMNTIMDT MTPSYPEIAD NRERIMRVAV 
TEERAFLKTL VSGTHLFEEA ATSIKAAGST KVAGAQAFAL HDTYGFPIDL TLEMAAEAGL 
EVDVEGFDSL MAEQRSRAKA DSQAKKHGHT DLSIYREWVD NNPTVFTGFE ELDSQSKVLG 
LLSDGAKISE ATEGQEVEVI LDQSPLYAES GGQLGDRGQI LLGDTVLDVH DVQKIGKKLW 
VHKALVANGG LAVGDEVVAS VDKQWRHAAR QAHTATHLIH AALRQVLGPT ALQAGSMNKP 
GYLRFDFNYT EQLTPAQVEQ IQAITNEAVD TDWAVNTVET SLEEAKAMGA MALFGENYGS 
TVRVVEIGGP FSMELCGGTH VAHSSQIGPV ALLGESSIGS GVRRIEAYSG LNSFNYLSKE 
RALAEGLASS LKAPSEELPE RVAQLVDKLK AAEKEIEALH RQQLMAQTAD LLNNAQEIGG 
VTTLLLRVKD NTNAGDLRTI ATTLKDKLGD REGVLVIASD NAGKVPFVVA AT KAAVARG A 
HSGNLVKLVG SYIDGRGGGK ADLAQGSGAN IAGLESAFGA VRAEIEAL 

> RXA02822 (1-570, translated) 190 residues 

GTEVSHPAHG AWSQFKFEGG VHRVQRVPVT ESQGRIQTSA AGVLVYPEPD EVENVEIDEK 
DIRVDVYRSS GKGGQGVNTT DSAVRITHLP TGLVVTCQKE RSQIQNRARA MQVLAARLQA 
MKEEEAAAEA ATGRAAQIRT MDRSERIRTY NWPENRISDH RIGFKANNLD SVLDGELDDL 
FTALQAAERA 

> RXA02837 (1-174, translated) 58 residues 

MNTKLHAVTD ATGRPIRFFM TAGKVSDYIG AMALLGSLPK AGWLLADRGY DADWFRDA 
RXA02860 (1-438, translated) 146 residues 

DLQNPTAKMS KSGDNPKGI I NLLDDPKVST KRIKSAVTDN DGVIAYDPEN KPGVSNLLVI 
QSALTGTSID SLVDGYQGAG YGALKGDTAD ALEAFTTPLK AKYDEYMNDR GELERVLAIG 
AERATEVANE TLADVYDKIG FLASRR 

> RXA02866 (1-480, translated) 160 residues 

MTTQDKDLTA QTASRVLSGI QPTADSYHLG NYLGAVKQWI DLQDSYDAFY FIPDLHAITV 
DQEPEELRNR TISGAAQLLA LGIDPERSTL FVQSHVPAHA ELSWVLTCLT GFGEASRMTQ 
FKDKSSKRGA DRTSAGLFTY PMLMAADILL YRPHLVPVGE 

> RXA02886 (1-831, translated) 277 residues 

MKLFSKAAGV IAAALLVAGG IAPVAQGQAS QVVTPEDQDA YVQQFHHEGN TPPVVDGVGG 
YTEQEIAEIH EAIRQAQESG APNEELIPGE MWSDKVELPV TIDKAAADEA EIAIAQQQSQ 
PQTRGLAAAA ACQTFWPSPH QVCGAILERY IQQGAQFGWM LFPSEGQTLN PDGQGYRQRF 
MNGFVYWHPT TGAHAVNNYS AQVWERNGWE SGWMGYPTGG EVPVNGSNPI DGELSGWVQT 
FQGGRVYRSP VLDGFQVASI NGLILDKWLE LGGPDSD 

> RXA02890 (1-1083, translated) 361 residues 

MHEGRRYSAP HTFGTKGEAQ EFLASERTAI INGTWMDFEM RERFEQAQRE AEERMMETFF 
SYASRWIETR TNAQGKKLSQ GVKDDYFRYI KSDRLSYWAD YALCEITVAD VREWYSDTIQ 
DGKLTSMARS YSMMKSVMET AVEDGIIPMN PCKVRGGGNT KTGKKVDVPT DAELEAI IGA 
LPSKYFCLAI VAAAGALRFG EIVALRTTDV DVYFDRSGFV DCVRIRISRS IRHTRYHGRV 
EGPPKTEAGV RSLYI YGKDA AEIAKHVDTI DVGLRLWSSM RDPDEPMPYH TFKHNWDRAR 
ESVHSKATVH SMRHYSGTKY AQVGATLKEV MARLGHSTPS AALRYQHSGE RDEELAKRMA 
R 

> RXA02894 (1-786, translated) 262 residues 

FLMHELPEPL EAAIGADGQR SIVGMSMSGG SVLNFATHDP NFYSSVGSFS GCAETNSWMG 
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RRGIAATAYN GNVVPEQIFG EVDSDYSRYN DPLLNAAKLE EQDNLYIFAG SGVFSELDVI 
GDNAPIDEDA FKNRVLVGFE IEAMSNTCTH NLKAATDQMG IDNINYDFRP TGTHAWDYWN 
EALHRFFPLM MQGFGLDGGP IPVYNPNGVS SSESSSELSS DVSLGTVIGS VAGSSGSSEG 
SSVRE FLAGS SGSSQSTGSF YE 

> RXA02904 (1-675, translated) 225 residues 

TDPRYPLGKD DLPKATIDME PEALARLERF VGVDGDRIRQ INAYSPSMGR TIPLVWVVPE 
DNTVPGPTVY ALGGGDGGQG GQNWVTRTDL DELTSENNIN LIMPMLGSFS FYADWAGESE 
SMGGAQQWET FLMHELPEPL EAA1GADGQR SIVGMSMSGG SVLNFATHDP NFYSSVGSFS 
GCAETNSWMG RRGIAATAYN GNVVPEQIFG EVDSDYSRYN DPSIL 

>RXN00046 TRANSLATE of: rxn00046.seq check: 4489 from: 1 to: 696 
MDLNTQRSKLYAQLQGQLIVSVQAPDGHAMRDTHTLTHVAAACVDGGAPAIRCGGYGGLE 
DI RS I SNRVDVPVFGLTKEGSEGVYI TPTRDSVRAVAESGATVVCADATFRPRPDGSTFA 
ELVTVAHDSGILIMADCATPEEVLSAHKAGADFVSTTLAGYTEHREKTVGPDFDCLREAR 
ELVPDAFLIGEGRFSNPADVAHGRLIGANAI IVGTAITDPGFITGQFASLLH 

>RXN00083 TRANSLATE of: rxn00083.seq check: 5101 from: 1 to: 300 

VLALPSSIIDPLWCQFAALIPPVTDTHPLRCHRPRIPDRIIFDKLIQVLVLGASYAKIAD 

TTCSATTLRTRRDEWITAGIFEQLEQICLEFYDRIVGLDL 

>RXN00127 TRANSLATE of: rxn00127.seq check: 8871 from: 1 to: 465 
VWTLSPYDGPHRNVLIALKEHGRADLVAFVGAVVGASISYLAAQGEIEHDITLVPAPTRA 
TSRRRRGGDPVERVCNASRLSTFPCLQISSRTPDSVGQTAQQRRLNMRVELVRQPRGSVL 
I I DDVVTTGAT I S ASANVLRAAGVQVRGALT YCQA 

>RXN00172 TRANSLATE of: rxn00172.seq check: 1609 from: 1 to: 612 
MFGSSFKEQTTNPRSQRVSYLRVSSTDQNLARQREAVNHSGHI DREFTDELSGGAKSHRP 
GLEDCINYLREDDVLVVASIDRLARSLVDLRVI IDRITDKGASVIFLKENLTFAAGRDDP 
RANLMLGILGSFAEFERSI IRERQAEGIALAKKAGKYAGRPKALDKEQIQEAKDMIAQGE 
TKSAVAKHFGINRSTLYEYLKNPD 

>RXN00211 TRANSLATE of: rxn00211.seq check: 7693 from: 1 to: 663 
MSFLIRVLLSDTPGSLALLAEALGIVEANIQSVDVVERFPNGTVMDDLVISIPRDVMADT 
I I TAAEEVDGVE I DS I RPFSGT VDRRGQIQMLAAVAHQRRDI TAAMEEMVDVI PRTMTSG 
WALVIDLKGPITRIAGSLAAPEDDGTVPENIVLKEARMLNPENDPWIPESWTLLDSSLAI 
APIGKHGLALI IGRPGGPDFLASEVEHLGQVGDI IGAMLQK 

>RXN00380 TRANSLATE of: rxn00380.seq check: 9027 from: 1 to: 621 
VRLTKLAAT I GCVTLSGLALVACS SDSTAGT DAVAVGGT FQFHS PDGKME I FYDEADRQQ 
LPDIGGDSLMEEGTQINLSDFENQVVILNAWGQWCAPCRSESDDLQIIHEELQAAGNGDT 
PGGTVLGINVRDYSRDIAQDFVTDNGLDYPSI YDPPFMTAASLGGVPASVI PTTIVLDKQ 
H RPAAVFLRE VT S KDVLDVAL PL VDEA 

>RXN00454 TRANSLATE of: rxn0'04 54 . seq check: 9628 from: 1 to: 1293 

MGGEAGCTLDLAPMSDLSFTLNNKLADDAPGKHGRTGVIHTPHGDIATPAFI PVATKATV 

KTLTPEQIRETGAQAILSNAYHLYLQPGPDIVDEAGGVSAFENWHGPTYTDSGGFQVMSL 

GSGFKKVLAMDTTNLTRNDIKAAKKERMALVDEDGVDFKSVIDGSKHRFTPEVSMQIQHQ 

LGADIIFAFDELTTLVDTYDYQVESVERTRRWAQRCLLEHERLTQERVDKPLQSLWGVVQ 

GAQFEDLRRQAVKGLLDLDRQAADEGRRGFGGFGIGGALEKENLGTIVGWVCDELPEDKP 

RHLLGISEPDDLFVAVEAGADTFDCVAPTRLGRRGGVYTLDGRMNLTGARFKRDFKGIDE 

EVGGYASENYSRAYIHHLLKAKEFLAGTLCTMHNLHFMITLVDKIRASIDDGTYYEFKEE 

FLGRYYASKVS 

>RXN00458 TRANSLATE of: rxn00458.seq check: 4019 from: 1 to: 636 
MAGRYAPSPSGDLHFGNLRTALLAWLFARSEGKKFLMRVEDI DEQRSSKESAESQLADLS 
ALGLDWDGDVLYQSTRYDAYRAALEKLDTYECYCSRRDIQEASRAPHVAPGVYPGTCRGL 
KEEERVEKRATLAAQNRHPAIRLRAQVTSFDFHDRLRGPQTGPVDDFILLRGGQEPGWAY 
NLTVVVDDAYQGVDQVVRGDDLLEFGARQATL 

>RXN00484 TRANSLATE of: rxn00484.seq check: 6349 from: 1 to: 1080 
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VDATLKKNLRDKGIEVHSHPGFLLTEPWEVSTATGTPYKVFTPFSKAAWEVARVHAYETV 
KNNVPVPSHLTGPEDVELPILEMEQPFWSTTLVKECAPGEKNASEKLFDFLEHLQDYPQA 
RDSLARSATSKLSAHLRFGEISIHRVWAETAAIDSEGTELFLKELLWRDFAWHRLYALPH 
MDTQNVRMQFNRFGWSWDPSEKDKLNTPSTPLIPTKADQFHEDLAAWRAGKTGIPLVDAG 
MRELWATGSMHNRVRMVVASFLTKNLQIHWRHGEEWFWETLVDADPASNAFNWQWAAGSG 
DDASPYFRIFNPVTQAKKFDPDETYIRRWVPEYGTPSYPDPIVDLKESRQIALDAYSAIK 

>RXN00493 TRANSLATE of: rxn00493.seq check: 4601 from: 1 to: 1614 

MAKLIAFDQDAREGILRGVDALANAVKVTLGPRGRNVVLDKAFGGPLVTNDGVTIARDID 

LEDPFENLGAQLVKSVAVKTNDIAGDGTTTATLLAQALIAEGLRNVAAGANPMELNKGIS 

AAAEKTLEELKARATEVSDTKEIANVATVSSRDEVVGEIVAAAMEKVGKDGVVTVEESQS 

IETALEVTEGISFDKGYLSPYFINDNDTQQAVLDN PAVLLVRNKISSLPDFLPLLEKVVE 

SNRPLLI IAEDVEGEPLQTLVVNSIRKTIKVVAVKSPYFGDRRKAFMDDLAIVTKATVVD 

PEVGINLNEAGEEVFGTARRITVSKDETI IVDGAGSAEDVEARRGQIRREIANTDSTWDR 

EKAEERLAKLSGGIAVIRVGAATETEVNDRKLRVEDA1NAARAAAQEGVIAGGGSALVQT 

AETLKAYAEEFEGDQKVGVRALATALGKPAYWIASNAGLDGSVVVARTAALPNGEGFNAA 

TLEYGNLINDGVIDPVKVTHSAVVNATSVARMVLTTEASVVEKPAEEAADAHAGHHHH 

>RXN00669 TRANSLATE of: rxn00669.seq check: 6043 from: 1 to: 882 

MDNSTVRIRLDLAYDGTDFHGWAKQGTSDLRTVQKVLEDNLSMVLRETVELTVAGRTDAG 

VHAAGQVAHFDIPAHALEQRSIDGDPSKLVRRLGRLLPDDIRVHGVRFAEPGFDARFSAM 

RRHYVYRITTHPAGALPTRRHDTAQWPKPVELERMQLAADALLGLHDFVAFCKAKPHATT 

VRELQKFAWKDVSTDIEPQVYEAHVVADAFCWSMVRSLVGSCMAVGEGRRGSGFTAELLD 

ASERSPMVPVAPAKGLSLVGVDYPSADKLQERALETRAVREFPDASASLKLDDE 

>RXN00737 TRANSLATE of: rxn00737.seq check: 824 from: 1 to: 993 

MKVSDIRQFSVADQRTI PEITIKSIEIFPARELLITEEVASRAESLISKHPGNPTLVEML 

SRIADSQDVDGMEALI PALTDTPMVPMLELMPENTHVLVIAPEKVRRRIADLEATDAEFL 

MAGWEAAAMGADGPVAAEGLDLEASSYRSYESLEVSASKSDVRWWTFAPPGMFEASEEAT 

LPLDFEAGPAPRGELPKIDAMMAQLLAHTTGGGRAAFIAPTQGAIKRMVDRFAEKGIPTH 

VATPGWEPTPGQVTLYHALSHAGLVFPKVRKHRDGAAMPLVVITETDLTGNRVGDIAGRN 

VDLQNAATRWILWRWSQGIWWFMKPTALVVL 

>RXN00833 TRANSLATE of: rxn00833.seq check: 7757 from: 1 to: 495 
MAKTHFQGNETATSGELPQVGDNLAE FNLVNTELGEVSSKDFQGRKLVLNIFPSVDTGVC 
ATSVRKFNEAAASLENTTVLCISKDLPFALGRFCSAEGIENVTPVSAFRSTFGEDNGIVL 
EGSPLKGLLARSVIVVDENGKVAYTQLVDEIFTEPDYDAALAGLN 

>RXN00937 TRANSLATE of: rxn00937.seq check: 2481 from: 1 to: 372 
MATIDVTEETFESTVTGDGIVLVDAWASWCGPCRQFAPTYEKVSETHTDATFAKLDTEAN 
QGLAAALQIQSIPTLMVFRDGIMVYREAGTMPAPALDDLVNQVKALDMDDVRRQVAEQQG 
SAEA 

>RXN00966 TRANSLATE of: rxn00966.seq check: 3319 from: 1 to: 540 
MTNPSEGTTPLAFRYTPELANKIEGEWQNYWTDNGTFNAPNPVGDLAPADGKALPEDKLF 
VQDMFPYPSGAGLHVGHPLGYIATDVFARYNRMLGKNVLHTLGYDAFGLPAEQYAIQTGT 
HPRTTTMANIENMKRQLGALGLGHDSRRAVATTDPEFYKWTQWIFLQI FNSWFDAEQQKA 

>RXN00975 TRANSLATE of: rxn00975.seq check: 760 from: 1 to: 1650 

MTPADLATLIKETAVEVLTSRELDTSVLPEQVVVERPRNPEHGDYATNIALQVAKKVGQN 

PRDLATWLAEALAADDAI DSAE I AGPGFLNI RLAAAAQGE I VAKI LAQGETFGNS DHLSH 

LDVNLEFVSANPTGPIHLGGTRWAAVGDSLGRVLEASSAKVTREYYFNDHGRQIDRFALS 

LLAAAKGEPTPEDGYGGEYIKEIAEAIVEKHPEALALEPAATQELFRAEGVEMMFEHIKS 

SLHEFGTDFDVYYHENSLFESGAVDKAVQVLKDNGNLYENEGAWWLRSTEFGDDKDRVVI 

KSDGDAAYIAGDIAYVADKFSRGHNLNI YMLGADHHGYIARLKAAAAALGYKPEGVEVLI 

GQMVNLLRDGKAVRMSKRAGTVVTLDDLVEAIGIDAARYSLIRSSVDSSLDIDLGLWESQ 

SSDNPVYYVQYGHARLCSIARKAETLGVTEEGADLSLLTHDREGDLIRTLGEFPAVVKAA 

ADLREPHRIARYAEELAGTFHRFYDSCHILPKVDEDTAPIHTARLALAAATRQTLANALH 

LVGVSAPEKM 

>RXN00985 TRANSLATE of: rxn00985.seq check: 4212 from: 1 to: 2709 
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MVCVTDQNNETTSQNRADKLPKSWDPKAVEADLYQGWVDAGYFTADPASDKPGFSIVLPP 
PNVTGQLHMGHALDHTLMDALARRKRMQGFEVLWLPGMDHAGIATQTKVEEMLKETEGKT 
RYDYDREEFIAKVWEWKQEYGGKIGEQMRAIGDSVDWSRERFTLDDGLSRAVQTIFKKLF 
DAGLI YQANRLVNWSPVLETAVSDIEVI YKDVEGELVSIRYGSLNDDEPHVIVATTRVET 
MLGDVAVAVHPDDERYKDLVGQTLPHPFRDDLSLKVVADDYVDPEFGSGAVKITPAHDPN 
DYALGLRHNLDMPTIMDKTGRIADTGTQFDGLTREEARIKVREELAAQGRIVKEIRPYVH 
SVGHSERSGEAIEPRLSLQWFVKVEELAKMSGDAVREGDTTIHPKSLEPRYFDWVDNMHD 
WTISRQLWWGHRIPIWYGPNDEIICVGPDEQAPEGYVQDPDVLDTWFSSALWPFSTMGWP 
EKTPELEKFYPTSVLVTAYDILFFWVARMMMFGTFAAKETPELLGEGKDGRPQVPFTDLF 
LHGLVRDEHGRKMSKSLGNGIDPMDWVENYGADALRFTLARGANPGVDLPVGEDSAQSSR 
NFATKLFNATKFALMNGAVSEGLPAREELTDADRWIVDLLEQVRLDVDAYLDNYQFAKAN 
EELYHFAWNEFCDWYLEIAKVQIPREGTSAQGENTQKVLGHVLDALLRLLHPAMPFVTEV 
LWQALTDRTSIVVASWPTAADTNGGVAVDADAARRIGDVEKLVTEVRRFRADQGVKPSQK 
VPARLDFVACDLQDLEDSVRSLVRIEQPEDDFAASASLEIRLSQATITVELDTSGTVDVA 
AERKRLEKDLANAQKELETTAKKLGNEAFLSKAPDAVVDKIRGRAQIAQEEVERINKRLE 

ELA 

>RXN01061 TRANSLATE of: rxn01061.seq check: 5052 from: 1 to: 1038 

ISRYREQFCNIENERYWTGPRPETHGPNDPGGVDLYVGGVEHAVLHLLYARFWHKVLFDL 

GHVSSKEPYRRLYNQGYIQAFAYTDSRGVYVPADDVEEKDGKFFYQGEEVNQEYGKMGKS 

LKNAVAPDDICNNFGADTLRVYEMAMGPLDTSRPWATKDVVGAQRFLQRLWRLVVDENTG 

EVLTRDEVLTDDDNKQLHRTIAGVRDDYTNLRVNTVVAKLIEYVNYLTKTYPDTI PAGAV 

LPLIVMVSPIAPHIAEELWKKLGHDDTVTYEPFPTFEEKWLTDDEIELPVQVNGKVRGRI 

TVAADASQEQVIEAALADEKVQEQISGKNLIKQIVVPGRMVNLVVK 

>RXN01284 TRANSLATE of: rxn01284.seq check: 2030 from: 1 to: 567 
VAKAKFERTKPHVNIGTIGHVDHGKTTTTAAITKVLADTYPELNEAFAFDSIDKAPEEKE 
RGITINISHVEYQTEKRHYAHVDAPGHADYIKNMITGAAQMDGAILVVAATDGPMPQTRE 
HVLLARQVGVPYILVALNKC DMVEDEEI IELVEMEVRELLAEQDYDEEAPIVHISALKAL 
EGDEKWGKQ 

>RXN01345 TRANSLATE of: rxn0134 5 . seq check: 9398 from: 1 to: 1452 

MRFGLDLGTTRTIAAAVDRGNYPIVTVEDSLGDTHDFIPSVVALKADRIVAGWDAIEVGQ 

DHPSFVRSFKRLLSEPNVTEATPVYLGDHVHPLGAVLEAFAENVVTALRAFQTQLGDTSP 

IEVVIGVPANSHSAQRLLTMSAFSATGITVVGLVNEPSAAAFEYTHRHARTLNSKRQAIV 

VYDLGGGTFDSSLIRIDGTHHEVVSSIGISRLGGDDFDEILLQCALKAAGRQHDAFGKRA 

KNTLLDESRNAKEALVPQSRRLVLEIGDDDITVPVNKFYEAATPLVEKSLSIMEPLIGVD 

DLKDSDIAGI YLVGGGSSLPLVSRLLRERFGRRVHRSPFPSGSTAVGLAIAADPSSGFHL 

RDRVARGIGVFREHDSGRAVSFDPLIAPDTDSATVAKRCYKAVHNIGWFRFVEYSTVSED 

GSPGDISLLSEIKIPFDSSITDVDATEISRFDGPEVEETITVNDNGVASISIKILGGVTV 

EHTI 

>RXN01404 TRANSLATE of: rxn01404.seq check: 9645 from: 1 to: 999 
QKMSTSRPTI YDVAKAAGVSKSLVSLVLRGSPNVSKESEAAVKTAIKKLNYQPNRAASDL 
AAKRTQLIAVLIDDYSNPWFIDLIQSLSDVLTPKGYRLSVIDSLTSQAGTDPITSALSMR 
PDGI I IAQDIPDFTVPDSLPPFVIAGTRITQASTHDSVANDDFRGAEIATKHLIDLGHTH 
IAHLRVGSGAGLRRFESFEATMRAHGLEPLSNDYLGPAVEHAGYTETLALLKEHPEVTAI 
FSSNDITAIGALGAARELGLRVPEDLSI IGYDNTPLAQTRLINLTTIDDNSIGVGYNAAL 
LLLSMLDPEAPHPEIMHTLQPSLIERGTCAPRG 

>RXN01490 TRANSLATE of: rxn01490.seq check: 1933 from: 1 to: 891 

MNAPAPKPGLVIVDKPAGMTSHDVVSKLRRAFSTRKVGHAGTLDPMATGVLVVGIERGTR 

FLAHMVASTKAYDATIRLGAATSTDDAEGEVISTTDASGLDHSTILAEIVNLTGDIMQKP 

TKVSAIKI DGKRAHERVRDGEEVDI PARPVTVSVFDVLDYHVDGEFYDLDVRVHCSSGTY 

IRALARDLGNALQVGGHLTALRRTEVGPFTLNDATPLSKLQENPELSLNLDQALTRSYPV 

LDITEDEGVDLSMGKWLEPRGLKGVHAAVTPSGKAVALIEEKGKRLATVFVAHPNTL 

>RXN01496 TRANSLATE of: rxn01496.seq check: 8990 from: 1 to: 3012 
VPGKLRVHELAKQLGITSKELLATLKDKGEFVKTASSTIEPPVVKRMQEHYGSSGSDKSD 
TAAKPAAAKPAAPKPAASAAPKPGAPAKPAAPAAKPAPAAPSAASAAKPGAAPKPGVQAK 
PAAAAKPGAPAKPAAPAAPSAAKSGSASKPAAAAKPAFSGPTPGDASKKAE PAAKPGAEA 
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PRPGGMPRPMGKPAPKPGARAPRVANNPFSTGGGERPAPRPGGGPRPGGGPRPGGGPRPQ 
GQGRPGGQRDGQRDGQRDGQGNRGGQRQGAGAGGPRPQGGPRPQGGSRPQGGSAQGAQGA 
PSQERQGGGRRPSPAMMPPTPGQMPAKAPGKGGRGGQAGGGAGGGFNRGGGTGGGAGRGG 
RRGGTAGAFGRPGGAPRRGRKSKRQKRNEYESMQAPNVIGGVRLPDGKGATIRLARGASL 
ADFADKIGADAAALVQALFNLGEMVTATASVSDETLQLLGEEMNYKVQVVSPEDEDRELL 
ESFDLQFGEDEGGEADLAKRPPVVTVMGHVDHGKTRLLDTIRKANVGSDEAGGITQGIGA 
YQVKVNVEDTERTITFLDTPGHEAFTAMRARGAKSTDIAVLVVAADDGVMPQTVEAINHA 
KAADVP I VVAVNKI DKPEAS PEKI RGQLTEYGLI PEE YGGDT I FVDI SAKQGLNI DELLA 
SVCLTADAELDLVANPEMDAQGVAIEAHLDRGRGPVATVIVQRGTLRVGDSIVAGDTYGR 
VRRMVDEYGRDVEEAGPSRPVQVQGLNGVPGAGDNLLVVEDDRIARQIANQRNARKRNAL 
AARSRKRVSLEDLDSVLKEHSTLNLILKGDNAGSVEALEEALLKIEMDDEVQLNI IDRGV 
GAVTQTNVTLAAAS DAVI I AFNVRAEGKATEEANAEGVDVRYYT 1 1 YRAI EEVEAALKGM 
LKPIYEERVIGHAEIRAIFKASSVGLIAGCMVEDGKVRRNATVRI1RDGNVIAENAKIVS 
LRREKDDATEVSAGYECGMVLSYPDISVDDKIEVYEMVEVPREA 

>RXN01541 TRANSLATE of: rxn01541.seq check: 7782 from: 1 to: 777 
MTTPHSHRAPRLASTVI IARESADSGTLEFFIQQRQSTMAYAANAVVFPGGGVEDSDYPF 
MLPHRDQHMSPEHIKHHASRLHMDSETMAAHISAARREVWEETGVDLGNYNHELIPIDRW 
ITPDIPAFRRRYDTAT FVLILSKDSTNAALQHQHQTTEATHSYWATAEELLTQWSTGHLN 
LLLPTWWHINQLNHLHTLNQLYSFAQRTHNPQHTPPTVFANWTAPADEAAMQHYGFPDPD 
AYFDHATIAGKHHTLITRK 

>RXN01559 TRANSLATE of: rxn01559.seq check: 3150 from: 1 to: 1842 

VLIVVGVYALVLLTGDRSATPKLGIDLQGGTRVTLVPQGQDPTQDQLNQARTILENRVNG 

MGVSGASVVADGNTLVITVPGENTAQAQSLGQTSQLLFRPVGQAGMPDMTTLMPELEEMA 

NRWVEYGVITEEQANASLEEMNTAVASTTAVEGEEATEPEPVTVSATPMDEPANSIEATQ 

RRQEITDMLRTDRQSTDPTVQIAASSLMQCTTDEMDPLAGTDDPRLPLVACDPAVGGVYV 

LDPAPLLNGETDEENGARLTGNEIDTNRPITGGFNAQSGQMEISFAFKSGDGEEGSATWS 

SLTSQYLQQQIAITLDSQVISAPVIQSAT PVGSATS ITGDFTQTEAQDLANNLRYGALPL 

SFAGENGERGGTTTTVPPSLGAASLKAGLIAGIVGIALVAIFVFAYYRVFGFVSLFTLFA 

AGVLVYGLLVLLGRWIGYSLDLAGIAGLIIGIGTTADSFVVFYERIKDEIREGRSFRSAV 

PRAWESAKRTIVTGNMVTLLGAIVI YLLAVGEVKGFAFTLGLTTVFDLVVTFLITAPLVI 

LASRNPFFAKSSVNGMGRVMKLVEERRANGELDEPEYLKKIHAKNAAADKASTDNSSTDN 

SEAPGTDTNQEEEK 

>RXN01583 TRANSLATE of: rxn01583.seq check: 2692 from: 1 to: 2343 

VETIEELTEFKKPIRHCHVNVGDANGTGELQSIVCGARNFKEGDTVVVSLPGAVLPGDFA 

ISARETYGRMSAGMICSASELGLADKQNSGI ITLDPSYGEPGEDARQALGLEDTVFDVNV 

TPDRGYALSARGLTRELASAFSLTFTDPAIEPAVAGIEVKVPAVEGSLINVELREETKAI 

RFGLRKVSGI DPAAESPFWMQRELMLSGQRPVNAAT DVTNYVMLLLGQPMHAFDAAKVTG 

DLVVRNATAGEKFETLDHVKRTLNEEDVVITDDNGIQSLAGVMGGLTSEISDTTTDVYFE 

AATWDTITVARTSRRHKLSSEASRRFERGVDPAIVEIALDIAATLLVEIAGGTVDAGRTL 

VGDVPAMQPITMKVTRPSELAGVDYSAETVIARLEEVGCTVAVSGDTLEVTPPTWRGDLT 

MSADLVEEVLRLEGLEAI PT 1 1 PTAPAGRGLT DAQKRRRAVGH ALAYAG YAE 1 1 PSPFMD 

PEVFDVWGLAADDERRKTVSVLNPLEAERNVLSTSLLPSMLDAVKRNVARGHNDFSLFGL 

QQVAFEHGSGVSPMPSVASRPEESVVAELVDSLPNQPLHVATVGTGNIEFEGPWGKGRAY 

TFADAIESARAVARAAGVTLELANADALPWHPGRCAALLIDGTPVGYAGELHPQILEKAG 

LPARTCAMELDLSALPLVENLPAPVLSSFPALHQDIALVVDETIPAEDVRAVVEAGAGEL 

IETVELFHVFRSEQRGENKKSLAFSLRFRAAGRTLTDEEANEARLQAAELAKEKFNAEMR 

G 

>RXN01670 TRANSLATE of: rxn01670.seq check: 7045 from: 1 to: 807 
MPEGHVIHRLAGELTKNFGDTILDATSPQGRFTSEAAI INGHRIAVAEAYGKHLFVEFDA 
DHPEHILYIHLGLIGTLQFEPAEETRGQIRLHLSDGEIAANLRGPQWCRLITDAERTQAI 
GKLGADPI RDDADPEPI RIKVQRSGRSIGSLLMDQKLFAGVGNI YRAETLFRLGI S PFT I 
GKDITTAQFRSIWADLVGLMKDGVVTGRIDTVRPEHTPEAMGRPPRKDDHGGEVYTYRRT 
GQECFLCATPIKEQVMEGRNLFWCPGCQR 

>RXN01671 TRANSLATE of: rxn01671.seq check: 7692 from: 1 to: 1149 
MNHVVNFASHLEDAALKQAEATATMPFI YPHVALMPDAHFGLGSSVGTVFGTKGAI IPAA 
VGVDIGCGMIGVCTNYTASDLEGRDLVTLRDYIERVIPLSPGNYNSTTLKETAKVKVAEL 
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EELAERDGVDLSHSPTWKRQLGSLGGGNHFIELCLDELDRWMFLHSGSRGVGNKIAQKH 
IKIAQAECKNEELPDKDLAYLTEGTEEFESYIKELNWAQRFAFLNREEMMDRFARELGFF 
VDKQLEEVERINCHHNYTVQEEHYGETIWLTRKGAVLADEGTPALIPGSMGTASYVGSGK 
GNAEALRSAPHGAGRRMSRNQAKKRFSTADLDSRMAGIVYRPGKEWIDEIPDAYKDIDQV 

MADAADLVT I RHKLRQI VNVKGT 

>RXN01676 TRANSLATE of: rxn01676.seq check: 7951 from: 1 to: 756 

MILHGVVFYAGLLVLLVPLGLGAGILGELFITQRQTIIVVSSIVLIILGFVQIFGGGFDF 

GKALPGLDRLQSKATVTSGLGKSFLLGMTSSIAGFCSGPILGAVLTLAATSGNSITSALI 

LSAYGAGMVLPLMAIAALWAKLGQRGQQMLRGREFTFLGRQWHIVSVISGALIIAVGILF 

WSTNGLVSMPELVPMDTQIWLQEATFSLGSPLFDIALIIVAAGLFLYFWNKRQKRKEEAQ 

RPKESGWVINPR 

>RXN01680 TRANSLATE of: rxn01680.seq check: 4368 from: 1 to: 411 

MAGHTHKTHRTAYKQLEALARNGHLFTYIDPPAEVDGVVKSTTNCLEGGINAQIKALARN 

HRGMFDEHQRIAVDWWLLMHTQLPGDPVEIARQQNWGQDGLANVPDLIQQEQPHDHYGRP 

VTYDTGIDATTTRRKSK 

>RXN01704 TRANSLATE of: rxn01704.seq check: 8117 from: 1 to: 1077 

RGIGNAGKGVKVTTASADRVDSRCPAAAAGAGCCDYAELNPTVELEIKSRVLRDQLERIG 

GIDELPEFELQDLEPTAGWRTRVRLGVDASGRAGFRKLKSNELVTEVACSQVVPELLEGL 

VGEGARRFTPGVEI IAAIDDAGQRHVVESRKAPRGRRTETVLKVLEGTGEVEQKVGDYTW 

KFPVSSFWQAHTKAPAAYSEFIAEALTGLELVDVDKRGPVAWDLYGGVGLFAPIITSKLQ 

AAVHSVELSPGSAEAGEEALAGLPVTFHTGRVEGMASQLPSPNVVVLDPPRTGAGSDVLK 

SIAEAKPQLVIHIGCDPAT FARDVADWKLNGYEMDQLAVFNAFPGTHHFETIGVFVRVS 

>RXN01724 TRANSLATE of: rxn01724.seq check: 2602 from: 1 to: 1320 

RATQPSAPVEQAQEAPAQTSTAPASAPSEETPAAPARRGRRRVTTTATTPEPAAPAQSQP 

AEAQPAQTQAAQQEELPVAAKESAPATENTQGQAQGQAQGQAQGDEHDDRFESRSAARRA 

RRNRQRQIHRDGDDNANANTESEQNTPAQNATAQAESEQTAAPAQAEAAEQNQNDNSESS 

ENRSDNYRNNNRRSRNNRNNRNYRDNNESSDNAGQSSNDDADNNQARSEDNNDDRRSRNN 

RNNDRNDRNDRNDRDNDDNDDRRNRRGRRNRRGRNDRNDRDNRDNRDNRDNSNDGDNNQQ 

DELQQVAGILDIVDHNVAFVRTTGYHAAPSDVFVSNQLIRRMGLRSGDAIEGQVRMNQGG 

GNHNNHGRNRQKYNNLVRVEMVNGLPAEETRNRPEFGKLTPLYPNQRLRLETEQKILTTR 

VIDLIMPIGKGQLCFDCVAT 

>RXN01725 TRANSLATE of: rxn01725.seq check: 6605 from: 1 to: 207 
LIVSPPKAGKTTILQNIANAISTNNPECYLMVVLVDERPKEVTDMQRSVNGEVISSTFDR 

PPSEHTAVA 

>RXN01730 TRANSLATE of: rxn01730.seq check: 9668 from: 1 to: 1704 

VLRTHLSGELRKENAGQSVTLTGWVNRRRDHGGVI FIDLRDRTGIAQVVFRNEDVAERAH 

ALRSEFVLRVTGVVEERPEGSQNPNLASGDIEVSVTEFEVLNESAPLPFQIEDSSSAGEV 

GEETRLKYRYLDLRRPVQANALRLRSAANKAARTVLDSHDFTEIETPTLTRSTPEGARDF 

LVPARLRPGTFYALPQSPQLFKQLLQVAGMERYYQIARCYRDEDFRADRQPEFTQLDVEM 

SFVDQDDVIALGEEIISEVWKLIGYEIKTPI PRMTYADAMRRYGSDKPDLRFDIEITECT 

EFFQDTTFRVFKNEYVGAVVMTGGASQPRRQLDAWQEWAKQRGAKGLAYILVGEDGELSG 

PVAKNITDAEFLAGIAAHVGAQPGDCIFFAAGDTKSSLALLGAARGEIAKKLDLIKEGDWA 

FTWIVDAPMFEPAADATASGDVALGNSKWTAVHHAFTSPKPEFLDNFDTNPGDALAYAYD 

IVCNGNEIGGGSIRIHQRDVQERVFEVMGITGEEAREKFGFLLDAFAFGAPPHGGIAFGW 

DRIVSLLGGFDSIRDVIAFPKSGGGIDP 



>RXN01733 TRANSLATE of: rxn01733.seq check: 4482 from: 1 to: 
MHIRSLELRDYRSWPELKVDLEPGITVFIGRNGFGKTNIVEAIGYLAHLSSHRVSSDAPL 
VRAHAENARVSAVAVNQGRELAAHLLIKPHAANQASLNRTKVRTPRELLGVVKTVLFAPE 
DLALVKGEPAERRRYLDDIIATRQPRMAGVKADYDKVLKQRNALLKTATIALRRGYGTEE 
GAAALSTLDTWDGQLARLGAEVMAARFALLNELGPKI YEAYTT I APESRPAAVNYKTT I D 
QGLSQFSEFDAGIIEATLLTELAAKRQREIERGSSLVGPHRDDVDLMLGDQPAKGFASHG 
ETWSFALSLRIAEFNLLKSDGTDPILILDDVFSELDAGRREKLVGIAQEVEQVLITAAVH 

DDLPENLKKVLTAQHTVTVQDTGTGRISLLDVQP 
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>RXN01784 TRANSLATE of: rxn01784.seq check: 6464 from: 1 to: 582 

mSerg^vdhttiyrwvqkyaleldkqtrwyrqvpdwqasswrvdetyirvggtwcyly 

SiSggSlefylspkrnvaaakrflaktlrsnttagsprvi^ 
K^cpq^rqvkylnnviegdhgrlkrilgpkgafknrisayrtlkgmeamhslrkgq 

gtmfdltgtrtqtr 

>RXN01795 TRANSLATE of: rxn01795.seq check: 439 from: 1 to: 597 

Jlivgirrdtgfdfkhpapthgprgdmpyktagealkgvkdvptnnnhmkimprtvevlk 
Iipegenftaipkddpyyvkgmishvyrrlhrdepsktliagggggtwgyhyeknraltn 
rerIrSsfpddfeflgsntevrrqignavppvgmhavgerlmnlytgnytpvdleeqha 

ylqtlsikerlaladqead 

>RXN01837 TRANSLATE of: rxn01837.seq check: 8888 from: 1 to: 777 

vsSkerrqqISqle^ 

itIdSsttaetpdyqplaltrttalgdsvtceypdageaskdvskpatenvpatgtvtv 
nlttaqgnigmeldrsvspctvnavehmasegyyndtvchrittsgiyvlqcgdpsstga 
ggpgfsfaneyptdeatdlttpviyergtiamanagadtnglpvlpqlrgfptgtelhll 

rpdhrrrpcnprrhrrswh 

>RXN01863 TRANSLATE of: rxn01863.seq check: 1675 from: 1 to: 1149 

mnsSklkqpvSndpwesyndvkehgq^ 

epldmdliyrrldeipnlrtmsitggepmfskksirnvvkpllkyahhrgiytqmnsnlt 
lpodryldiaeyidvmhishnwgttdefanvgfgamkkqpplkaklklyeqmisnartls 
eogmKsSSmInqstlphlrkihqevvhdmkcsrheihpmypadfasqlnvltlaemkk 
ShdiIdfrdediwmlfgtlpvfpclkddedqkllsrlrnannvttrndpdgrsrlnvnv 
Sg^^Stisniqkdkltdvfdiwlssdij^lnchcsefsclgpi^v^ 

yypnmdfkdnerhmhkqpqiiqf 

>RXN01872 TRANSLATE of: rxn01872.seq check: 8549 from: 1 to: 828 

mgndggdlridSrsf^ 

klvlnqrgSIflnhasaivaefnsaateikrlmdpekgtirldfmhslg™ 
raehpnvefqlhqaaamllvdrvladetdlalvgpkpaevgtslgwapllrqrlalavpa 

DHRLAS FSGQGEL PL I T AAEE P FVAMRAGFGTRLLMDALAEEAG FVPNVVFESMELTT VA 
GLVSAGLGVGVVPMDDPYLSTVGIVQRPLSPPAYRE 

>RXN01926 TRANSLATE of: rxn01926.seq check: 2379 from: 1 to: 741 
LRSFYTPEQAIEREGDVWKAATEEAELLAADGAVHDQELFLNCTTSPLIFASAMLNFGVH 

QILDTLCQLAPSPAGRDADPKALEAATSAMDDHRDTTDDFSGVVFKVQAGMDKNHRDTLA 

FMRVVSGEFDRGMQVTHSQSGRSFSTKYALTVFGRTRSTVETAFPGDIVGLVNAGALAPG 

dSfegrkiqyppmpkfapehfrilrakslgkykqfrkaleqldsegvvqilkndlrgda 

NPGHGRC 

>RXN01938 TRANSLATE of: rxn01938.seq check: 4407 from: 1 to: 1428 

mitrls?lflrKredpadaevps 

eemdaiggqellfptllprepyettqrwteygdslfrlkdrkgadyllgptheemfaatv 
kdlynsySfpvtlyqiqtkyrdeerpragvlrgrefvmkdsysfdisdagldesyakhr 
Syqrifdrlgleyaicqatsgamggsaseeflavsengedtfvrstsgnyaanveavvt 
SgSerdieglpepvtyetpvsetidalvdwansidvqiegrevtaddtlkcivvkvrep 
gIeeaeltgillpgdrevdmkrleaslepaevelavesdfadnpflvkgyvgpvglakng 
vkvladprvvtgtswitgadekerhvvglvagrdftpdgfieaaeikegdpapagegtlt 
largieigissssaastpkpstskswtktasapsqpwalrarchpparrpgrtapr 

>RXN01969 TRANSLATE of: rxn01969.seq check: 287 from: 1 to: 366 
LWAYDKAYGALKLAWLAYQAI I DC YQMGN KRE AKKKMRT I I DQLRVLKGPNKELAQLGRS 
LFKRLOTVLAYFDVGVSNGPVEAINGRLEHLRGIALGFRNLNHYILRCLIHSGQLVHKIN 

AL 

>RXN02002 TRANSLATE of: rxn02002.seq check: 9539 from: 1 to: 378 
MSNANSDTTAAEAHRRRTFAVIAHPDAGKSTLTEALALHAHIISEAGATHGKAGRKATVS 

SemIkdrSsiassalqfeyapeghagepfminlvdtpghadfsedtyrvlmavdaav 
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>RXN02004 TRANSLATE of: rxn02004.seq check: 647 from: 1 to: 207 
RVGRLMRQNGILIIRSRKFKRTTGSDHTFNIAPNFLQQDFMASRPNQKWAGDITYVWTRE 

GLGLSGRHS 

>RXN02267 TRANSLATE of: rxn02267.seq check: 5927 from: 1 to: 873 

VQKWGLSFVERIVIVNNVQQFHRFFDDSAVYYPCFVPLDRAIGEHFDRQNKPMSRFIGTL 

ILPLAKLEEAAQYTGDEVLRVSAVISTDGLADLRRDFYELPNIDIASVEIKLVGAALTNT 

AWLGDVEKLIQQHRNTFVWVEIPTALVTADIVRKLRHMGAGLKYRTGGDREELFPSPQDL 

VTVLRTAIDAALPFKLTAGLHRALRYRDEKTGRLHFGFLNIAAAVATLRAGKGEAEALKI 

LEGDDAAPLIHALQSGENWRDSFRSFSTCNVVEPLNTLIDLDVLAEGDVHP 

>RXN02280 TRANSLATE of: rxn02280.seq check: 171 from: 1 to: 1824 
MQESSRDNFQVDLGGVVDLLSRHIYSGPRVYVRELLQNAVDACTARSEQGEEGYEPSIRI 
RPVTKDRATFSLVDNGTGLTAQEARELLATVGRTSKRDEFGLQREGRLGQFGIGLLSCFM 
VADEITMVSHAEGASAIRWTGHADGTFNLEILGDDATDVI PVGTTVHLTPRPDERTLLTE 
NSVVTIASNYGRYLPIPI VVQGEKNTTITTSPVFAKDTDQQHRLYAGRERLGKTPFDVID 
LTGPGIEGVAYVLPEAQAPHMSRRHSI YVNRMLVSDGPSTVLPNWAFFVECEINSTDLEP 
TASREALMDDTAFAATREHIGECIKSWLINLAMTKPHRVREFTAIHDLALRELCQSDADL 
AETMLGLLTLETSRGRISIGEITTLSITEDVSLQLATTLDDFRQLNTIARPDTLI INGGY 
IHDSDLARLIPVHYPPLTVSTADLRESMDLMELPPLQDIEKAKALDAQVTESLKDFQI KG 
ATRVFEPADVPAVVIIDSKAQASRDRNETQSATTDRWADILATVDNTLSRQTANIPQDQG 
LSALCLNWNNSLVRKLASTDDTAVVSRTVRLLYVQALLSSKRPLRVKERALLNDSLADLV 

SLSLSSDI 

>RXN02287 TRANSLATE of: rxn02287.seq check: 4446 from: 1 to: 552 
VYSISETIART LMPRTDHVFDLMGNGNAWFVDALERLGRGI ITVRPTVETVAAADTYHRV 
TRRPAVATTTYGAGFTNTMTTLADVALSRIPLLLVVGTAPSAGPRCFDIDRQGLARAVGV 
ETFTVHADDVAAVTLQAWNNTPENTHVILEI PYDLAAATATDPTVTTYLLRPGFQKLPMS 
PTLS 

>RXN02291 TRANSLATE of: rxn02291.seq check: 8232 from: 1 to: 654 

VVHLPNFLGLAEQKALVAQARDLAREVVGTPLAMVRPKLKSGQMSVHMLHLGKYWASNPY 

RYVDVVDGFPVPPLPDSFVDLAHRALLSAGSLSNSLQSWSEAYRAEAALVNYYSPDASMG 

MHQDANEESEAPVISLSIGDTGIFRLGGTLNRNKPWTDIPLMSGDLIVFGGANRQAFHGI 

PSIEANTAPAGCGLKEGESTSRSANLHYKTPGRGMSRG 

>RXN02325 TRANSLATE of: rxn02325.seq check: 7224 from: 1 to: 867 

MDHAHDSCSPTLRRDLEVTGQLQPEKAVDLAAPHEGKVANITKVTSSNMEHTITQASKAK 

EVVVLIGHSLLPTFQDLEKDILHFQAGNKGRFSVAIVDPDRSADVVARFRPKQIPVAYVV 

KDGASIAEFNSLNKEPVAQWLDHFVSRETIPNEKEGDVDKQIDPRLWRAAELVNAGDFRA 

ALALYEQLPQDATVKRAHAAVSVLARMSVADRGEDPIEKSRRDPDDVNKALAAADMYVLM 

NQPDTALAHLAALLPKPEAARRIVELLNLFDPLDLVALEIRAQVGNAMS 

>RXN02386 TRANSLATE of: rxn02386.seq check: 6167 from: 1 to: 459 
MAALAENYQTPAPSSQVVVSVVGHVAKPGLVTLAEGSRVADALAIAGALPDADLTALNLA 
QLLVDGTQIHVLAIGEVQPISVDAAATSASGLISLNTATVADLVTLPGVGEKTAQAIIDF 
RESNGGFSTVEDLLQVKGIGPSKFEQISGLVSP 

>RXN02388 TRANSLATE of: rxn02388.seq check: 380 from: 1 to: 1662 
MIEVRLVPVAAVMWMAVAALI INGSWVLSVGIVGIAI IAACVFKHWGQAVVIAALGVGAV 
VMAALRISSAKAFEAPQTWVGTAETIKFLDSGDQLIGLRVEGYPAPIPVFYSGSDTIEKA 
SLIAVSGRIKPDSFPGVGDLTISTEDIDQLEPTTGYSAWVNQVRDGFSQAVEETVGESSR 
GLIPGMVLGDTRLQGSIEAQTYIDTGLSHLSAVSGSNVAIVVSSVVVLSYFLTAGPRIRV 
VASLLSLVI FVSLVGFEPSVLRASVTGIVGLLAI INSSRMEPMHGLSLSVICLLFYDSNL 
AVHYGFLLSCAATAGIVMLQPLLYRAIGPPLAVWKVPDIVVRAFAVSIAADLVTIPI IAL 
MARQISLVAVLANVLVELAVPPITLLGLIAVLASLLPWPVEYPLLKIIEPFTWWIHHVAK 
WCQQLPNSTLEISAGWAGIAWACMAAVWVVVI I YKGYVRTLAVCCVCFFLFGAWNNRLPA 
QIDPTELRFVI IADDSELTDVPEHAELI IVEDPHGSMSDRPIVTREGI PVLYPYRDGEVS 
LHIDGTQHAADGRF 
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>RXN02416 TRANSLATE of: rxn02416.seq check: 4089 from: 1 to: 2829 

VRGAREHNLKGVDIDLPRDSMVVFTGLSGSGKSSLAFDTI FAEGQRRYVESLSSYARMFL 

GQMDKPDVDLIDGLSPAVSIDQKSTNRNPRSTVGTITEVYDYLRLLYARAGTAHCPVCDA 

RVERQTPQQMVDQILGMEEGLKFQILAPVVRTRKGEFVDLFADLASQGYSRVRVDGEVHQ 

LSDPPKLEKQIKHDI DVVVDRLQVKASQKQRLTDSMETALRLADGVAVLEFVGLEEDDPN 

RLRRFSEKMSCPNGHALTVDELEPRAFSFNSPYGAC PACDGLGVRTEVDIDLI I PDPDAP 

ATKAVQPWNSSPNHSYFEKLIEGLAKALGFDPETPYSELTAAQKKALVYGSKEEVSVRYK 

NRYGRVRSWTAPFEGVMGYFDRKLEQTDSETQKDRLLGYTREVPCPTCKGARLKPEILAV 

RLDSGSHGALSIAGLTALSVHEAFEFLDNLTLGKREEMIAGAVLKEIHARLKFLLDVGLS 

YLTLDRAAGTLSGGEAQRIRLATQIGSGLAGVLYVLDEPSIGLHQRDNQRLITTLEHLRD 

IGNTLIVVEHDEDTIRRADWLVDIGPRAGEFGGEVVYQGEPKGILDCEESLTGAYLSGRR 

TLGVPDTRREIDKERQLKVVGARENNLQGIDVKIPLGVLCCITGVSGSGKSTLVNQILAK 

VLANKLNRARQVPGRAKRVEGLEHLDKLVQVDQSPIGRTPRSNPATYTGVFDKVRNLFAE 

TTEAKVRGYKPGRFS FNI KGGRCEACQGDGTLKI EMNFLPDVYVPCEVCDGQRYNRETLE 

VKYKGKNIAEVLGMPISEAADFFEPITSIHRYLATLVDVGLGYVRLGQAATTLSGGEAQR 

VKLT^AELQKRSNGRTVYILDEPTTGLHFEDIRKLMMVIEGLVDKGNSVIIIEHNLDVIKA 

ADWIVDMGPEGGSGGGTVVAEGTPEQVAEVAGSYTGQFLKELL 

>RXN02431 TRANSLATE of: rxn02431.seq check: 2412 from: 1 to: 876 

DPLPVGALWGVGPVTGSKLASMGVETIGDLAALTQKEVEISLGATIGISLWNLARGIDDR 

PVEPRAEAKQISQEHTYEKDLLTRQQVDAAIIRSAEGAHRRLLKDGRGARTVSVKLRMAD 

FRIESRSYTLSYATDDYATLEATAFRLARYPGEVGPIRLVGVSFSGLEESRQDILFPELD 

QQIIVPPAPDTDYEVGVQSSSSSESTQVEAPQDVALSMWCATQDVYHPEYGHGWVQGAGH 

GVVSVRFETRSTTKGRTKSFSMDDPDLTPADPLDSLDWADWFAENGETGDDE 

>RXN02462 TRANSLATE of: rxn02462.seq check: 3189 from: 1 to: 1818 

MTKDVHYEVDERKKTVGVKEEGVEYVEDQLGIDNLYAPEHSQLVSYLNNAIKAQELFTRD 

KDYIVRNGEVMIVDGFTGRVLAGRRYNEGMHQAIEAKERVEIKNENQTLATVTLQNYFRL 

YTKLAGMTGTAETEAAELNQI YKLDVIAIPTNRPNQREDLTDLVYKTQEAKFAAVVDDIA 

ERTEKGQPVLVGTVSVERSEYLSQLLTKRGIKHNVLNAKHHEQEAQIVAQAGLPGAVTVA 

TNMAGRGTDIVLGGNPEILLDIKLRERGLDPFEDEESYQEAWDAELPAMKQRCEERGDKV 

REAGGLYVLGTERHESRRIDNQLRGRSARQGDPGSTRFYLSMRDDLMVRFVGPTMENMMN 

RLNVPDDVPIESKTVTNSIKGAQAQVENQNFEMRKNVLKYDEVMNEQRKVI YSERREILE 

SADISRYIQNMIEETVSAYVDGATANGYVEDWDLDKLWNALEALYDPSINWTDLVEGSEY 

GKPGELSAEDLRTALVNDAHAEYAKLEEAVSAIGGEAQIRNIERMVLMPVI DTKWREHLY 

EMDYLKEGIGLRAMAQRDPLVEYQKEGGDMFNGMKDGIKEETVRQLFLSASSSSSKTRKS 

LTNSEP 

>RXN02543 TRANSLATE of: rxn02543.seq check: 6877 from: 1 to: 1854 
MGRAVGIDLGTTNSVVSVLEGGEPVVIANAEGSRTTPSVVAFAKNGEVLVGQSAKNQAVT 
NVDRT I RS VKRH I GT DWS VAI DDKN YTSQE I SARTLMKLKRDAEAYLGEDVT DAV I T VPA 
YFEDSQRQATKEAGQIAGLNVLRIVNEPTAAALAYGLEKGEQEQTILVFDLGGGTFDVSL 
LEIGDGVVEVRATSGDNELGGDDWDQRIVDWLVEKFQSSNGI DLTKDKMALQRLREAAEK 
AKIELSSSQSANINLPYITVDADKNPLFLDETLSRAE FQRITQDLLARTKTPFNQVVKDA 
GVSVSEIDHVVLVGGSTRMPAVTELVKELTGGREPNKGVNPDEVVAVGAALQAGVLRGEV 
KDVLLLDVTPLSLGIETKGGVMTKLIERNTTIPTKRSETFTTAEDNQPSVQIQVFQGERE 
IATANKLLGSFELGGIAPAPRGVPQIEVTFDIDANGI VHVTAKDKGTGKENTITIQDGSG 
LSQDEIDRMIKDAEAHADEDKKRREEQEVRNNAESLVYQTRKFVEENSEKVSEDLKAKVE 
EAAKGVEEALKGEDLEAIKAAVEKLNTESQEMGKAIYEADAAAGATQADAGAEGAADDNV 
VDAEVVEDDAADNGEDKK 

>RXN02651 TRANSLATE of: rxn02651.seq check: 4052 from: 1 to: 930 

MNN RQS RTL P VPEGLAGMRVDAALS KLLG I S RT VAAELAT AG D VS V DGAVVGKS ERLVAD 

SMLDVLLPEPAAPLMPKEEIVPGLDILYSDDDVIAVNKPVGVAAHPTVGWEGPTVVGGLA 

AAGFRISTSGPPERKGIVQRLDVGTSGVMVV7VASERGYTVLKRAFRDRTVDKTYHALVQG 

HPDPLTGTIEAPIGRHPSAGWRFAVTTEGKHAVTHYETLEAFQEATLLKIHLETGRTHQI 

RVHFSALHHPCCGDPMYGSDPALSERLGLNRQWLHAVSLGFNHPADGRWMEIVSPYPTDL 

QHALDVLREQ 

>RXN02732 TRANSLATE of: rxn02732.seq check: 432 from: 1 to: 441 
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MSENYSKIVVGTDGSKSSLLAVERAARIAAAFDATLI IGCAYYESKEDASETLRQDSVTI 
LGDDPARENLDKAADAARAVGATSIETEVRTGTPVEALMAIVNDHQADLLVVGNRGINYL 
TGRLLGSVPADVARQSDCDVMIVHTVS 

>RXN02736 TRANSLATE of: rxn02736.seq check: 2617 from: 1 to: 957 

MIFELPDTTTQQISKTLTRLRESGTQVTTGRVLTLIVVTDSESDVAAVTESTNEASREHP 

SRVI ILVVGDKTAENKVDAEVRIGGDAGASEMI IMHLNGPVADKLQYVVTPLLLPDTPI V 

AWWPGESPKNPSQDPIGRIAQRRITDALYDRDDALEDRVENYHPGDTDMTWARLTQWRGL 

VASSLDHPPHSEITSVRLTGASGSTSVDLAAGWLARRLKVPVIREVTDAPTVPTDEFGTP 

LLAIQRLEIVRTTGSI I ITIYDAHTLQVEMPESGNAPSLVAIGRRSESDCLSEELRHMDP 

DLGYQHALSGLSSVKLETV 

>RXN02827 TRANSLATE of: rxn02827.seq check: 5045 from: 1 to: 423 
MYEQQKILNEVSEKRLQAIKDFTELGSGFKIAMRDLSIRGAGNLLGAQQHGFIDAVGFDM 
YSQMLSEAVXRKQGKNSQVEKXXVEIDXGVDAYLPETYVADXRQKIEIYKRIRELDSQEM 
LDELEDDLLDRFGEXPEEVAH 

>RXN02915 TRANSLATE of: rxn02915.seq check: 8269 from: 1 to: 378 
MPKPLPPETRRKI IDFDPFAPNSPSIEEFCSRLKISRRSFYNIRNRYQQDANAALHSHSS 
APITARRTYDESITSTLLSIRARLKAQGWEYGPISIRFEGIFTRELTAPIPSVSTIARLL 
RAAGAV 

>RXN02919 TRANSLATE of: rxn02919.seq check: 2536 from: 1 to: 534 
VPVDHTTIYRWVQKYAPELDKQTRWYRQVPDWQASSWRVDETYIRVGGTWCYLYRAITAG 
GQTLEFYLSPKRNVAAAKRFLAKTLRSNTTAGSPRVINTDKAPALAKAISELKAEGICPQ 
TVEHRQVKYLNNVIEGDHGRLKRILGPKGAFKNRISAYRTLKGMEAMHSLRKGSGNDV 



>RXN02938 TRANSLATE of: rxn02938.seq check: 1933 from: 1 to: 741 

MRNYPDLPHDFPGQNTELTPAKAPVWMHRLLDRIHTGRMANPLDGAETLGDTDSEKRAAV 

LMLFSGSETSFDLPNDASVLLTHRTPTMRSHAGQIAFPGGRIDPTDTNAVDCAFREAWEE 

TGLDRRTATPLAQLNEVHIRATGYPVYPILGHWHTPSPVAVASPHETDEVLDAPLYDLID 

PKNRLMVGWREWHGPAFRINDYI IWGFTGGLLSAILDTAGWATEWDTDRI FDLENTLSTS 

RNNERMR 

>RXN02949 TRANSLATE of: rxn02949.seq check: 1467 from: 1 to: 333 

VSDEQNSGVGGTSRPTGKRQLSGASTTSTSSYEAKQVSTQKKSSGSDSKPGGGVISFLPE 

VVGEVRKVIWPTARQMVTYTLVVLGFLIVLTALVSGVDFLAGLGVEKILTP 

>RXN02963 TRANSLATE of: rxn02963.seq check: 2332 from: 1 to: 1308 

MKSTGNIIADTICRTAELGLTITGASDAGDYTLIEADALDYTSTCPECSQPGVFRHHTHR 

MLIDLPIVGFPTKLFIRLPRYRCTNPTCKQKYFQAELSCADHGKKVTHRVTRWILQRLAI 

DRMSVHATAKALGLGWDLTCQLALDMCRELVYNDPHHLDGVYVIGVDEHKWSHNRAKHGD 

GFVTVIVDMTGHRYDSRCPARLLDVVPGRSADALRSWLGSRGEQFRNQIRIVSMDGFQGY 

ATASKELIPSARRVMDPFHVVRLAGDKLTACRQRLQREKYQRRGLSQDPLYKNRKTLLTT 

HKWLSPRQQESLEQLWAYDKDYGALKLAWLAYQAIIDCYQMGNKREAKKKMRTIIDQLRV 

LKGPNKELAQLGRSLFKRLGDVLAYFDVGVSNGPVEAINGRLEHLRGIALGFRNLNHYIL 

RCLIHSGQLVHKINAL 

>RXN02985 TRANSLATE of: rxn02985.seq check: 7956 from: 1 to: 333 
MRLESYAMAKKVDTSNAT PALALLTERQI PFELDVHDVDPKSSKGFALDASEVMGVEPEV 
VFKTLMADIDGEHVVAIVPASRTLNLKQLAKAGKGKHANMMDRSRAQVVTG 

>RXN02986 TRANSLATE of: rxn02986.seq check: 1309 from: 1 to: 138 
VFLDESAILQERIYVSAGRRGWSLIIAPDDVLLATDGVYADIADHS 



>RXN02988 TRANSLATE of: rxn02988.seq check: 6478 from: 1 to: 606 
MSTKPTIVSTFSGCGGLDLGLQEVGFDPIWANDFSEEAVQTYKHNIGDHIVHGDITEIDP 
FTDDTI PDGDLVTGGFPCQDFSMIWKRPGLDGKRGTLYQNFRDFVAAKKPKAFIAENVKG 
LLT ANQHKAI KT I LKT S KL LS LAT S S S LACTT S LNT VS HN S ANVC S LLAFAVT PAL I S ST 
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QLLPMALAVTCRIRLPAKRSKA 

>RXN02989 TRANSLATE of: rxn02989.seq check: 5945 from: 1 to: 1140 

MAPKKTATKATAAKGNDRQKALDAALALIEKDFGKGAVMRLGDENRPPIQTISSGNTAID 

IALGIGGFPRGRIVEVYGPESSGKTTVALHAIAQAQKAGGIAAFIDAEHALDPDYARKLG 

VDTDALLVSQPDTGEQALEIADMLVRSGAIDIIVIDSVAALTPKAEIEGEMGDSHVGLQA 

RLMSQALRKMTGALYNSGTTAI FINQLREKIGVMFGSPETTTGGKALKFYASVRCDIRRI 

QTLKDGQDAIGNRTRLKVVKNKVSPPFKIAEFDIMYGEGISRESSVIDLAVDNGIVKKSG 

SWFTYEGEQLGQGKEKVRLSLKENPELTDELEDKIFKKLGVGKYAAASDELTDDPVELVP 

NVDFDDEADTEADTEADAED 

>RXN03033 TRANSLATE of: rxn03033.seq check: 9071 from: 1 to: 1158 
VDEQRAFDQGLKEENTLITDLTTCARLSHNKALRLIKLSKSTAYYRNKPRPRPAPKPVLQ 
AVPAPTAPGVEPTPEPWQGKEPAVSSVRQALAEHERQFIVDAITAYPQLSVSGVFNMLFN 
KGI YRASLRTWWRVAKQHKLLHKDRVSALSPGKRSPTPRVKPRLEATQPGQVVCWDVTFL 
PSLVRGKTYALHLAIDLFSRKIVGAKVAPTENTSTAVELLTQVLADNPGVVTVHSDNGSA 
MTSTRVRRLLADHGVALSLIRPRVSDDNAFVESVFHTLKYRPFYPKVFASMDQARVWVEE 
FVVY YNTVH PHSGVAGHT PQS VFDGSWRAAHRLRVQALDAH Y'RQFPQRYVGRPVVQEVAG 
VVRLNGARDDGSVQERVGGVASLLSA 

>RXN03035 TRANSLATE of: rxn03035.seq check: 9071 from: 1 to: 1158 

VDEQRAFDQGLKEENTLITDLTTCARLSHNKALRLIKLSKSTAYYRNKPRPRPAPKPVLQ 

AVPAPTAPGVEPTPEPWQGKEPAVSSVRQALAEHERQFIVDAITAYPQLSVSGVFNMLFN 

KGIYRASLRTWWRVAKQHKLLHKDRVSALSPGKRSPTPRVKPRLEATQPGQVVCWDVTFL 

PSLVRGKTYALHLAIDLFSRKIVGAKVAPTENTSTAVELLTQVLADNPGVVTVHSDNGSA 

MTSTRVRRLLADHGVALSLIRPRVSDDNAFVESVFHTLKYRPFYPKVFASMDQARVWVEE 

FVVYYNTVHPHSGVAGHTPQSVFDGSWRAAHRLRVQALDAHYRQFPQRYVGRPVVQEVAG 

VVRLNGARDDGSVQERVGGVASLLSA 

>RXN03038 TRANSLATE of: rxn03038.seq check: 812 from: 1 to: 726 

MHSKEELTVRKGISRVLSVAVASSIGFGTVLTGTGIAAAQDSAFDYGMDPNMNYNPIDDI 

KDRPEGLSNLPYFGSKLTSWGSSYATASSGVVTSALPQYTDPRYPLGKDDLPKATIDMEP 

EVLARLERFVGVDGDRIRQINAYSPSMGRTIPLVWVVPEDNTVPGPTVYALGGGDGGQGG 

QNWVTRTDLEELTSDNNINLIMPMLGSFSFYSDWARESQSMGCAQQWETLLMHELPEPLV 

AA 

>RXN03039 TRANSLATE of: rxn03039.seq check: 1469 from: 1 to: 630 

ALPQYTDPRYPLGKDDLPKATIDMEPEALARLERFVGVDGDRIRQINAYSPSMGRTIPLV 

WVVPEDNTVPGPTVYALGGGDGGQGGQNWVTRTDLDELTSENNINLIMPMLGSFSFYADW 

AGESESMGGAQQWETFLMHELPEPLEAAIGADGQRSIVGMSMSGGSVLNFATHDPNFYSS 

VGSFSGCAETNSWMGRRWHRSHCLQRQCRA 

>RXN03040 TRANSLATE of: rxn03040.seq check: 6898 from: 1 to: 309 
MSXGDNAPIDEDAFKNRVLVGFEIEAMSNTCTHNLKAATDQMGIDNINYDFRPTGTHAWD 
YWNEALHRFFPLMMQGFGLDGGPIPI YNPNGVTSSESSXRTVF 

>RXN03049 TRANSLATE of: rxn03049.seq check: 1664 from: 1 to: 942 

MVHMVFGDMNTDRAAQAYIIVITTIVMVVLFWIVLRYWSLADRARAQRFTASITEIGRKI 

FLNRLRPRMSRQNTYTDKDISQFHWTNGLPPTDDESPEWIAARDNEWEGYTITLGDDPNG 

TEKTITLDDLRELPQTSYVAVHTCMQGWSATARWTGVRLRDVLCHDLVHTLDLHHRHSPR 

LLTIEI IPKPLPPETRCKIIDFDLFAPNSPSIEEFCSRLKISRRSFYNIRNRYQQDASAA 

LHPRSSAQITSRRTYDESITSILLAIRAPPESPRMGXRXDLYXIRRHXHRGTDCTDSIRL 

NYRLLVTRCRSSRK 

>RXN03051 TRANSLATE of: rxn03051.seq check: 1794 from: 1 to: 735 

MRSDVIELPEGVSKEKADQLEVAEARLNEGARLMATTGCEVMWPTGFSVCGRILDTYRQV 

GGQLSWLGPPKSNELTNPDGVGKRSEFFGGAIYWHPDTGAYAVTLDGLRQWGTLNWESGP 

LGYPTSGPMDTNYPLTQRQTFQGGDNYYNPLTGGAVWGDIKQRYEELGGSNHAIGIPITN 

ELPSGTEYFYNNFSNGTISWRNDRQTRFMYLATQRVWDALGRETGRLGFPEADETPEVSG 

LFHVA 
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>RXN03052 TRANSLATE of: rxn03052.seq check: 566 from: 1 to: 756 
MPFSHDKSELGGETPYGLVHVNPMAEVRPVKAQTNEPQALQVADIQPFHAVIAASKQLTL 
IDVVDVCLGTVLRAWEALSLRWVDVVLDEEHPRIFIRGTIVYNKEKGNHRQDKTKTTSSR 
RVIQLPEIASDVLRKRHALYAEHLEMVFPSARGTYI YESNFNKLLRKHRKGTAYDWVTVH 
SIRKTLASIVSENLDSKAASDVLGHADSRLTERVYIAKTDKDVPIGDVVNQALKEARKVS 

KKS PNKEAKEEE 

>RXN03054 TRANSLATE of: rxn03054.seq check: 8742 from: 1 to: 1581 

MKLFSK7VAGVIAAALLVAGGIAPVAQGQASQVVTPEDQDAYVQQFHHEGNTPPVVDGVGG 

YTEQEIAEIHEAIRQAQESGAPNEELIPGEMWSDKVELPVTIDKAAADEAEIAIAQQQSQ 

PQTRGLAAAAACQTFWPSPHQVCGAILERYIQQGAQFGWMLFPSEGQTLNPDGQGYRQRF 

MNGFVYWHPTTGAHAVNNYSAQVWERNGWESGWMGYPTGGEVPVNGSNPIDGELSGWVQT 

FQGGRVYRSPVLDGFQVASINGLILDKWLELGGPDSDLGFPIADEAVTADGVGRFSVFQN 

GVVYWHPQHGAHPILGNIYSIWREEGAESGEFGYPIGDPEKYTENMANQVFEKGELAANL 

YPNPLEAFIEFLPFANLEEAIEYFENGLSNSRVEANSLNAKKDSIQCQSQSANIHVRTKS 

DGVGIRVPKIGFKARMDCDLPGTVSDVVGYGWI YYDYWGRWAQAAYAQQFFGNRNSVVQT 

NLEAGCSGEKNTLFWGTSYFQVTYEGQPYFGQSATNYAYLPCTIDRS 

>RXN03069 TRANSLATE of: rxn03069.seq check: 6008 from: 1 to: 1083 
MHEGRRYSAPYTFGTKGEAQEFLASERTAI INGTWMDFEMRERFEQAQREAEERMMETFF 
S YASRWI ETRTNAQGKKLSQGVKDDYFRY I KS DRLS YWADYALCE I TVADVREWYS DTIQ 
DGKLTSMARSYSMMKSVMETAVEDGI I PMNPCKVRGGGNTKTGKKVDVPTDAELEAIIGA 
LPSKYFCLAIVAAAGALRFGEIVALRTTDVDVYFDRSGFVDCVRIRISRSIRHTRYHGRV 
EGPPKTEAGVRSLYI YGKDAAEIAKHVDTI DVGLRLWSSMRDPDEPMPYHTFKHNWDRAR 
ESVHSKATVHSMRHYSGTKYAQVGATLKEVMARLGHSTPSAALRYQHSGERDEELAKRMA 



>RXN03070 TRANSLATE of: rxn03070.seq check: 3372 from: 1 to: 828 
VPALPSSIIDPLWRQFSALIPPVIITHPLGCHRARIADRIIVDKLIAVLVLGVSYIKISD 
STCSATTIRTRRDEWITAGIFKNLEQICLESYDRFIGLDLENLNVDGCIVKAPCGGEVAG 
RFPVDREKGTKRSLMVDGHGI PIGCVVAGANRHDLPLLAATLDTLGRFGGSLPDQITVHL 
DAGYDSKKTRRLLSEFGYSWVISIKGEPLQAGTRWVVERTNSWHNRGFKKLSICTERCTR 
VVEAFIALANAVI ILRRLIKQAWTSYRWDTRPGHRP 

>RXN03078 TRANSLATE of: rxn03078.seq check: 5588 from: 1 to: 480 
MTTQDKDLTAQTASRVLSGIQPTADSYHLGNYLGAVKQWIDLQDSYDAFYFIPDLHAITV 
DQEPEELRNRTISGAAQLLALGIDPERSTLFVQSHVPAHAELSWVLTCLTGFGEASRMTQ 
FKDKSSKRGADRTSAGLFTYPMLMAADILLYRPHLVPVGE 



>RXN03102 TRANSLATE of: rxn03102.seq check: 7509 from: 1 to: 492 
VVELLKSRGETLAFCESLTAGLASATIAEIPGASVVLKGGLVTYATELKVALAGVPQELI 
DAH G VV S PQC ARAMAT G AAH RC Q ADWAV S LT G VAG P S KQDGH P VG E VW I G VAG PAH FG AS 
GTIDAYRAFESEQQVILAELGRHHIRESAVQQSFRLLIDHIESQ 



>RXN03118 TRANSLATE of: rxn03118.seq check: 5261 from: 1 to: 810 
MKPTVNVVFNAHHPKDTQPLDKFFDKELKDTHHLDITVGYISEKSLQYLLLIAGTYPDLT 
ITLTCGMHAREGMTAAQLHHARVLHDYLSDHDRGGVFVIPRLRYHGKI YLFHKNQHTDPI 
AYIGSANLSAIVPGYTSTFEPGVILDPAPEDLVLHLNRDVVPLCVPIDTAHVPIIKDQES 
PMKHVAEATAVSTSDVVAIMSSPFTYSFDLKLKATASSNLNAHNSGGGARKQKNGSFLAR 
NWYEGEI I VGVETTRLPGYPQNKSEFTAGH 

>RXN03121 TRANSLATE of: rxn03121.seq check: 5077 from: 1 to: 642 

MHHEQPEGCEVGIRRTIPEESRTAFLDMINQGMSGL7VASTAVGVSEFTGRKWAKAAGVKL 

TRGPRGGNAFDTAEKLEIAASMLEKGCLPREIGEYVGMTRANISLWRKQGPDKLRQRAAT 

LRTGKRAAEFIHAPVMGPYYGPRTLHQVLREDYTTLFDELSALGLPAQVCGALLHLAPPP 

SLRFSYMSCVVPLFADEIKIVGQGTRLSLEEKMM 

>RXN03130 TRANSLATE of: rxn03130.seq check: 2332 from: 1 to: 1308 
MKSTGNI IADTICRTAELGLTITGASDAGDYTLIEADALDYTSTCPECSQPGVFRHHTHR 



R 
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MLIDLPIVGFPTKLFIRLPR^KCTNPTCKQKYFQAELSCADHGKKVTHRVTRiWILQRLAI 
DRMSVHATAKALGLGWDLTCQLALDMCRELVYNDPHHLDGVYVIGVDEHKWSHNRAKHGD 
GFVTVIVDMTGHRYDSRCPARLLDVVPGRSADALRSWLGSRGEQFRNQIRIVSMDGFQGY 
ATASKELIPSARRVMDPFHVVRLAGDKLTACRQRLQREKYQRRGLSQDPLYKNRKTLLTT 
HKWLS PRQQESLEQLWAYDKDYGALKLAWLAYQAI I DC YQMGN KREAKKKMRT 1 1 DQLRV 
LKGPNKELAQLGRSLFKRLGDVLAYFDVGVSNGPVEAINGRLEHLRGIALGFRNLNHYIL 

RCLIHSGQLVHKI NAL 

>RXN03161 TRANSLATE of: rxn03161.seq check: 570 from: 1 to: 384 
MGIFSGRQFPREI ILWAVRWYCRYGVSYRDLEEMMTERGVPVDHTTI YRWVQKYAPELDK 
KTRWYRQVPDWQARSWRVDETYIRVGGKWCYLYRAITAGSQTLDFYLSPKRNVAAAKRFL 
AKTLRSNN 

>RXN03165 TRANSLATE of: rxn03165.seq check: 3775 from: 1 to: 321 

MGNLPQALRHSFTWDQGVQMAEHARLSVVTKCPVFFCDPHSPWQRGSNENTNGLVRDFFP 

KGTNFAKVSDEEVQRAQDMLNYRPRKMHGFKSATQVYEIIVVGASTD 



>RXN03168 TRANSLATE of: rxn03168.seq check: 4805 from: 1 to: 1083 

MSTRTTPQDRYTDEYGIERVNKDEPGLVDKLRDKHDWFDHLMRMNERFGAKGGNQLSAGI 

TYFSVLSIFPIAMLVFGIAGVILAGNPEVLTDIQNRINDALEGEIGNTVNGIIDSAIAQR 

GAVLGIGGVTALWSGLGWMANLRFGVSRMWAIDPTEGNFIQKKLTDLVALIVLLLAMGVA 

FGITALGASGLTKNLLDFVGLGEIPGISYITWVVAALVGVLANFLVFMWLI FSLPRTKVP 

MKPGLQAALLGAIGFEVVKQVGSLLASNALSNPAGAAFGPIIGIMVVLYLIWRILMYCSA 

WAATSEEALRLATVPAPEPAI IRVRHEIDPGEEVSQSARKVGIGVAVGAATAGAFALLRK 

K 

>RXN03169 TRANSLATE of: rxn03169.seq check: 5370 from: 1 to: 438 
DLQNPTAKMSKSGDNPKGI INLLDDPKVSTKRIKSAVTDNDGVIAYDPENKPGVSNLLVI 
QSALTGTSI DSLVDGYQGAGYGALKGDTADALEAFTTPLKAKYDEYMNDRGELERVLAIG 
AERATEVANETLADVYDKIGFLASRR 

>RXS00061 TRANSLATE of: RXS00061.seq check: 8093 from: 1 to: 2667 

VTEKTDQTLMLIDGHSMAFRAFFALPAENFSTSGGQATNAVYGFLSMLSTLLKDEQPTHVAVAFDVGRK 

TFRTDMFPAYKAQREATPPEFKGQVEILKEVLSTLGITTIEKIDFEADDVIATLSVAAKPLGFKTLIVT 

GDRDSFQLVNDTTTVLYPMKGVSVLHRFTPEAVEEKYGLTPRQYPEFAALRGDPSDNLPNI PGVGEKTA 

TKWIAQYETLDNLLDHADEIKGKVGASLRERIEQVRMNRKLTEMVKDLELPLGPDDFEMKPVQVAEVAA 

KFDDLEFGTNLRERVLAVVKAEGSAAPVEEVEAEQVVVDTQSLAQWLPARAGQALALALAGVAKPAAGD 

TYALAIADTKRHAVLVDVADISAEDEKALATWLASEDPKMLHGAKAAYHMLAGRGFELHGVVHDTAIAA 

YLLRPGQRTYELADVYQRHLQRQLSTNDNGGQLTLLDAADDQSLVDDVIAILELSEELTKQLQEIQAFE 

LYHDLEIPLSGILARMEAIGIAVDVATLEEQLKTFIGQVAQEEEAARELAEDPTLNLSSPKQLQVVLFE 

TFGMPKTKKTKTGYSTAAAEIEALAIKNPHPFLDHLLAHRQYQKMKTTLEGLIREVAPDGRIHTTFNQT 

VASTGRLSSTDPNLQNIPVRTEAGRKIRSGFVVGEGYETLLTADYSQIEMRVMAHLSQDPGLIEAYREG 

EDLHNYVGSKVFNVPIDGVTPELRRQVKAMSYGLVYGLSAFGLSQQLSIPAGEAKQIMESYFERFGGVQ 

RYLREIVEEARKAGYTETLFGRRRYLPELTSDNRVARENAERAALNAPIQGTAADI IKVAMIRVDRSLK 

EAAVKSRVLLQVHDELVVEVAAGELEQVREILEREMDNAIKLSVPLEVSAGDGVNWDAAAH 

>RXS00076 TRANSLATE of: RXS00076.seq check: 5232 from: 1 to: 1371 

MTTPLRVAVIGAGPAGIYASDLLIRNEEREVFVDLFEQMPAPFGLIRYGVAPDHPRIKGIVKSLHNVLD 

KPRLRLLGNIEIGKDITVEELRDYYDAVVFSTGAVADRDLNIPGIEAEGSFGAGEFVGFYDGNPRFERS 

WDLSAQSVAVIGVGNVGLDVARILAKTGDELKVTEISDNVYDSLKENKATEVHVFGRRGPAQVKFTPQE 

LKELDHSPTINVVVDPEDIDYDGASEEARRASKSQDLVCQILEQYAIREPKDAPHTLQIHLFENPVEVL 

QKDGKVVGLRTERTSLDGNGGVNGTGEFKDWPVQAVYRAVGYKSDPIDGVPFDENKHVIPNDGGHVLTA 

PGAEPVPGLYATGWIKRGPIGLIGNTKSDAKETTDILIKDAVAGVLEAPKHQGEEAIIELLDSRNIPFT 

TWEGWYKLDAAERALGEAEGRERKKIVDWEEMVRQAREAPAIV 

>RXS00170 TRANSLATE of: RXS00170.seq check: 511 from: 1 to: 1854 
MLLAIGVASPVAQAQVEDQFELVKEISDEQFADDGVDYVPNRNAPTVKEQLEDFESAHPEVVIEYHEHV 
NDSKDNVEELPLPKRDIVAGEMRSDVIELPEGVSKDEADQVEVAEARLNEGARLMAATGCEAMWPTGFS 
VCGRILDAYRQVGGQLSWLGPPKSNELTNPDGVGKRSEFVGGAI YWHPDTGAYAVTLDGLRQWGTLNWE 
SGPLGYPTSGPMDTNYPLTQRQTFQGGDNYYNPLTGGAVWGDIKQRYEELGGSNHAIGIPITNELPSGT 
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EYFYNNFFNGTISWRNDRQTRFMYLATQRVWDALGRETGRLGFPEADETPEVSGLFHVVNFAERGVIAW 
NGILGARELYGDVYSLWLQYQNTDTPLGWPIPSLTSLNESLEQEFTRGVVLGSGDALTWIPDDEERSLE 
DFLPIGSSGSSSSSQEMTLFSQRAQYVDCKNLPDLDEQRKTENNIEKNGGPIKKEYSSRGFPTEFRFVV 
RKGHYDRYRNEGWGYLKNYCKHNFANHAMAEAVVDKAVIDYGSSPGTSYYKFEKTVYFLDCRTYTFNKN 
SGCKEMHAPQWVTI IYNPHTFTGANSNRPKGVISAWCNSTPPGGIEHEPEISQCPDHVNLYNKLRI 

>RXS00212 TRANSLATE of: RXS00212.seq check: 8164 from: 1 to: 1560 

MNILCLLCWKFAVRCSSLWRISQEVNAQRIADGGKPFANPRNAAAGSLRQKNIEDVKKRRLRMISHGIG 

FTEGFSPASQHDAYLALAAWGLPTSPYTEAVTDPEDVVKKVSYWADHRHDALHEMDGLVIKVDDIASQR 

ALGSTSRAPRWAIAYKYPPEEVTTKLLDIQVGVGRTGRVTPFAVMEPVLVAGSTVSMATLHNQSEVKRK 

GVLIGDTVVIRKAGEVIPEVLGPVVELRDGTEREYI FPTLCPECGTRLAPAKADDVDWRCPNMQSCPGQ 

LSTRLTYLAGRGAFDIEALGEKGAEDLIRTGILLDESGLFDLTEDDLLSSNVYTTNAGKVNASGKKLLD 

NLQKSKQTDLWRVLVALSIRHVGPTAARALAGRYHSIQALIDAPLEELSETDGVGTIIAQSFKDWFEVD 

WHKAIVDKWAAAGVTMEEEVGEVAEQTLEGLTIVVTGGLEGFTRDSVKEAIISRGGKASGSVSKKTDYV 

VIGENAGSKATKAEELGLRILDEAGFVRLLNTGSADE 

>RXS00213 TRANSLATE of: RXS00213.seq check: 5673 from: 1 to: 573 
VTEDNAQLRRTWNDLAEKVRYHRDRYYNEQPEI PDADFDALFKQLQQLEEDHPELAVPDSPTMVVGAPV 

AEQS S FDNVEHLERMLSLDNVFDEQELRDWLGRT PAKQYLTELKI DGLS I DLVYRNGQLERAATRGDGR 
VGEDITANARVIEDI PHQLQGTDEYPVPAVLEIRGEVFITVEDFPGGQRAAHC 

>RXS00671 TRANSLATE of: RXS00671.seq check: 9925 from: 1 to: 1014 
MLISQRPTITEEFVNNARSRFVIEPLEPGFGYTLGNSLRRTLLSSIPGAAVTSVKIDGVLHEFTTISGV 
KEDVSDI ILNIKGLVLSSDSDEPVVMQLVKEGPGVVTAGDIQPPAGVEIHNPDLHIATLNETAKIEIEL 
IVERGRGYVPATVTATGGEIGRIPVDQI YSPVLKVSYKVEATRVEQRTDFDKLVI DVETKNSITARDAL 
ASAGKTLVELFGLARELNIAAEGIEIGPSPQETEYIAAYSMPIEDLDFSVRSYNCLKREDIHTVGELAE 
RAESDLLDIRNFGQKSINEVKIKLAGLGLTLKDAPEDFDPSTLEGYDAETGGYIDVEAEDSE 

>RXS00724 TRANSLATE of: RXS00724.seq check: 5366 from: 1 to: 1977 

VGIGDATEGDLVTIVGQVAFAKQSYTQSGKMLYKVTVLTETERIGISFFGAKHIPRLLPEGTRALFTGK 

VKFFRNEPQLSHPEFI VI PDPGSGRRLTATGGMKSLAAYGDVEEVALRLVDREYI PI YAGTATMTTWRI 

MAAVQRVLETMPVIKEPLSVVPEGMPSFDEAIRGIHDPGHESPSTFINRLKYNEALSLATVMAIRRADT 

KNRKAPPMPRALKGHQHMLIDALNFQLTVGQKQVIREISADIEQRVPMSRLLQGEVGSGKTIVSLIAML 

QAI DSGRQCAMLAPTEVLATQHARSLSKTLDDAGLDINVVLLTGSMPTGAKKEALLEI I SGDADI VVGT 

HALIQDTVEFFDLGLVVVDEQHRFGVEQRDQLRTKGREGLTPHLLVMTATPIPRTIAMTVFGDLAVSTL 

RELPGGRRPIQTSVIPDHKPGWVKRGWERIGEEVLAGRQAYVVCPRIEGEGGVLEIHAYLSEQVYPGLN 

VGMLHGRMDTDLKDSVMQEFAQGEIDILVATTVIEVGIDVANATVMLIREAERFGVSQIHQLRGRVGRG 

QHDSLCLLHTTFDEDSPQGQRLAAISTTTDGFQLSELDLQVRQEGDVLGTRQSGSDTKLRHLSFISDQK 

I IERALIDATELVAASRSRALELVSDIAMINQEYLEKS 

>RXS00823 TRANSLATE of: RXS00823.seq check: 2648 from: 1 to: 780 

MGSITPQKRPRVGSHIANKGQETDIGRKRRARRINRTLTVAYPDAHCELDFTNPLELTVATILSAQCTD 

VRVNQVTPALFKRYPTATDYANADRTELEEFIRPTGFYRNKATSLIGLGEALISLHDGQVPGTLEQLVE 

LPGVGRKTANVVLGNAFGVPGITVDTHFGRLVRRLKLTDEEDPVKVEKVMNELIEKPEWTMFSHRLIFH 

GRRICHSRRAACGACMLAADCPSFGLEGPSDPFEAQKLIKSDDREHLLKMAGM 

>RXS00898 TRANSLATE of: RXS00898.seq check: 9031 from: 1 to: 789 

MRIVNWNVNSARTRVDRMVDFLLRHDVDVLAVQETKCKDEQFPTERFTEIGYEVAHFGLNQWNGVAI IS 

RVGIENVETHFPAQPGFNKDITKEQSIEARAIGARCGGVQVWSLYVPNGREIADPHYDYKLRWLFSLRN 

YVIDTLEYRPEEKLVLLGDFNIAPTDIDVWDIAAFEGKTHVTEPERAAFDGLIEAGLKETTPGPGTYTY 

WDYKGARFLKGEGMRIDFQLASPALAATAGETFVDVEERSGTGASDHAPVIVDYKV 

RXS00898 - 5' -Region 

>RXS01066 TRANSLATE of: RXS01066.seq check: 7389 from: 1 to: 726 
MRRDSFRDRALVVKTYDFGEADRI IVLLTRDHGIVRGVAKGVRRSKSRFGSRLQLFVELDVQLYPGRKL 
STISGADTVGYYASGIIEDFTRYSCASAILEIATHIAGLENDPHLFEETTRALKNIQDSPEPILNLDEF 
MLRAMNHAGWAPSLFDCAACGRPGPHNAFHPGVGGAVCLYCRPPGSAEVPPEALHMMWLVANGQAARIP 
REHPEQQTTIHQLTTAHLQWHIERKLPTLAVLDQA 

>RXS01277 TRANSLATE of: RXS01277.seq check: 992 from: 1 to: 2004 
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MTDYTFLEDIDTPEALAWAEKWSGESVEKLKSPAKDALEARLLAALDTDDRIAYVSRRGEKLYNFWRDA 
OHPRGVWRTTTLESYESDQPEWDVLIDVDALAEDEGENWVWKGAVVRSPEFDRALVKFSRGGADATVIR 
EFDLATAAFVDDSPFELKEAKSDVTWVDLDTLLVGTDTGEGSLTDSGYPARVLTWKRGTPLEQAELFFE 
GSRQDVATHAWRDSTPGFERTFVSRSLDFYNSETSLETEGGLVKLDVPTDCDVIVKKQWIFVSPRTDFA 
GIPAGGLGVLLLKEFLEGGRDFQPVFTPTESTSLQGLATTKNFLVLTLLNNVSTEIVTVPLNDPTTEHE 
HIDLPEHVTAHVVATSPLDGDEIWVQAASFTEAPTLLRAELPGALEAVKKAPLQFENAGQETRQHWATS 
ADGTKIPYFITGAFEEEPQNTLVHAYGGFEVSLTPSHSPTRGIAWLEKGYYFVEANLRGGGEFGPEWHS 
QATKLNRMKVWEDHRAVLADLVERGYATPEQIAIRGGSNGGLLTSGALTQYPEAFGAAVVQVPLADMLR 
YHTWSAGASWMAEYGNPDDPEERAVIEQYSPVQAVVGVEKRIYPPALVTTSTRDDRVHPAHARLFAQAL 
LDAGQAVDYYENTEGGHAGAADNKQTAFVESLIYTWIEKTLDQQGSI 

>RXS01438 TRANSLATE of: RXS01438.seq check: 6554 from: 1 to: 1365 

MSRPLRVAWGAGPAGIYASDLLMKSDTDVQIDLFERMPAPFGLIRYGVAPDHPRIKGIVKSLHNVMDK 

EQLRFLGNIEVGKDITVEELREFYDAIVFSTGATGDQDLRVPGSDLEGSWGAGEFVGFYDGNPNFERNW 

DLSAEKVAVVGVGNVALDVARILAKTGDELLVTEIPDNVYESLAKNQAKEVHVFGRRGPAQAKFTPLEL 

KELDHSDTIEVIVNPEDIDYDAASEQARRDSKSQDLVCQTLESYAMRDPKGAPHKLFIHFFESPVEILG 

EDGKVVGLKTERTQLDGNGGVTGTGEFKTWDMQSVYRAVGYRSDAIEGVPFDDERAVVPNDGGHIIDPE 

VGSPITGLYATGWIKRGPIGLIGNTKSDAKETTEMLLADHAAGSLPAPAKPELESIIEFLDERKVAFTT 

WDGWHLLDAAERALGEPEGRERKKIVEWNDMVRHARPEYDI 

>RXS02145 TRANSLATE of: RXS02145.seq check: 3306 from: 1 to: 1617 

MSLATVGNNLDSRYTMASGIRRQINKVFPTHWSFMLGEIALYSFIVLLLTGVYLTLFFDPSITKVIYDG 

GYLPLNGVEMSRAYATALDISFEVRGGLFIRQMHHWAALLFVVSMLVHMLRIFFTGAFRRPREANWIIG 

VVLIILGMAEGFMGYSLPDDLLSGVGLRIMSAIIVGLPIIGTWMHWLIFGGDFPSDLMLDRFYIAHVLI 

IPAILLGLIAAHLALVWYQKHTQFPGAGRTENNVIGIRIMPLFAVKAVAFGLIVFGFLALLAGVTTINA 

IWNLGPYNPSQVSAGSQPDVYMLWTDGAARVMPAWELYLGNYTIPAVFWVAVMLGILVVLLVTYPFIER 

KFTGDDAHHNLLQRPRDVPVRTSLGVMALVFYILLTVSGGNDVYAMQFHVSLNAMTWIGRIGLIVGPAI 

AYFITYRLCIGLQRSDREVLEHGIETGIIKQMPNGAFIEVHQPLGPVDDHGHPIPLPYAGAAVPKQMNQ 

LGYAEVETRGGFFGPDPEDIRAKAKEIEHANHIEEANTLRALNEANIERDKNEGKN 



>RXS02308 TRANSLATE of: RXS02308 . seq check: 247 from: 1 to: 429 
MSETQSNSVSAVMPAQLPPGPAERTVYSYGVRAGDQVHILRMEAFDSDANIVGERDIEAHAEQVFKNLQ 

AVI I 
DLSKD 



[HEAGGTINNIVSTTTYLADVTDAPVVNAARSRYFTGEVLPTHTVIGVAALARPQFLVEISAVAYLG 



>RXS02476 TRANSLATE of: RXS02476.seq check: from: 1 to: 879 
MSFTAFQTALLVWFRANARDLAWRDPNTSAWGILLSEVMSQQT PVARVEPIWREWMEKWPTPEDFANAS 
TDEILRSWGKLGYPRRALRLKECAEVIVEKHAGEVPDTVEALLALPGIGDYTARAVAAFHFGQRVPVVD 
TNVRRVYQRAVAGRYLAGPAKKQELIDVSLLLPNTHAPEFSAAIMELGALICTATSPKCDTCPLLDQCQ 
WQKLGCPSPSEEELASAKKRVQKFVGTDRQVRGLIMDVLRNATAPVPLSAIDVWPDDAQRSRALFSLI 

EDGLAEQNEAGYFHLPR 

>RXS02641 TRANSLATE of: RXS02641.seq check: 9341 from: 1 to: 2076 

MLAIILTAVLGASGLAAAGTQYLNTQGEGIGPVAVQNDSESFNSGTNVWEDAAVTAQGEGGGARTVKE 

FQRDQQFSSFALTWTGKKDITAFVRAEQEDGTWSQWYDLEPMVNEDQGTNGTELIWHGPTNKIQVSTLN 

VDLFGADAAAADENGQDIPAVDAAEAAPAAEPAPAEAPVEEAPAPVAEPAPAAEPIAEPVADYSANDGL 

APLPSNYGDIQPVADVDDGLNAVFIDGNADAGVGIANVADTDGMPKVISRAGWGADESLRCSNPTIDDG 

VSAITIHHTAGSNNYTEAQAAAQVRSAYSYHAKNLGWCDIGYQSLVDKYGNIYEGRAGGMTNAVQGAHA 

GGFNQNTWAISMIGDYSYNAPPQETINAVGELAGWRAKVAGFDPTGTDTHYSEGTSYAKYSYGTRVSLP 

NILAHRNVGLTACPGDAGYAQMENIRQIVKAKYTSLQNGNTGGTTTTPATTPKETSTSNAPSTTTAQLV 

TPAEPQQYSESDALAALLTGGSSGGTDLLNGANSEQLLTGLGSIAAVLIAASLADGGLNGLISNVGSNN 

GVPVLGDIKITDVIPIVDTAINLTGDNKYSRGWNDLNNTLGPVLGAATGGETTVKYTSDQNSEVTFVPF 

ENGIMVSSPEAGTHGLWGAIGDAWAQQGADLGPLGLPTSNEYTVGEQLRVDFQNGYITYDSATGQASIQ 

LN 

>RXS02650 TRANSLATE of: RXS02650.seq check: 3610 from: 1 to: 51 J> 
MVNVTSKDAGANVTPMSKKEKRTTVKQVVALMAAIVVVIASLDQIVKQIMLSWLEPGVPVPIIGDWFRF 
YLLFNPGAAFSMGGENSTWIFTTIQLSFVIGIAIYAPRIKHKWIAAGLALVAGGALGNVLDRLFRDPSF 
FFGHVVDYISVGNFAVFNIADASISCGVVVFLIGMFLEDRENAQHAKATDEKDEA 

>RXS02760 TRANSLATE of: RXS02760.seq check: 4279 from: 1 to: 954 
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MSDENINEFEQDEDLNFGASFSDEFADDDFDAEADVEADAAAEASALEAEQDLEEETLDAPEEAAEEAP 
AAAESEAPVEEDEEADSLAQAAAALGDTDEQDADAEYKARLRKFTRELKKQPGVWYIIQCYSGYENKVK 
ANLDMRAQTLEVEDDIFEVVVPIEQVTEIRDGKRKLVKRKLLPGYVLVRMDMNDRVWSVVRDTPGVTSF 
VGNEGNATPVKHRDVAKFLMPQEQAVVTGEAAAAAAEGEQVVAMPTDTKKPQVAVDFTVGEAVTILTGA 
FASVSATISSIDPELQKLEVLVSIFGRETPVDLSFDQVEKVS 

>RXS02830 TRANSLATE of: RXS02830.seq check: 565 from: 1 to: 648 
RRLEDSLGVSLFERAGRGLALTGAGDQLLSQARRLIALNDEVYARLNAGAYEGEVTLGVPQDVIYPVIP 
RVLQQFARDFPRVQIHLISNFTLMLKEQFRRGEIDVMLTTEDELGEGGETLAQRELIWVGAPGGSAWTR 
RPLPLAFERACIFRSFVQRRLDANSIDWQMVVSSESTRTIEATVSADLAVHTYIEGAEPAHLERIATTA 

PCRNYVFQH 

>RXS02990 TRANSLATE of: RXS02990.seq check: 3521 from: 1 to: 597 
MDIQAEKIEKLRKALDNFERAHARGESDFFDHEKEEKKANVRRRALLLLNQRARSVNELSTRLKALEFE 
EDIINEVIGDLTRSKLLDDEVFATEWVRQRAARRGKSSRALDRELQEKGVDKQTRAAALEQIDQADERD 
TARAVAVKKARSETKIPQDRADYDKALRRVVGALARRGFPAGMSMDLAREALDARIEDLKN 

RXS02990 ~~ 5 f ~~ Region 

GAAGACTAAGCACCAGTTTTAACAAAGCAGGGACAATCCACACACTTAAACCATGATGTGGCTTGTTCC 
TGCTTTTTCGTCAACGAAGGGCAACAACGCG 

>RXS03098 TRANSLATE of: RXS03098.seq check: 3946 from: 1 to: 624 
MPTTDVFNRVRLALEPLADPARATGMASYMRDQFSFLGIPSTPRKEACKPVLSALKELDTDFVSDCFGA 

AERE YQY VAC DH I NRVG I T DLGFAKAL VQTKS WWDT VDSLAKP I GAKH DDDLMKTWAL DEDFWVRRI AI 
IHQLGRKKNTDAALLAWI IEQNLGSSEFFINKAIGWALRDFARHDPSWVRAFVDATDLSPLSRREALKN 

I 

>RXS03175 TRANSLATE of: RXS03175.seq check: 2273 from: 1 to: 783 

VRASEKDTATALQPALDNGWHYIGAPAAAKGRAGVGILSRHELEDVNIGFGSFLDSGRYIEATIKDTTL 

DVPVTVASLYLPSGSAGTDKQDEKYRFLDEFEGFLDQRAKERSHMVIGGDWNICHRREDLKNWKTNQKK 

SGFLPDERAFMDSVFGTFPDEATQVAGAGDFFGAVDYEGTRRREATTDPAWFDVARRLQPEGDGPYTWW 

TYRGKAFDTGAGWRIDYQAATAAMLERAERSWVDKAAAYDLRWSDHSPLNVIYS 

>RXS03207 TRANSLATE of: RXS03207.seq check: 2273 from: 1 to: 783 

MTAPSTQDLATTEREVDPGSRRGQTNDNPSQDLVRVYLNGIGKTALLTAEDEVELAQTIEVGLYAEHLL 

KNSEEPLTRAMKRDLKVLAKDGKKARSHLLEANLRLVVSLAKRYTGRGMPLLDLIQEGNLGLIRAMEKF 

DYSKGFKFST YATWWI RQAI TRGMADQSRT I RL PVHLVEQVNKLSRI KREL YQHLGREATNEELAEESG 
IEESKIEMLLRQSRDPVSLDMPVGADEEAPLGDFIEDSEATDAESAVVASMRHSDIRAVLNTLEPREQD 
VIRLRYGLDDGVPRTLDQIGRRFGLSRERVRQIEREVMSKLRDGERASRLREYAQ 
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